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Abstract: The myelodysplastic syndromes (MDS) are clonal stem cell disorders, characterized by ineffective and dysplastic 
hematopoiesis. The genetic and epigenetic pathways that determine disease stage and progression are largely unknown. In 
the current study we used gene expression microarray methodology to examine the gene expression differences between 
normal hematopoietic cells and hematopoietic cells from patients with MDS at different disease stages, using both unselected 
and CD34+ selected cells. Signifi cant differences between normal and MDS hematopoietic cells were observed for several 
genes and pathways. Several genes promoting or opposing apoptosis were dysregulated in MDS cases, most notably MCL1 
and EPOR. Progression from RA to RAEB(T) was associated with increased expression of several histone genes. In addi-
tion, the RAR-RXR pathway, critical for maintaining a balance between self-renewal and differentiation of hematopoietic 
stem cells, was found to be deregulated in hematopoietic cells from patients with advanced MDS compared to patients with 
refractory anemia. These fi ndings provide new insights into the understanding of the pathophysiology and progression of 
MDS, and may guide to new targets for therapy. Taken together with previous published data, the present results also 
underscore the considerable complexity of the regulation of gene expression in MDS.
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Introduction
The myelodysplastic syndromes (MDS) are a heterogeneous group of clonal disorders of the hemato-
poietic stem cells [1, 2]. The natural history of MDS is that of progressive cytopenia with increasing 
transfusion needs, infectious and bleeding complications or alternatively, evolution to secondary AML 
[1, 2]. While relatively simple clinical and pathologic scoring systems with prognostic relevance have 
been developed, the molecular mechanisms involved in evolution of the disease are largely unknown 
[3, 4]. Identifying molecular markers of MDS may allow for a more accurate assessment of the prognosis 
and potentially identify new targets for therapy.

The genetic lesions so far identifi ed in MDS incompletely describe the biology and heterogeneity 
of the disease. Clonal karyotypic abnormalities are observed in approximately 40–50% of patients with 
primary MDS, and 90% of therapy-related MDS [2, 5]. Mutations important in denovo AML, for 
example mutations in RAS proto-oncogenes and FLT3 internal tandem duplications (ITD), have been 
described in 5%–20% of MDS patients and are variably associated with disease progression [3, 6–9]. 
Beside overt genetic lesions, epigenetic lesions may also play a roll in the development of MDS. Hyper-
methylation has been described in many malignancies including MDS and may be associated with 
disease development, progression and prognosis [10–14]. For example, p15 promoter hypermethylation 
has been shown to be associated with MDS progression to AML in some studies [3, 15]. However, none 
of these alterations are specifi c for MDS and the underlying molecular causes of MDS have remained 
poorly understood.

The vast number of genetic and epigenetic disturbances in MDS makes investigations to identify 
potential common pathways that may involved in disease development and progression challenging. 
Oligonucleotide microarrays have been found to be an excellent tool to study biology and identify 
potential prognostic factors in many forms of malignancies, including MDS. This platform allows 
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examination of thousands of genes using a single 
sample. In the current study we used oligonucle-
otide microarrays to determine how the genetic 
expression profi le differs between healthy hema-
topoietic cells and hematopoietic cells from 
patients with MDS, and to identify genes and 
pathways that might be relevant for MDS evolution 
and progression.

Materials and Methods

Patients
Mononuclear cells (N = 35) or purifi ed CD34+ 
cells (N = 8) from the marrow of 43 MDS patients 
were studied. Patients were sub-grouped according 
to the French-American-British (FAB) classifi ca-
tion [16] into refractory anemia (RA, N = 18), 
refractory anemia with ringed sideroblasts (RARS, 
N = 11), refractory anemia with excess blasts 
(RAEB, N = 8), and refractory anemia with excess 
blasts in transformation (RAEB-t, N = 1). In addi-
tion, we included one patient with unclassifi ed 
MDS, one patient with a mixed MDS/myelopro-
liferative picture, and three patients with AML that 
had evolved from MDS. Three patients had 5q 
deletion, however not as an isolated lesion, but as 
part of complex cytogenetic abnormalities. Mono-
nuclear (N = 10) or purifi ed CD34+ bone marrow 
cells (N = 14) from 24 healthy subjects were used 
as controls. Samples from fi ve normal bone mar-
rows, four patients with low grade MDS (RARS 
or RA), and seven patents with high grade MDS 
(RAEB-1 or RAEB-2) not used in the microarray 
studies were used for PCR validation studies of 
MCL1 expression. Some of the patients had 
received treatment in the past, including chemo-
therapy, erythropoietin or thalidomide, but no 
treatment was given within 4 weeks of sample 
acquisition. All patients and healthy donors had 
given informed consent according to the require-
ments of the Institutional Review Board.

Sample preparation
Heparinized bone marrow samples were obtained 
by aspiration from the posterior iliac crest. Mono-
nuclear cells were separated by density gradient 
centrifugation through Ficoll-Hypaque. CD34+ 
cells were purifi ed by two rounds of high-gradient 
magnetic cell separation using autoMACS (Milt-
enyi Biotec Inc, Auburn, CA) with superparamagnetic 

microbead labeling of CD34+ cells. Total RNA 
was extracted using TRIzol (Invitrogen, Carlsbad, 
CA.) according to the manufacturer’s protocol. All 
RNA samples were analyzed on an HP 2100 bio-
analizer (Aglient Technologyies, Palo Alto, CA 
USA) to ensure the integrity of total RNA prior to 
use in microarray assays [17].

Oligonucleotide microarray gene 
expression
RNA obtained from mononuclear cells was pre-
pared according to the standard Affymetrix proto-
col (GeneChip Expression Analyses Technical 
Manual (http; //www.affymetrix.com/support/tech-
nical/manual/expression_manual.affx). For CD34+ 
cells, RNA was prepared using a single stranded 
linear amplifi cation protocol (SLAP) prior to RNA 
labeling and hybridization [17]. Fragmented, bio-
tinylated cDNA was hybridized to an Affymetrix 
HG-U133 microarray according to the manufac-
turer’s protocol.

Data analysis
DAT fi les for individual samples were generated 
using Affymetrix MAS 5.0 software. Target signals 
for probe sets were scaled to 500 for analyses. The 
detection algorithm was based upon default set-
tings per Affymetrix recommendations (https://
www.affymetrix.com/support/downloads/manu-
als/data_analysis_fundamentals_manual.pdf).

Signals were transformed into log2 intensity. 
Normalization was performed using the R 2.2.1 
software [18]. The expression data was then ana-
lyzed using SAM 2.2.1 (Signifi cance Analysis of 
Microarrays (SAM), Stanford, CA)[19] or Gene-
Plus 1.2 (http://www.enodar.com/technology6.
htm) for specifi c gene expression analysis and 
Gene Set Enrichment Analysis software (GSEA 
v1.0, Broad Institute, MIT, Cambridge, MA) for 
pathway analysis [20]. We selected a false discov-
ery rate (FDR) of 5% to determine statistically 
signifi cant up or down regulated genes in SAM 
[21]. Hierarchical clustering was performed using 
the dChip software available at http://biosun1.
harvard.edu/complab/dchip/.

For the analysis of MCL1 levels and transcript 
ratio in different MDS disease stages, a global 
p-value was derived using linear regression and 
tested in the null hypothesis that the mean tran-
script ratios were the same across normal, RA, and 
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advanced phase MDS. The signifi cant test for trend 
used linear regression of the mean of the transcript 
across each group, where each group was assigned 
values 1, 2, and 3 for normal, low, and advanced 
MDS, respectively.

PCR validation of MCL1
To validate the gene expression of MCL1 in normal 
and MDS hematopoesis, we developed quantitative 
RT-PCR assays. Samples from fi ve normal bone 
marrows, four patients with low grade MDS 
(RARS or RA), and seven patents with high grade 
MDS (RAEB-1 or RAEB-2) not used in the micro-
array studies were analyzed. For MCL1, the two 
alternative splice variants were amplifi ed sepa-
rately, producing a full-length transcript (T×1) 
associated with anti-apoptosis, and the alterna-
tively spliced, smaller transcript (T×2) that is pro-
apoptotic. Quantitative PCR validation for MCL1 
splice variants was performed on an ABI 7900 HT 
Fast Real-Time PCR System. Thermocycler condi-
tions were set at: 50 °C for 2 min, 95 °C for 
10 min, and 40 cycles at 95 °C for 15 sec and 
60 °C for 1 min. A common primer sequence was 
used for the forward MCL1 primer (E×1): 
5 ’ -GAAGGCGCTGGAGACCTTAC-3’ ) . 
MCL1-T×1 (MCL1-T×1R) and MCL1-T×2 
(MCL1-T×1R) reverse primer sequences were 
5’-TTTCCGAAGCATGCCTTGG-3’ and 
5’-ACTCCACAAACCCATCCTTGG-3’, respec-
tively. All probes were FAM-TAMRA; the MCL-1 
probe sequence was 5’-ATGGCGTGCAGCG-
CAACCAC-3’. Controls genes were obtained from 
cloned 2.1 TOPO vector plasmids. The size of the 
MCL1-T×1 and MCL1-T×2 inserts was 517 bp, 
and 269 bp respectively.

Results
To explore the changes in gene expression that 
occur with the evolution of MDS from normal 
hematopoietic progenitor cells and during disease 
progression from RA to RAEB and transformation 
into secondary AML, we used two general strate-
gies. First, we identifi ed expression changes com-
mon to all MDS cases compared to normal bone 
marrow, and secondly, we examined gene expres-
sion in MDS cases that correlated with disease 
subtypes. Since it is not clear to what extent the 
biology of MDS is determined only by the malig-
nant “stem cell” and what the entire cellular envi-
ronment contributes, separate analyses were 

performed in unselected and CD34+ selected 
populations of both MDS and normal hematopoi-
etic cells.

Gene expression in MDS compared 
to normal bone marrow
We fi rst compared unselected marrow mononuclear 
cells from 35 patients with MDS and 10 healthy 
donors. Unsupervised hierarchical clustering 
showed complete segregation between normal 
bone marrow and MDS marrow (Fig. 1A). How-
ever, there was no segregation between the differ-
ent morphologic subtypes of MDS (Fig. 1A), 
underscoring the diffi culty of describing MDS 
biology by morphology alone.

In comparing all MDS cases to normal bone 
marrow, 516 genes were up-regulated and 2107 
were down-regulated in the MDS samples (Supple-
mentary Table 1). The top up-regulated genes in 
MDS included: the HSPA1A (heat shock 70 kDa 
protein), CEACAM6 (carcinoembryonic antigen-
related cell adhesion), DEFA1/4 (defensin alpha 1 
and 4), GFI1 (growth factor independent 1) and 
TCN1 (transcobalamin 1). Among the top down-
regulated genes were CREM (a cAMP responsive 
element modulator), SC5D (sterol-C5-desaturase 
(ERG3 delta-5-desaturase homolog, fungal)-like), 
PIK3R1 (phosphoinositide-3-kinase, regulatory 
subunit 1 (p85 alpha) and IRF4 (interferon regula-
tory factor 4). GSEA analysis was then used to 
discover annotated biological pathways over-
represented by genes that were up or down-
regulated in MDS compared to normal bone 
marrow. The pathways most signifi cantly enriched 
in abnormally regulated genes in MDS were ves-
icle transport, glycogen metabolism, chaperone 
modulated interferon signaling, and the pentose 
phosphate pathway.

We next compared gene expression in CD34+ 
selected cells from MDS and normal bone marrow 
to examine potential changes occurring primarily 
in the putative MDS “stem cell”. We identifi ed 704 
genes that were up-regulated and 826 genes that 
were down-regulated in the CD34+ cells from 
MDS patients compared to CD34+ cells from 
healthy donors (Supplementary Table 2). In com-
paring the genes that differed signifi cantly between 
unsorted samples and purifi ed CD34+ cells, we 
observed an overlap of 12 genes that were consis-
tently up-regulated in both the unselected and 
CD34+ selected cells, and 95 genes that were 
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consistently down-regulated in both the unselected 
and CD34+ selected cells (Table 1, full list in 
Supplementary Table 3). These genes are likely to 
be highly relevant as markers of biological activity, 
as well as targets for diagnostic and therapeutic 
tools. The top overlap genes and their expression 
in all samples are shown in Figure 1B, 1C and 
Figure 2. The overlap genes fall into several rel-
evant biological categories. Interestingly, many 
genes were deregulated in favor of increased apop-
tosis: decreased expression in the anti-apoptotic 
regulator MCL1, the erythropoetin receptor EPOR, 
and TNF anti-apoptotic modulator TNFAIP3, and 
an increased expression in Ca+2 activated nucleo-
tidase CANT1, and the inhibitory receptor LAIR1. 
There was no association of EPOR level and past 
use of erythropoetin. Dysregulated immune func-
tion and cytokine expression have been implicated 

in MDS, and in this analysis are highlighted by the 
increased expression of the CD4/CD8 cytokine 
CCL18, the decreased expression of the “master” 
control gene for class II MHC expression CIITA, 
and the decreased expression of CXCR4, the recep-
tor for stroma derived factor 1.

Gene expression in RA compared 
to advanced MDS
The signals that lead to progression from RA to 
more advanced disease are poorly understood. We 
compared unselected mononuclear cells from 16 
patients with RA to unselected mononuclear cells 
from 11 patients with advanced MDS, again using 
normal bone marrow as reference. Several genes 
were expressed differently in normal bone marrow, 
RA and advanced disease (Table 2, Supplementary 
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Table 4). Among these genes are MAX (MYC 
associated factor X), HIST2H2BE (histone 2, 
H2be),  HIST2H2AA (histone 2,  H2aa), 
HIST1H2BG (histone 1, H2bg) and TNFRSF1A 
(tumor necrosis factor receptor superfamily, mem-
ber 1A) which were increasingly expressed with 
the evolution of RA from normal bone marrow and 
with progression from RA to more advanced stages 
of MDS (Fig. 3). ASGR2 (asialoglycoprotein 
receptor 2), TGFB1 (transforming growth factor, 
beta 1) IDH3B (isocitrate dehydrogenase 3 NAD+ 
beta) and EPB41L3 (erythrocyte membrane pro-
tein band 4.1-like 3) were down regulated in RA 
compared to normal bone marrow, and were further 
down-regulated in advanced MDS (Fig. 3). We next 
searched for changes in biological pathways asso-
ciated with MDS disease progression. Using the 
GSEA software we identifi ed statistically signifi -
cant enrichment in genes involved in the Rac 1 cell 

motility signaling pathway and the RAR-RXR 
pathway with advanced disease.

Validation studies of MCL1
In validation studies (Fig. 4), the expression of both 
the longer anti-apoptotic transcript (T×1) and the 
shorter pro-apoptotic transcript (T×2) variants of 
MCL1 decreased signifi cantly from normal bone 
marrow to low grade, and high grade MDS (global 
signifi cance levels of T×1 and T×2 when compar-
ing normal, low, and high grade MDS were 
p = 0.03 and p = 0.007, respectively). Moreover, 
there was a shift of the ratio of the anti-apoptotic/
pro-apoptotic mRNA level in these three states, 
with a T×1/T×2 of 8.4 for normal bone marrow, 
4.8 for low grade MDS, and 2.6 for high grade 
MDS (global signifi cance p = 0.0008, test of trend 
p = 0.0001). Thus, MDS and progression of MDS 
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were associated with not only a global decline in 
MCL1 level, but a shift in transcript towards a 
pro-apoptotic bias.

Discussion
MDS comprises a heterogeneous group of clonal 
disorders that are characterized by aberrant dif-
ferentiation in multiple hematopoietic cell lineages 
and are thought to involve hematopoietic stem cells 
[1, 2]. However, there is mounting evidence that 
the disease process is not entirely stem cell-

autonomous and that signals derived from more 
differentiated cells, in particular monocytes and T 
lymphocytes, and from the marrow stroma affect 
the disease process [22–30]. We, therefore, per-
formed an analysis of gene expression in both 
unselected mononuclear cells and in selected 
CD34+ cells from MDS marrow in comparison to 
the analogous cell populations from normal mar-
row. Our results identifi ed 2623 genes with expres-
sion differences between unselected marrow 
mononuclear cells from healthy donors and MDS 
patients and 1530 genes with expression differences 

Table 2. Top genes differentially expressed in Advanced Disease (RAEB and RAEBT) compared to RA compared 
to normal bone marrow.

Gene symbole Gene description Linear
slope1

P (linear
slope)

Up regulated genes:
HIST2H2BE histone 2, H2be 1.16 0.00
MAX MAX protein 0.47 0.00
HIST2H2AA histone 2, H2aa 1.52 0.00
TNFRSF1A tumor necrosis factor receptor superfamily, 

member 1A
0.83 0.00

HIST1H2BG histone 1, H2bg 1.08 0.00
ARHGEF2 rho/rac guanine nucleotide exchange factor 

(GEF) 2
0.37 0.00

SNX19 sorting nexin 19 0.29 0.00
C1RL complement component 1, 

r subcomponent-like
0.87 0.00

H2BFS H2B histone family, member S 1.37 0.01
HIST1H2BF histone 1, H2bf 0.97 0.01
Down regulated genes:
ASGR2 asialoglycoprotein receptor 2 −1.75 0.00
RNASE4 ribonuclease, RNase A family, 4 −1.11 0.00
IDH3B isocitrate dehydrogenase 3 (NAD+) beta −0.36 0.00
EPB41L3 erythrocyte membrane protein band 

4.1-like 3
−1.70 0.00

TGFBI transforming growth factor, beta-induced, 
68 kDa

−1.80 0.00

CSPG2 Chondroitin sulfate proteoglycan 2 
(versican)

−1.39 0.00

KIAA0399 (ZZEF1) zinc fi nger, ZZ-type with EF-hand domain 1 −1.17 0.00
FLJ22222 hypothetical protein FLJ22222 −0.98 0.00
IL15 interleukin 15 −0.67 0.01
CLIC3 chloride intracellular channel 3 −1.86 0.01
1Linear Slope—Change of value in the dependent variable (gene expression change) per unit of independent variable (disease stage);
The changes in gene expression in the different stages of MDS.
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between CD34+ cells from healthy donors and 
MDS patients. Compared to normal marrow, MDS 
was associated with an aberrant expression of 
genes involved in apoptosis, including a decreased 
expression of MCL1 and EPOR1, and these 
changes were present both in non-selected and 
CD34+ selected cell populations. Moreover, the 
PML gene and genes of the RAR-RXR pathway 
were found to be associated with the diagnosis of 
MDS and with advanced disease, respectively, 
suggesting disruptions of the normal differentiation 
pathway.

Several genes associated with the promotion of 
a pro-apoptotic state were identifi ed, including 
anti-apoptotic regulator MCL1, the erythropoetin 
receptor EPOR, and TNF anti-apoptotic modulator 
TNFAIP3. Down regulation of MCL1 is consistent 
with the increased rate of apoptosis observed in 
MDS [26, 31–35]. The protein encoded by the 
MCL1 gene belongs to the Bcl-2 family, known to 
be regulator of programmed cell death. MCL1 has 
been shown to be essential in the survival of 

hematopoetic stem cells, as inducible deletions of 
MCL1 in murine models results in a profound loss 
of bone marrow function, including a loss of hema-
topoietic stem cells [36]. MCL1 activity appears 
to be required for neutrophil, but not for macro-
phage survival, [37] suggesting the possibility of 
lineage specific or differentiation dependent 
activity. Alternative splicing of the MCL1 gene 
results in two transcript variants encoding distinct 
isoforms. The longer gene product (isoform 1; T×1) 
enhances cell survival by inhibiting apoptosis, 
while the alternatively spliced shorter gene product 
(isoform 2; T×2) promotes apoptosis and is death-
inducing [38]. These fi ndings are reminiscent of 
those described for the long and short splice vari-
ants of the death signal inhibitory protein FLIP in 
MDS, [39] suggesting that regulation of splice 
variants at the transcriptional level is involved in 
the determination of cell death in MDS. Our data 
show that not only was MCL1 expression decreased 
in MDS compared to normal hematopoetic cells, 
but ratio of long/short transcripts shifted in favor 
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of a more pro-apoptotic state. Would such a pattern 
be compatible with the general observation that 
apoptosis in marrow cells overall tends to decrease 
as MDS progressed to more advanced stages? [40] 
The results appear counterintuitive. However, we 
have previously shown that the rate of apoptosis 
differs between clonal and non-clonal hematopoi-
etic cells, and the relative proportions of those cell 
populations change with progression of MDS [41]. 
Further we observed that expression of the short 
splice variant of FLIP, characterized anti-apoptotic 
protein, showed a positive correlation with the 
extent of apoptosis [39]. Taken together with the 
lineage specificity of MCL1 as described by 
Dzhagalove et al. [37] it is conceivable that a pro-
apoptotic effect of MCL1 in advanced MDS is 
expressed only in subset of cells, but does not 
interfere with increasing proliferation of the mali-
gnant clone. Such a model would also be consistent 
with the observed overall decline in expression of 
this gene as MDS progresses (see results).

The erythropoietin receptor (EPOR) is a 
member of the cytokine receptor family. Upon 

erythropoietin binding, the erythropoietin receptor 
activates the Jak2 tyrosine kinase, which in turn 
activates various intracellular signaling pathways, 
including, Ras/MAP kinase, phosphatidylinositol 
3-kinase and STAT transcription factors [42]. 
EPOR has an anti-apoptotic function via the Akt-
pathway, and signaling via the erythropoietin 
receptor promotes erythroid cell survival, particu-
larly in patients with MDS [43–45]. Thus, the 
down-regulation of both MCL1 and EPOR may 
play a role in the dysregulation of apoptosis in 
hematopoetic cells leading to ineffective hemato-
poiesis in MDS. It is clear, however, that the pattern 
of expression of MCL1 and EPOR by themselves 
can not explain satisfactorily the extent of apopto-
sis and proliferation dysregulations at different 
stages of MDS. Other factors are involved, and 
studies of purifi ed cell populations, simultaneously 
analyzing the impact of various signals will be 
necessary [46].

Of special biological interest are the MAX 
(MYC associated factor X) and PML (promyelo-
cytic leukemia) genes, which were found to be 
up-regulated in both unselected mononuclear cells 
and CD34+ selected cells in MDS compared to 
normal bone marrow and which showed a correla-
tion with progression to advanced disease. The 
protein encoded by the MAX gene is a transcription 
factor that interacts with the MYC oncoprotein to 
form homodimers and heterodimers. Rearrange-
ment among these dimer forms provides a complex 
system of transcriptional regulation [47]. There-
fore, alteration in transcription regulation resulted 
by up regulation of the MAX gene might play a 
role in the pathophysiology of MDS. In addition, 
the correlation with progression to advanced dis-
ease and the fact that the MAX gene was found to 
be up regulated in both CD34+ selected cells and 
unselected marrow cells make this gene a candidate 
marker for disease progression. The protein 
encoded by the PML gene is a member of the tri-
partite motif (TRIM) family. This phosphoprotein 
localizes to nuclear bodies where it functions not 
only as a transcription factor but also as a tumor 
suppressor. Its expression is cell-cycle related and 
regulates the p53 response to oncogenic signals 
[48]. The gene is also involved in the translocation 
of the retinoic acid receptor alpha gene associated 
with acute promyelocytic leukemia (APL) [49]. A 
Further suggestion of the importance of PML and 
the RARA pathway in MDS disease progression 
is the deregulation of the RAR-RXR pathway in 
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the advanced MDS noted in our analysis. RXR and 
RAR are nuclear receptors that bind either all-trans 
retinoic, 9-cis retinoic acid, or other retinoid 
ligands [50]. Ligand binding induces a conforma-
tional change in the receptors which results in 
dissociation of the co-repressors and binding of 
co-activators with histone acetylase activity [50]. 
The retinoic acid pathway is critical for maintain-
ing a balance between self-renewal and differen-
tiation of hematopoetic stem cells, [51, 52] and 
deregulation of the RAR-RXR pathway, as was 
shown in our study, may affect differentiation and 
self-renewal, and thereby allow RA to progress to 
acute leukemia.

Three histone genes (HIST2H2BE, HIST-
2H2AA, HIST1H2BG) were found to be up-
regulated in MDS compared to normal bone 
marrow, and moreover found to be correlated with 
advanced disease. The expression of specifi c his-
tone classes dictate changes in chromatin structure 
and gene expression, and infl uences various path-
ways, including cell cycle progression [53–55]. In 
addition, there is considerable evidence that histone 
H1 also functions as a non-specifi c repressor of 
transcription [56]. Moreover, post-translational 
modifi cations of histones by histone acetylation 
and deacetylation play a role in tumorgenesis. 
Histone deacetylases are promising targets in drug 
development for cancer therapy [57]. Given that 
our data suggest that aberrations in histone biology 
are involved in MDS progression, their may be a 
rationale for using these agents to stem progression 
of early MDS, especially in combination with 
agents that block apoptosis, as discussed above.

Several studies have examined gene expression 
in MDS, using either purifi ed CD34+ or unselected 
mononuclear cells [58–62]. There is little overlap 
between the genes identifi ed across those studies 
or our current results. Such discrepancies are not 
uncommon in gene expression studies, and likely 
result from differences in cell types studied 
(CD34+ versus mononuclear cells), analytic tech-
niques to defi ne signifi cant genes, and composi-
tion of the cohorts of patients studied. For 
example, the study by Pellagatti et al. [60] exam-
ined CD34+ cells from 55 MDS patients obtained 
from multiple centers, and showed that MDS cells 
had gene signatures enriched in interferon 
response genes. Of the 55 patents, 20 had the 5q- 
chromosomal aberration. Patients with 5q- MDS 
are unusually sensitive to the drug lenalidomide, 
and have recently been shown to have a unique 

gene expression signature using unselected 
mononuclear cells [63].

Since it is unknown which cell population, 
CD34+ selected or unselected mononuclear cells, 
best describes the pathology of MDS, and given 
that various studies have used both types of sam-
ples, we performed both types of arrays, and 
focused on genes found to be dysregulated in both 
cell populations. Thus, we consider our gene selec-
tion to be fairly robust. We are comforted by the 
fact that the most relevant genes identifi ed in the 
present analysis seem biologically relevant: alter-
ations of differentiation and proliferation pathways 
(PML, RAR-RXR, MAX), involvement in apop-
tosis (MCL1, EPOR) and regulation of hemato-
poiesis (TNFAIP3, CXCR4, CCL18).

Since the patient population included in this 
study was relatively small, we were unable to study 
specific correlations between gene expression, 
cytogenetics, and clinical presentation. However 
there did not appear to be an association of previous 
treatment to the molecular signature, and specifi -
cally there was no effect of erythropoietin treatment 
on EPOR gene expression. These fi ndings strengthen 
our interpretation that low EPOR levels might be 
related to the pathophysiology of MDS, and might 
explain the heterogeneity of response to treatment 
with erythropoietin among MDS patients.

In conclusion, this study provides new data on 
gene expression in the different phases of MDS. 
Although no single gene can likely explain the 
pathophysiology of the disease, some of the dif-
ferences delineated in this study may prove relevant 
in our efforts to identify prognostic markers and 
therapeutic targets.

Acknowledgments
We thank all the patients and healthy donors who 
agreed to donate marrows for these investigations.

Author contributions
Supported by NHI/NCI grants: HL36444, 
HL082941, CA18021. 
Merav Bar: Conception and design, Collection 
and/or assembly of data, Data analysis and inter-
pretation, Manuscript writing.
Derek Stirewalt: Conception and design, Collec-
tion and/or assembly of data, Data analysis and 
interpretation.
Era Pogosova-Agadjanyan: Collection and/or 
assembly of data.



147

Gene expression profi les of CD34+ and unselected mononuclear cells in myelodysplasia

Translational Oncogenomics 2008:3 

Vitas Wagner: Collection and/or assembly 
of data.
Ted Gooley: Data analysis and interpretation.
Nissa abbasi: Collection and/or assembly of data.
Ravi Bhatia: Provision of study material or patients, 
Data analysis and interpretation.
Joachim Deeg: Conception and design, Financial 
support, Data analysis and interpretation, Manuscript 
writing.
Jeral Radich: Conception and design, Financial 
support, Data analysis and interpretation, Manuscript 
writing.

References
[1] Aul, C., Bowen, D.T. and Yoshida, Y. 1998. Pathogenesis, etiology 

and epidemiology of myelodysplastic syndromes. Haematologica, 
Jan;83(1):71–86.

[2] Heaney, M.L. and Golde, D.W. 1999. Myelodysplasia. N. Engl. J. 
Med., May 27;340(21):1649–60.

[3] Fenaux, P. 2001. Chromosome and molecular abnormalities in 
myelodysplastic syndromes. International journal of hematology, 
Jun;73(4):429–37.

[4] Steensma, D.P. and List, A.F. 2005. Genetic testing in the myelodys-
plastic syndromes: molecular insights into hematologic diversity. 
Mayo. Clin. Proc., Jan;80(5):681–98.

[5] Olney, H.J. and Le Beau, M.M. 2001. The cytogenetics of 
myelodysplastic syndromes. Best Pract Res. Clin. Haematol., 
Sep;14(3):479–95.

[6] Fenaux, P., Morel, P. and Lai, J.L. 1996. Cytogenetics of myelodys-
plastic syndromes. Semin. Hematol., Apr;33(2):127–38.

[7] Horiike, S., Misawa, S., Nakai, H., Kaneko, H., Yokota, S., Taniwaki, M. 
et al. 1994. N-ras mutation and karyotypic evolution are closely 
associated with leukemic transformation in myelodysplastic syn-
drome. Leukemia, Aug;8(8):1331–6.

[8] Neubauer, A., Greenberg, P., Negrin, R., Ginzton, N. and Liu, E. 
1994. Mutations in the ras proto-oncogenes in patients with myelo-
dysplastic syndromes. Leukemia, Apr;8(4):638–41.

[9] Shih, L.Y., Lin, T.L., Wang, P.N., Wu, J.H., Dunn, P., Kuo, M.C. et al. 
2004. Internal tandem duplication of fms-like tyrosine kinase 3 is 
associated with poor outcome in patients with myelodysplastic syn-
drome. Cancer, Sep 1;101(5):989–98.

[10] Aggerholm, A., Holm, M.S., Guldberg, P., Olesen, L.H. and 
Hokland, P. 2006. Promoter hypermethylation of p15INK4B, 
HIC1, CDH1, and ER is frequent in myelodysplastic syndrome 
and predicts poor prognosis in early-stage patients. Eur. J. 
Haematol., Jan;76(1):23–32.

[11] Guan, X., Sagara, J., Yokoyama, T., Koganehira, Y., Oguchi, M., 
Saida, T. et al. 2003. ASC/TMS1, a caspase-1 activating adaptor, is 
downregulated by aberrant methylation in human melanoma. Int. J. 
Cancer, Nov 1;107(2):202–8.

[12] Herman, J.G. and Baylin, S.B. 2003. Gene silencing in cancer in 
association with promoter hypermethylation. N. Engl. J. Med., Nov 
20;349(21):2042–54.

[13] Jones, P.A. and Baylin, S.B. 2002. The fundamental role of epigen-
etic events in cancer. Nat. Rev. Genet., Jun;3(6):415–28.

[14] Machida, E.O., Brock, M.V., Hooker, C.M., Nakayama, J., 
Ishida, A., Amano, J. et al. 2006. Hypermethylation of ASC/TMS1 
is a sputum marker for late-stage lung cancer. Cancer Res., Jun 
15;66(12):6210–8.

[15] Quesnel, B., Guillerm, G., Vereecque, R., Wattel, E., Preudhomme, C., 
Bauters, F. et al. 1998. Methylation of the p15(INK4b) gene in 
myelodysplastic syndromes is frequent and acquired during disease 
progression. Blood, Apr 15;91(8):2985–90.

[16] Bennett, J.M., Catovsky, D., Daniel, M.T., Flandrin, G., Galton, D.A., 
Gralnick, H.R. et al. 1982. Proposals for the classifi cation of the myelodys-
plastic syndromes. British journal of haematology, Jun;51(2):189–99.

[17] Stirewalt, D.L., Pogosova-Agadjanyan, E.L., Khalid, N., Hare, D.R., 
Ladne, P.A., Sala-Torra, O. et al. 2004. Single-stranded linear amplifi -
cation protocol results in reproducible and reliable microarray data from 
nanogram amounts of starting RNA. Genomics, Feb;83(2):321–31.

[18] R Development Core Team. R: A Language and Environment for 
Statistical Computing. Vienna, Austria 2008.

[19] Tusher, V.G., Tibshirani, R. and Chu, G. 2001. Signifi cance analysis 
of microarrays applied to the ionizing radiation response. Proc. Natl. 
Acad. Sci. U.S.A., Apr 24;98(9):5116–21.

[20] Subramanian, A., Tamayo, P., Mootha, V.K., Mukherjee, S., Ebert, B.L., 
Gillette, M.A. et al. 2005. Gene set enrichment analysis: a knowledge-
based approach for interpreting genome-wide expression profi les. 
Proc. Natl. Acad. Sci. U.S.A., Oct 25;102(43):15545–50.

[21] Storey, J.D. and Tibshirani, R. 2003. Statistical signifi cance for 
genomewide studies. Proc. Natl. Acad. Sci. U.S.A., Aug 
5;100(16):9440–5.

[22] Aizawa, S., Nakano, M., Iwase, O., Yaguchi, M., Hiramoto, M., 
Hoshi, H. et al. 1999. Bone marrow stroma from refractory anemia 
of myelodysplastic syndrome is defective in its ability to support 
normal CD34-positive cell proliferation and differentiation in vitro. 
Leuk. Res., Mar;23(3):239–46.

[23] Copplestone, J.A., Mufti, G.J., Hamblin, T.J. and Oscier, D.G. 1986. 
Immunological abnormalities in myelodysplastic syndromes. II. 
Coexistent lymphoid or plasma cell neoplasms: a report of 20 cases 
unrelated to chemotherapy. British journal of haematology, 
May;63(1):149–59.

[24] Deeg, H.J., Beckham, C., Loken, M.R., Bryant, E., Lesnikova, M., 
Shulman, H.M. et al. 2000. Negative regulators of hemopoiesis and 
stroma function in patients with myelodysplastic syndrome. Leuk. 
Lymphoma, Apr;37(3–4):405–14.

[25] Flores-Figueroa, E., Arana-Trejo, R.M., Gutierrez-Espindola, G., 
Perez-Cabrera, A. and Mayani, H. 2005. Mesenchymal stem cells in 
myelodysplastic syndromes: phenotypic and cytogenetic characteriza-
tion. Leuk. Res., Feb;29(2):215–24.

[26] Liesveld, J.L., Jordan, C.T. and Phillips, G.L. 2004. The hematopoi-
etic stem cell in myelodysplasia. Stem Cells, 22(4):590–9.

[27] Micheva, I., Thanopoulou, E., Michalopoulou, S., Karakantza, M., 
Kouraklis-Symeonidis, A., Mouzaki, A. et al. 2004. Defective tumor 
necrosis factor alpha-induced maturation of monocyte-derived den-
dritic cells in patients with myelodysplastic syndromes. Clin. Immu-
nol., Dec;113(3):310–7.

[28] Miura, I., Kobayashi, Y., Takahashi, N., Saitoh, K. and Miura, A.B. 
2000. Involvement of natural killer cells in patients with myelodys-
plastic syndrome carrying monosomy 7 revealed by the application 
of fl uorescence in situ hybridization to cells collected by means of 
fl uorescence-activated cell sorting. British journal of haematology, 
Sep;110(4):876–9.

[29] Tauro, S., Hepburn, M.D., Bowen, D.T. and Pippard, M.J. 2001. 
Assessment of stromal function, and its potential contribution to 
deregulation of hematopoiesis in the myelodysplastic syndromes. 
Haematologica, Oct;86(10):1038–45.

[30] van Lom, K., Hagemeijer, A., Smit, E., Hahlen, K., Groeneveld, 
K. and Lowenberg, B. 1995. Cytogenetic clonality analysis in 
myelodysplastic syndrome: monosomy 7 can be demonstrated 
in the myeloid and in the lymphoid lineage. Leukemia , 
Nov;9(11):1818–21.

[31] Albitar, M., Manshouri, T., Shen, Y., Liu, D., Beran, M., Kantarjian, H.M. 
et al. 2002. Myelodysplastic syndrome is not merely “preleukemia”. 
Blood, Aug;100(3):791–8.

[32] Bouscary, D., Chen, Y.L., Guesnu, M., Picard, F., Viguier, F., 
Lacombe, C. et al. 2000. Activity of the caspase-3/CPP32 enzyme is 
increased in “early stage” myelodysplastic syndromes with excessive 
apoptosis, but caspase inhibition does not enhance colony formation 
in vitro. Exp. Hematol., Jul;28(7):784–91.



148

Bar et al

Translational Oncogenomics 2008:3 

[33] Pecci, A., Travaglino, E., Klersy, C. and Invernizzi, R. 2003. 
Apoptosis in relation to CD34 antigen expression in normal and 
myelodysplastic bone marrow. Acta. Haematol., 109(1):29–34.

[34] Shimazaki, K., Ohshima, K., Suzumiya, J., Kawasaki, C. and 
Kikuchi, M. 2000. Evaluation of apoptosis as a prognostic factor in 
myelodysplastic syndromes. British journal of haematology, 
Sep;110(3):584–90.

[35] Washington, L.T., Jilani, I., Estey, E. and Albitar, M. 2002. Less 
apoptosis in patients with 5q-syndrome than in patients with refrac-
tory anemia. Leuk. Res., Oct;26(10):899–902.

[36] Opferman, J.T., Iwasaki, H., Ong, C.C., Suh, H., Mizuno, S., Akashi, K. 
et al. 2005. Obligate role of anti-apoptotic MCL-1 in the 
survival of hematopoietic stem cells. Science, (New York, NY), 
Feb 18;307(5712):1101–4.

[37] Dzhagalov, I., St John, A. and He, Y.W. 2007. The antiapoptotic 
protein Mcl-1 is essential for the survival of neutrophils but not 
macrophages. Blood, Feb 15;109(4):1620–6.

[38] Michels, J., Johnson, P.W. and Packham, G. 2005. Mcl-1. Int. J. 
Biochem. Cell Biol., Feb;37(2):267–71.

[39] Benesch, M., Platzbecker, U., Ward, J., Deeg, H.J. and Leisenring, W. 
2003. Expression of FLIP(Long) and FLIP(Short) in bone mar-
row mononuclear and CD34+ cells in patients with myelodysplas-
t ic  syndrome:  corre la t ion  wi th  apoptos is .  Leukemia , 
Dec;17(12):2460–6.

[40] Gersuk, G.M., Beckham, C., Loken, M.R., Kiener, P., Anderson, J.E., 
Farrand, A. et al. 1998. A role for tumour necrosis factor-alpha, Fas 
and Fas-Ligand in marrow failure associated with myelodysplastic 
syndrome. British journal of haematology, Oct;103(1):176–88.

[41] Li, X., Bryant, C.E. and Deeg, H.J. 2004. Simultaneous demonstra-
tion of clonal chromosome abnormalities and apoptosis in individual 
marrow cells in myelodysplastic syndrome. International journal of 
hematology, Aug;80(2):140–5.

[42] Cheung, J.Y. and Miller, B.A. 2001. Molecular mechanisms of 
erythropoietin signaling. Nephron, Mar;87(3):215–22.

[43] Hardee, M.E., Rabbani, Z.N., Arcasoy, M.O., Kirkpatrick, J.P., 
Vujaskovic, Z., Dewhirst, M.W. et al. 2006. Erythropoietin inhibits 
apoptosis in breast cancer cells via an Akt-dependent pathway with-
out modulating in vivo chemosensitivity. Molecular cancer thera-
peutics, Feb;5(2):356–61.

[44] Hellstrom-Lindberg, E. 2003. Approach to anemia associated with 
myelodysplastic syndromes. Curr. Hematol. Rep., Mar;2(2):122–9.

[45] Hellstrom-Lindberg, E., Gulbrandsen, N., Lindberg, G., Ahlgren, T., 
Dahl, I.M., Dybedal, I. et al. 2003. A validated decision model for 
treating the anaemia of myelodysplastic syndromes with erythropoi-
etin + granulocyte colony-stimulating factor: signifi cant effects on 
quality of life. British journal of haematology, Mar;120(6):1037–
46.

[46] Stirewalt, D.L., Mhyre, A.J., Marcondes, M., Pogosova-Agadjanyan, E., 
Abbasi, N., Radich, J.P. et al. 2008. Tumour necrosis factor-induced 
gene expression in human marrow stroma: clues to the pathophysiol-
ogy of MDS. British journal of haematology, Feb;140(4):444–53.

[47] Lee, L.A. and Dang, C.V. 2006. Myc target transcriptomes. Curr. Top 
Microbiol. Immunol., 302:145–67.

[48] Zimber, A., Nguyen, Q.D. and Gespach, C. 2004. Nuclear bodies and 
compartments: functional roles and cellular signalling in health and 
disease. Cell Signal, Oct;16(10):1085–104.

[49] Melo, R.A., de Vasconcellos, J.F., Melo, F.C., Machado, C.G., 
Lacerda, T.M. and Souto, F.R. 2006. PML-RARalpha fusion gene 
transcripts and biological features in acute promyelocytic leukemia 
patients. Clin. Lab Haematol., Apr;28(2):126–9.

[50] Bastien, J. and Rochette-Egly, C. 2004. Nuclear retinoid receptors 
and the transcription of retinoid-target genes. Gene, Mar 17;328:1–
16.

[51] Johnson, B.S., Mueller, L., Si, J. and Collins, S.J. 2002. The cytokines 
IL-3 and GM-CSF regulate the transcriptional activity of retinoic 
acid receptors in different in vitro models of myeloid differentiation. 
Blood, Feb 1;99(3):746–53.

[52] Purton, L.E., Dworkin, S., Olsen, G.H., Walkley, C.R., Fabb, S.A., 
Collins, S.J. et al. 2006. RARgamma is critical for maintaining a 
balance between hematopoietic stem cell self-renewal and differen-
tiation. J. Exp. Med., May 15;203(5):1283–93.

[53] Gunjan, A. and Verreault, A. 2003. A Rad53 kinase-dependent surveil-
lance mechanism that regulates histone protein levels in S. cerevisiae. 
Cell, Nov 26;115(5):537–49.

[54] Quina, A.S., Buschbeck, M. and Di Croce, L. 2006. Chromatin 
structure and epigenetics. Biochem. Pharmacol. Jul 10.

[55] Quivy, J.P. and Almouzni, G. 2003. Rad53: a controller ensuring the 
fi ne-tuning of histone levels. Cell, Nov 26;115(5):508–10.

[56] Brown, D.T., Alexander, B.T. and Sittman, D.B. 1996. Differential 
effect of H1 variant overexpression on cell cycle progression and 
gene expression. Nucleic Acids Res., Feb 1;24(3):486–93.

[57] Minucci, S. and Pelicci, P.G. 2006. Histone deacetylase inhibitors 
and the promise of epigenetic (and more) treatments for cancer. Nat. 
Rev. Cancer, Jan;6(1):38–51.

[58] Hofmann, W.K., de Vos, S., Komor, M., Hoelzer, D., Wachsman, W. 
and Koeffl er, H.P. 2002. Characterization of gene expression of 
CD34+ cells from normal and myelodysplastic bone marrow. Blood, 
Nov 15;100(10):3553–60.

[59] Lee, Y.T., Miller, L.D., Gubin, A.N., Makhlouf, F., Wojda, U., Barrett, A.J. 
et al. 2001. Transcription patterning of uncoupled proliferation and 
differentiation in myelodysplastic bone marrow with erythroid-
focused arrays. Blood, Sep 15;98(6):1914–21.

[60] Pellagatti, A., Cazzola, M., Giagounidis, A.A., Malcovati, L., Della 
Porta, M.G., Killick, S. et al. 2006. Gene expression profi les of CD34+ 
cells in myelodysplastic syndromes: involvement of interferon 
stimulated genes and correlation to FAB. subtype and karyotype. 
Blood. Mar 9.

[61] Pellagatti, A., Esoof, N., Watkins, F., Langford, C.F., Vetrie, D., 
Campbell, L.J. et al. 2004. Gene expression profi ling in the myelo-
dysplastic syndromes using cDNA microarray technology. British 
journal of haematology. Jun;125(5):576–83.

[62] Pellagatti, A., Fidler, C., Wainscoat, J.S. and Boultwood, J. 2005. 
Gene expression profi ling in the myelodysplastic syndromes. Hema-
tology, Aug;10(4):281–7.

[63] Ebert, B.L., Galili, N., Tamayo, P., Bosco, J., Mak, R., Pretz, J. et al. 
2008. An Erythroid Differentiation Signature Predicts Response to 
Lenalidomide in Myelodysplastic Syndrome. PLoS medicine, Feb 
12;5(2):e35.



149

Gene expression profi les of CD34+ and unselected mononuclear cells in myelodysplasia

Translational Oncogenomics 2008:3 

Gene Expression Patterns in Myelodyplasia Underline 
the Role of Apoptosis and Differentiation in Disease 
Initiation and Progression
Merav Bar, Derek Stirewalt, Era Pogosova-Agadjanyan, Vitas Wagner, Ted Gooley, 
Nissa Abbasi, Ravi Bhatia, H. Joachim Deeg and Jerald Radich

Supplementary Tables
Table S1. MDS (multiple groups) vs NBM mononuclear cells.

Table S2. MDS (multiple groups) vs NBM CD34+ cells.

Table S3. OVELAPPED GENES (up/down regulated) in MDS multiple groups vs NBM (Mononuclear cells and 
CD 34+ cells).

Table S4. Advanced Disease (RAEB and RAEBT) versus RA versus normal bone marrow.


Sheet1

		

		MDS (multiple groups) vs NBM mononuclear cells:

		Positive genes

				Gene ID (Affymetrix probe #):		Gene Name		Score(d)		Numerator(r)		Denominator(s+s0)		Fold Change		q-value(%)

				214290_s_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		9.7193401943		2.5575306762		0.2631383021		6.5675066367		0

				218280_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		8.8302472879		2.4099303099		0.2729176467		6.2166707949		0

				200799_at		HSPA1A		8.0033139312		2.0663854762		0.258191231		4.6193360989		0

				213603_s_at		RAC2		7.9769927146		0.6806524671		0.0853269511		1.62403969		0

				205897_at		NFATC4		7.4633251072		1.5150751894		0.2030027056		2.7534712444		0

				214281_s_at		ZNF363		7.0267040964		0.9495597291		0.135135864		1.9412922281		0

				211657_at		CEACAM6		7.0195567054		4.4602884982		0.6354088563		35.2443495284		0

				200800_s_at		HSPA1A		6.8357935996		2.3941311498		0.350234558		6.4404792119		0

				212749_s_at		ZNF363		6.805606396		1.0164336837		0.1493524051		2.0071700665		0

				205033_s_at		DEFA1		6.7856379463		5.2228887285		0.7696975244		47.8303096633		0

				206589_at		GFI1		6.7655484013		2.7647812951		0.4086559036		6.5199153207		0

				205513_at		TCN1		6.7135530134		3.7379184475		0.5567720162		20.5343688998		0

				222315_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		6.6637205643		3.1732540405		0.4761985455		10.6121743899		0

				205633_s_at		ALAS1		6.630657937		2.033048153		0.3066133365		4.9528270057		0

				207269_at		DEFA4		6.562789733		5.3198798781		0.810612574		73.3533083768		0

				203757_s_at		CEACAM6		6.3745155761		4.8724372474		0.7643619643		46.1874330797		0

				208864_s_at		TXN		6.2569250736		0.889049551		0.1420904902		1.9011039102		0

				219281_at		MSRA		6.0031262764		1.1316746489		0.1885142169		2.326660366		0

				209893_s_at		FUT4		5.9022789058		1.4183317308		0.2403023906		2.9607158416		0

				218332_at		BEX1		5.8961730275		2.7230789653		0.4618383743		9.672708355		0

				203897_at		LOC57149		5.8396439205		0.5541314307		0.0948913047		1.4845269673		0

				207384_at		PGLYRP		5.7978611585		6.3669415409		1.098153503		136.9085226643		0

				202708_s_at		HIST2H2BE		5.7875721847		1.6032529457		0.2770164923		3.5596069895		0

				212408_at		LAP1B		5.7750297793		0.8530497057		0.1477134731		1.8240492194		0

				203964_at		NMI		5.7714433126		0.7103042417		0.1230722028		1.6632901923		0

				206207_at		CLC		5.7441702807		3.6662960609		0.6382638191		20.578262671		0

				218983_at		C1RL		5.7188113601		1.4602845406		0.2553475624		3.0103173516		0

				222067_x_at		HIST1H2BD		5.7152963392		1.5866444926		0.2776136876		3.0614495436		0

				208490_x_at		HIST1H2BF		5.7024773124		1.35176253		0.237048296		2.597926766		0

				202252_at		RAB13		5.6584196509		1.3799157997		0.2438694697		2.8565220716		0

				206772_at		PTHR2		5.610120812		1.8118179151		0.3229552403		3.5972660535		0

				220005_at		GPR86		5.5850664969		3.1261983421		0.5597423672		9.2766544406		0

				203986_at		GENX-3414		5.5627308663		2.3616284076		0.42454479		5.5622377622		0

				209332_s_at		MAX		5.5605566637		0.7047220484		0.1267358811		1.6743772721		0

				208496_x_at		HIST1H3G		5.5593584131		2.2578835732		0.4061410338		6.2064232409		0

				203021_at		SLPI		5.5149016101		2.8754406776		0.5213947376		10.6897557594		0

				208546_x_at		HIST1H2BH		5.4879112495		1.7350828447		0.3161645234		3.1414006981		0

				204430_s_at		SLC2A5		5.480476912		2.4880682731		0.4539875476		6.2395936073		0

				204351_at		S100P		5.4744096482		3.5610230711		0.6504853126		17.6974611818		0

				202442_at		AP3S1		5.4618235445		0.9023468192		0.165209808		1.9675710248		0

				212062_at		ATP9A		5.4384531877		2.1832659871		0.4014498078		5.4357572444		0

				210244_at		CAMP		5.4019948887		5.051452835		0.9351087772		48.4460808461		0

				207802_at		CRISP3		5.389627476		5.7664581727		1.069917763		85.4879825641		0

				205480_s_at		UGP2		5.3696377921		0.7508470968		0.1398319823		1.7302618133		0

				209331_s_at		MAX		5.3495000223		0.6375754625		0.1191841219		1.5531632044		0

				205041_s_at		ORM1		5.3338280212		4.8024738047		0.9003803245		63.4740913998		0

				204804_at		SSA1		5.3073208951		0.6914098701		0.1302747438		1.6456173113		0

				213545_x_at		SNX3		5.3039660227		0.6586637493		0.124183252		1.6120893847		0

				202875_s_at		PBX2		5.2858183547		0.7059320051		0.1335520742		1.6267648641		0

				200961_at		SPS2		5.2563317353		0.7130997812		0.1356649118		1.6879127005		0

				221523_s_at		RRAGD		5.2454084697		1.5854890115		0.3022622586		3.499344894		0

				204220_at		GMFG		5.2192822808		0.7261131977		0.1391212735		1.7081407892		0

				204185_x_at		PPID		5.2066051379		0.6326597925		0.1215109991		1.5940140296		0

				220811_at		PRG3		5.183117591		3.7746482879		0.7282582773		31.409631728		0

				203041_s_at		LAMP2		5.1686479447		1.2405093071		0.2400065395		2.5873692707		0

				214627_at		EPX		5.1672936839		2.7115060496		0.5247439405		10.3079740016		0

				211275_s_at		GYG		5.1498332775		1.376437967		0.2672781608		2.9220150625		0

				209806_at		HIST1H2BK		5.1414706994		1.3780781955		0.2680319068		3.0126459868		0

				220615_s_at		FLJ10462		5.0893153655		2.1947109375		0.4312389349		5.974893018		0

				209357_at		CITED2		5.0739073786		1.2779358302		0.2518642409		2.6896121701		0

				202794_at		INPP1		5.0598202414		0.7927749776		0.1566804629		1.8032658766		0

				221864_at		MGC13024		5.0533375469		0.8853504455		0.1752011294		1.9515146929		0

				207643_s_at		TNFRSF1A		5.0399035096		1.086323254		0.2155444548		2.2622311361		0

				217794_at		DKFZP564J157		5.0383677692		0.6856969935		0.1360950659		1.6383902782		0

				212268_at		SERPINB1		5.034756732		1.2798308774		0.2541991491		2.6937498601		0

				212082_s_at		MYL6		5.0305208752		0.5520913231		0.1097483415		1.4769432		0

				200734_s_at		ARF3		5.001678432		0.419990247		0.0839698619		1.3496760117		0

				211743_s_at		PRG2		4.99296765		3.976825612		0.7964853552		30.1326585302		0

				201315_x_at		IFITM2		4.9903103598		1.2820408355		0.2569060325		2.6939196996		0

				220421_at		FLJ21458		4.9808640559		2.8325400858		0.56868448		13.1563878812		0

				218643_s_at		CRIPT		4.9450180375		1.0695799722		0.2162944531		2.1079223781		0

				202529_at		PRPSAP1		4.9394017692		0.6305560505		0.1276583845		1.586520251		0

				214040_s_at		GSN		4.9240257593		2.4578704621		0.4991587336		7.1387395631		0

				218870_at		ARHGAP15		4.9209141653		0.5173040623		0.1051235695		1.4400415556		0

				219271_at		GalNac-T10		4.91952229		2.2944263535		0.4663921044		6.0728039281		0

				200067_x_at		SNX3		4.9132709974		0.5491825287		0.1117753385		1.4823569746		0

				202349_at		DYT1		4.8985025156		0.5953152791		0.1215300548		1.541060104		0

				206640_x_at		GAGE4		4.8900395458		1.042430176		0.2131741812		1.797111033		0

				200942_s_at		HSBP1		4.855724505		0.5377810635		0.1107519718		1.4587118825		0

				212203_x_at		IFITM3		4.850143469		1.0020899285		0.2066103683		2.1256666618		0

				204436_at		pp9099		4.8500401389		0.8440133315		0.1740219271		1.9228893202		0

				208636_at		ACTN1		4.8276451146		1.4169405841		0.2935055395		3.0847123966		0

				206157_at		PTX3		4.8269522569		1.8654468677		0.3864647439		4.8378081969		0

				212700_x_at		KIAA0356		4.824906076		0.9609087443		0.1991559482		1.9956625461		0

				201318_s_at		MRCL3		4.7954680076		0.6084658592		0.1268835197		1.5569943723		0

				202030_at		BCKDK		4.7869778966		0.5108178406		0.1067098808		1.4244459587		0

				214522_x_at		HIST1H3D		4.74832134		2.2081763143		0.4650435714		5.5517256579		0

				200011_s_at		ARF3		4.7369850472		0.4371685801		0.0922883597		1.3712823484		0

				208579_x_at		H2BFS		4.7318084365		1.6170080755		0.3417315171		3.7410215351		0

				204636_at		COL17A1		4.724785244		2.7419266163		0.5803283059		9.4983103972		0.212424178

				203936_s_at		MMP9		4.7214590721		3.3341333623		0.7061658931		17.5944478051		0.212424178

				219191_s_at		BIN2		4.7205038875		0.7288000402		0.1543903061		1.6831139712		0.212424178

				213102_at		ACTR3		4.6822237292		0.6707221932		0.1432486425		1.6370775437		0.212424178

				78047_s_at		MMP24		4.6777449967		0.3757428318		0.0803256338		1.3117723548		0.212424178

				221524_s_at		RRAGD		4.6741262974		1.3269891992		0.2839010148		2.8108537636		0.212424178

				205040_at		ORM1		4.6729372303		4.8686104237		1.0418737046		80.2425858359		0.212424178

				208583_x_at		HIST1H2AJ		4.6555598488		0.7309321472		0.1570019871		1.7272737212		0.212424178

				217918_at		DNCL2A		4.6493365185		0.5778118137		0.1242783376		1.5308722018		0.212424178

				206503_x_at		PML		4.6464782824		1.3741930601		0.2957493776		2.6707969925		0.212424178

				208626_s_at		VAT1		4.645900784		0.9160738837		0.1971789597		2.0328521777		0.212424178

				208527_x_at		HIST1H2BE		4.6378690898		0.9424992416		0.2032181641		2.0858846444		0.212424178

				219014_at		PLAC8		4.6351819139		0.970608248		0.2094002492		2.0699195545		0.212424178

				211004_s_at		ALDH3B1		4.6348868545		0.841644255		0.1815889538		1.8500612706		0.212424178

				212892_at		ZNF282		4.6267421917		0.7986992225		0.172626697		1.7391335845		0.212424178

				200663_at		CD63		4.6161758023		0.7730988218		0.1674760353		1.8082867039		0.212424178

				214455_at		HIST1H2BC		4.6153368727		2.0937315246		0.453646523		4.8385723157		0.212424178

				200696_s_at		GSN		4.6138358309		1.4665738735		0.3178643383		3.3017428872		0.212424178

				202811_at		AMSH		4.6127044615		0.5153096165		0.11171529		1.4504579926		0.212424178

				206676_at		CEACAM8		4.6106103107		4.1244358345		0.8945531191		28.6233247211		0.212424178

				210648_x_at		SNX3		4.6094229024		0.4945054208		0.107281417		1.4365305731		0.212424178

				212768_s_at		GW112		4.6036682482		4.7008400254		1.0211074673		36.9301459783		0.212424178

				205147_x_at		NCF4		4.6006022584		1.3022107444		0.2830522334		2.7611770835		0.212424178

				205780_at		BIK		4.570110518		2.2095836887		0.4834858326		6.7572751323		0.212424178

				203282_at		GBE1		4.5563653211		1.1647949574		0.2556412568		2.5301378183		0.212424178

				200944_s_at		HMGN1		4.5373203331		0.3940042034		0.0868363207		1.3228110053		0.212424178

				206208_at		CA4		4.5372333639		2.8806405237		0.6348892139		12.0207127627		0.212424178

				202100_at		RALB		4.5351873272		0.774751065		0.1708311056		1.8128216488		0.212424178

				218145_at		C20orf97		4.5323147795		0.8360010869		0.1844534476		1.9122044373		0.212424178

				51192_at		SSH-3		4.5216808544		0.7911428627		0.1749665419		1.7202926382		0.212424178

				211509_s_at		RTN4		4.5211364413		0.5779577477		0.1278346175		1.5483675528		0.212424178

				207519_at		SLC6A4		4.5206770587		0.9448161187		0.2089988085		1.7213747308		0.212424178

				203765_at		GCA		4.4927418063		1.520374431		0.3384068118		3.5205385342		0.212424178

				213572_s_at		SERPINB1		4.4766401283		1.0333427178		0.2308299725		2.223298566		0.212424178

				203274_at		F8A		4.4756992664		0.3970827004		0.0887197009		1.3373087821		0.212424178

				215779_s_at		HIST1H2BG		4.4707546526		1.700582993		0.3803794046		3.6796760646		0.212424178

				209515_s_at		RAB27A		4.4692774989		1.1128532582		0.2490007073		2.4298485042		0.212424178

				211883_x_at		CEACAM1		4.459531102		2.0078535893		0.4502387232		5.2295141407		0.212424178

				221732_at		SHAPY		4.4585996098		1.5091119313		0.3384721804		3.0466425412		0.212424178

				203042_at		LAMP2		4.4583696328		1.0335571634		0.2318240183		2.1743192395		0.212424178

				203802_x_at		WBSCR20A		4.4541871345		0.832640445		0.1869343204		1.7647715724		0.212424178

				205769_at		SLC27A2		4.4495697489		1.1500844497		0.2584709342		2.4186712931		0.212424178

				62212_at		MGC955		4.448052945		0.389312257		0.0875241958		1.3139290287		0.212424178

				210484_s_at		MGC31957		4.4463402216		2.0527315121		0.4616676659		4.0566377544		0.212424178

				215102_at		LOC89231		4.4407674776		2.3479237237		0.5287202574		6.2545263404		0.212424178

				216210_x_at		HRIHFB2122		4.4404035394		0.714947524		0.1610095834		1.7210158851		0.212424178

				209155_s_at		NT5C2		4.4363357979		0.8015266411		0.1806731225		1.8015723347		0.212424178

				200625_s_at		CAP1		4.4220081646		0.7204187429		0.1629166469		1.7410819598		0.212424178

				201487_at		CTSC		4.4134048135		0.7650714159		0.1733517428		1.6406459192		0.212424178

				206816_s_at		SPAG8		4.4059662298		1.1630229297		0.2639654662		2.0031858125		0.212424178

				203960_s_at		LOC51668		4.4034223083		0.6239388978		0.1416940857		1.4996800051		0.212424178

				211535_s_at		FGFR1		4.3989801554		1.1862139139		0.2696565731		2.2862075275		0.212424178

				215884_s_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		4.3980514384		0.6664715802		0.151537923		1.6408378596		0.212424178

				221485_at		B4GALT5		4.3964562384		1.4034083793		0.3192135445		3.1133141119		0.212424178

				209911_x_at		HIST1H2BD		4.3781404272		1.0775964754		0.24613109		2.4214798114		0.212424178

				215343_at		KIAA1509		4.3659104437		0.9986784999		0.2287446142		2.0244924567		0.212424178

				202990_at		PYGL		4.365684613		1.5202365018		0.3482240786		3.5364224194		0.212424178

				209089_at		RAB5A		4.3635315076		0.5281227157		0.1210310307		1.4781401102		0.212424178

				210789_x_at		CEACAM3		4.3589962785		0.9470920031		0.2172729552		2.073959616		0.212424178

				213773_x_at		WBSCR20A		4.3387589716		0.8844596636		0.2038508406		1.9477762856		0.3384027849

				214138_at		ZNF79		4.3354893131		1.3570687145		0.3130139683		2.4890308839		0.3384027849

				217837_s_at		NEDF		4.3280840748		0.6164509626		0.14243045		1.5682677761		0.3384027849

				31845_at		ELF4		4.3218644888		0.5935648447		0.1373399944		1.5467485811		0.3384027849

				201301_s_at		ANXA4		4.3158341859		0.7555443587		0.1750633426		1.7457068884		0.3384027849

				204039_at		CEBPA		4.2906886528		1.0957037263		0.2553678011		2.4151193561		0.3384027849

				217780_at		PTD008		4.2896712332		0.305301511		0.0711713076		1.2472702607		0.3384027849

				219933_at		GLRX2		4.2719272702		0.5704451357		0.1335334381		1.5213061343		0.3384027849

				211163_s_at		TNFRSF10C		4.2683788317		2.5773202309		0.6038171241		8.0707228036		0.3384027849

				218773_s_at		PILB		4.2669502793		0.5641691006		0.1322183442		1.5178840807		0.3384027849

				212230_at		PPAP2B		4.2658871164		1.187789822		0.2784391123		2.5881270401		0.3384027849

				205899_at		CCNA1		4.2559410559		0.8605471493		0.2021990291		1.8056430981		0.3384027849

				209215_at		TETRAN		4.2503240785		0.9974409601		0.2346740958		2.1267972399		0.3384027849

				219295_s_at		PCOLCE2		4.2380271149		2.3093445577		0.5449102837		6.243998829		0.3384027849

				209944_at		APA1		4.2370610943		0.4973574291		0.1173826428		1.4436034383		0.3384027849

				209369_at		ANXA3		4.2347378465		2.9412812274		0.6945604035		12.7667740964		0.3384027849

				209094_at		DDAH1		4.227029091		1.4467591741		0.3422638319		3.041256402		0.3384027849

				207008_at		IL8RB		4.2255524005		2.1134787443		0.5001662609		5.6412161158		0.3384027849

				208637_x_at		ACTN1		4.2127528719		1.2050827288		0.2860558797		2.585905367		0.3384027849

				214606_at		TSPAN-2		4.2099270594		1.8990217419		0.4510818632		4.7714366493		0.3384027849

				204186_s_at		PPID		4.1934401841		0.5023608927		0.1197968424		1.4314721154		0.3384027849

				216592_at		MAGEC3		4.1847715416		1.3457821108		0.3215903419		3.103751421		0.3384027849

				215088_s_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		4.1842017535		0.349313469		0.0834838972		1.2821377161		0.3384027849

				210788_s_at		retSDR4		4.1790378467		0.6242662564		0.1493803788		1.5920066053		0.3384027849

				220945_x_at		FLJ10298		4.1616452436		1.6964657307		0.4076430429		4.2483951175		0.3384027849

				221766_s_at		C6orf37		4.1588187987		1.1703945586		0.2814247543		2.5080186314		0.3384027849

				221149_at		GPR77		4.1572157025		1.7578216645		0.42283629		4.676046176		0.3384027849

				210644_s_at		LAIR1		4.1568258135		0.6616981383		0.1591835136		1.6323468022		0.3384027849

				209397_at		ME2		4.1461561673		0.6607827372		0.1593723706		1.6593715765		0.5589193537

				212531_at		LCN2		4.1456546314		3.6474318488		0.8798204803		23.0298889075		0.5589193537

				206200_s_at		ANXA11		4.1403652858		0.7196947327		0.1738239704		1.7357111959		0.5589193537

				218910_at		FLJ10375		4.1364044306		1.3207179946		0.3192913113		2.7795408841		0.5589193537

				202200_s_at		SRPK1		4.1335615866		0.7488324842		0.1811591453		1.7740963956		0.5589193537

				207677_s_at		NCF4		4.1331400526		1.5796798496		0.3821984809		3.5530137875		0.5589193537

				201605_x_at		CNN2		4.1312223609		0.7330644158		0.1774449187		1.7617261281		0.5589193537

				208749_x_at		FLOT1		4.1175808414		0.6643384852		0.161341941		1.6631300371		0.5589193537

				65517_at		AP1M2		4.114961232		1.1200193801		0.2721822435		2.3972023141		0.5589193537

				206851_at		RNASE3		4.107370341		2.8806859812		0.7013455671		12.6358450395		0.5589193537

				211013_x_at		PML		4.1047675044		1.4345466075		0.3494830355		3.1822182663		0.5589193537

				214554_at		HIST1H2AL		4.1020771481		1.2151583176		0.296230001		2.3192403346		0.5589193537

				205569_at		LAMP3		4.0968226107		1.6074478344		0.3923645193		3.2574614976		0.5589193537

				202286_s_at		TACSTD2		4.0966887035		2.4794694141		0.6052374475		7.1069687718		0.5589193537

				209892_at		FUT4		4.0772820685		1.4147610454		0.3469863065		3.069516719		0.5589193537

				206039_at		RAB33A		4.0658658078		0.6848899793		0.1684487417		1.654317955		0.5589193537

				201023_at		TAF7		4.0560510921		0.5567091999		0.1372539909		1.4928804999		0.6267294224

				209355_s_at		PPAP2B		4.0462624116		1.7827897105		0.4406016044		4.1773127753		0.6267294224

				205557_at		BPI		4.0456267457		3.2733436327		0.809106682		16.9966338209		0.6267294224

				216605_s_at		R29124_1		4.0367342227		2.0345065433		0.5039981408		4.3224339334		0.6267294224

				203725_at		GADD45A		4.0292820371		1.1028922238		0.2737192913		2.4147299551		0.6267294224

				213589_s_at		LOC284208		4.0282603596		1.6560003027		0.411095648		4.919342931		0.6267294224

				200618_at		LASP1		4.0177686843		0.6908630408		0.1719519203		1.7094409221		0.6267294224

				208052_x_at		CEACAM3		4.0170443085		0.7286966428		0.1814011962		1.7662449383		0.6267294224

				201180_s_at		GNAI3		4.0133166441		0.3357418327		0.0836569507		1.2722217886		0.6267294224

				215071_s_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		4.0105979495		1.5061298203		0.3755374733		3.7407714492		0.6267294224

				204007_at		FCGR3A		4.0042699342		2.2471378137		0.5611853972		8.1325340983		0.6267294224

				209710_at		GATA2		4.003651059		1.051144291		0.2625464296		2.3927686097		0.6267294224

				221408_x_at		PCDHB12		3.9995534488		1.2220637462		0.3055500475		2.3221830238		0.6267294224

				207980_s_at		CITED2		3.9871292864		1.1323879671		0.2840108473		2.5469797287		0.6267294224

				217986_s_at		BAZ1A		3.9709410011		0.6802654085		0.1713108828		1.6683188719		0.6267294224

				207329_at		MMP8		3.9655395275		3.5841624277		0.9038271849		22.8197002181		0.7458080126

				201302_at		ANXA4		3.9613415351		0.7618777172		0.1923282076		1.798594799		0.7458080126

				201554_x_at		GYG		3.9606749465		1.411743026		0.3564400121		3.3404998301		0.7458080126

				205472_s_at		DACH		3.9573842778		1.9425844669		0.4908758742		4.0880509825		0.7458080126

				209288_s_at		CDC42EP3		3.9532817976		0.8519842192		0.2155131516		1.937266283		0.7458080126

				204725_s_at		NCK1		3.9530361976		0.4876488342		0.123360579		1.4109260043		0.7458080126

				214575_s_at		AZU1		3.9492271544		2.7872177456		0.7057628332		11.23905378		0.7458080126

				35254_at		FLN29		3.9488484832		0.5465160178		0.138398832		1.5013567111		0.7458080126

				217989_at		RETSDR2		3.9485820091		0.5936248023		0.1503387294		1.5353489018		0.7458080126

				209767_s_at		PNUTL1		3.9410210976		1.7828421017		0.4523807555		3.3469814704		0.7458080126

				213101_s_at		ACTR3		3.9382501602		0.422180999		0.1072001477		1.3533181159		0.7458080126

				221484_at		B4GALT5		3.9378482374		1.0763972032		0.2733465432		2.3489602443		0.7458080126

				208660_at		CS		3.9361593699		0.4362570929		0.1108331884		1.371959007		0.7458080126

				201176_s_at		ARCN1		3.9354416756		0.5693494263		0.144672307		1.5271594261		0.7458080126

				220416_at		ATP8B4		3.9325712353		1.5513816189		0.3944954906		3.6292278016		0.7458080126

				203011_at		IMPA1		3.9192084853		0.5817200292		0.1484279368		1.5289899121		0.7458080126

				217852_s_at		FLJ10702		3.9166620234		0.5140985748		0.1312593662		1.4697235195		0.7458080126

				201061_s_at		STOM		3.9130845752		1.0883964025		0.2781428261		2.3927079268		0.7458080126

				201921_at		GNG10		3.9058609973		0.8149672728		0.2086524004		1.8309183936		0.7458080126

				207992_s_at		AMPD3		3.9030985702		1.1286113487		0.2891577879		2.4446668011		0.7458080126

				220291_at		FLJ20207		3.8905415949		0.6313423081		0.1622762005		1.5947521866		0.7458080126

				219146_at		FLJ22729		3.8889744371		0.5685257286		0.1461891143		1.5266389037		0.7458080126

				32837_at		AGPAT2		3.8888675756		0.4998155317		0.1285246983		1.4493499247		0.7458080126

				211773_s_at		ZNF306		3.8770069381		0.566945544		0.1462327907		1.4748101475		0.9433144823

				201765_s_at		HEXA		3.86931025		0.455633788		0.1177558165		1.3874193208		0.9433144823

				209924_at		CCL18		3.8683928064		1.9882722583		0.5139788945		5.6102524158		0.9433144823

				219478_at		WFDC1		3.8669828731		2.1384672858		0.5530066607		6.4567230917		0.9433144823

				210189_at		HSPA1L		3.8572638054		1.0536756469		0.273166602		2.0083074257		0.9433144823

				202122_s_at		TIP47		3.8552360121		0.4683435899		0.1214824692		1.4109995017		0.9433144823

				214469_at		HIST1H2AE		3.8419693893		1.8564143961		0.4831934375		3.7091870877		0.9433144823

				211889_x_at		CEACAM1		3.8342617857		1.9167566443		0.4999023936		4.9565656428		0.9433144823

				203823_at		RGS3		3.8323923555		0.7270976523		0.1897242205		1.6022053418		0.9433144823

				200832_s_at		SCD		3.829565503		1.5036196555		0.3926345311		2.9667176264		0.9433144823

				221687_s_at		FLJ00001		3.8229358986		0.6557905022		0.1715410668		1.5699882809		0.9433144823

				203054_s_at		TCTA		3.8215717235		0.3998040824		0.10461771		1.3362870574		0.9433144823

				206576_s_at		CEACAM1		3.8179121033		1.4281885343		0.3740758026		3.2032668279		0.9433144823

				207949_s_at		ICA1		3.8122700903		0.8069379916		0.2116686312		1.6515640116		0.9433144823

				216835_s_at		DOK1		3.8107496895		0.4842514849		0.1270751228		1.4161455477		0.9433144823

				203430_at		HEBP2		3.8063496338		0.5646386923		0.1483412578		1.4952311615		0.9433144823

				200951_s_at		CCND2		3.7986277468		0.9261508306		0.243811948		1.9060268862		0.9433144823

				200996_at		ACTR3		3.7972875607		0.5347107761		0.1408138751		1.4741607471		0.9433144823

				212461_at		OAZIN		3.7964141122		0.6635937439		0.1747948786		1.6854459932		0.9433144823

				217976_s_at		DNCLI1		3.7956691089		0.5987611957		0.157748523		1.5671432153		0.9433144823

				207890_s_at		MMP25		3.7935487663		1.3251957046		0.3493287648		2.908758582		0.9433144823

				203559_s_at		ABP1		3.7918995031		1.4322808601		0.3777212078		3.3761166762		0.9433144823

				201500_s_at		PPP1R11		3.7835675077		0.3599454484		0.0951338777		1.3067973173		1.1415428764

				218923_at		SPATA1		3.7824807814		0.8619021403		0.2278668922		1.9360180692		1.1415428764

				209435_s_at		ARHGEF2		3.7775946281		0.5033843308		0.1332552538		1.4538830761		1.1415428764

				218963_s_at		KRT23		3.7711135496		2.3879292182		0.6332159419		6.8047885692		1.1415428764

				210925_at		MHC2TA		3.7700147262		1.4361474956		0.3809394922		3.0918798773		1.1415428764

				221504_s_at		ATP6V1H		3.768308071		0.4027653733		0.106882284		1.3387038422		1.1415428764

				210981_s_at		GPRK6		3.7681203632		0.5811848807		0.1542373451		1.5435042682		1.1415428764

				209498_at		CEACAM1		3.7675763022		2.3965015973		0.6360857499		7.2193649678		1.1415428764

				213117_at		KIAA1354		3.7666063839		1.0034973914		0.2664195005		1.9503897945		1.1415428764

				204336_s_at		RGS19		3.7655454698		0.716369582		0.1902432431		1.751917435		1.1415428764

				209471_s_at		FNTA		3.7649636452		0.3116777827		0.082783743		1.246825582		1.1415428764

				214151_s_at		CPR8		3.7559798302		0.8720974597		0.2321890689		1.9479949555		1.1415428764

				212358_at		CLIPR-59		3.7549176942		0.4922843468		0.1311038981		1.4324404288		1.1415428764

				203090_at		SDF2		3.7546313486		0.3630559293		0.096695493		1.2996966537		1.1415428764

				218728_s_at		HSPC163		3.7511776058		0.7715256477		0.2056755848		1.8172468853		1.1415428764

				218946_at		HIRIP5		3.7460735398		0.3813738868		0.1018063001		1.3213934376		1.1415428764

				58696_at		RRP41		3.7413666322		0.544645413		0.1455739217		1.498645395		1.1415428764

				215044_s_at		STAM2		3.7325388709		0.4714163557		0.1262991149		1.4002965538		1.1415428764

				201553_s_at		LAMP1		3.7266082475		0.3305756198		0.0887068342		1.2726356125		1.1415428764

				201288_at		ARHGDIB		3.722320827		0.3414704698		0.091735905		1.2812148408		1.1415428764

				219044_at		FLJ10916		3.7209021673		0.7994749577		0.2148605155		1.5192739968		1.1415428764

				52975_at		FLJ00001		3.7160759883		0.5727194842		0.1541194222		1.5346525826		1.1415428764

				202119_s_at		CPNE3		3.7157942286		1.4313921953		0.3852183698		3.5180039269		1.1415428764

				221819_at		RAB35		3.7080699469		0.4785615646		0.1290594761		1.4223704138		1.1415428764

				208470_s_at		HPR		3.7061698928		2.9603331243		0.7987580737		11.9264148785		1.1415428764

				211142_x_at		HLA-DOA		3.6999945411		0.6561964878		0.1773506638		1.5938330675		1.1415428764

				209396_s_at		CHI3L1		3.6993548063		2.7707182933		0.7489733855		9.2340792242		1.1415428764

				219620_x_at		FLJ20245		3.6982846982		0.5512046913		0.1490433367		1.4211673104		1.1415428764

				202907_s_at		NBS1		3.6966973907		0.5326841674		0.1440973147		1.5080668353		1.1415428764

				218213_s_at		C11orf10		3.6908872318		0.4690000865		0.1270697415		1.4118848446		1.1415428764

				203490_at		ELF4		3.6904031007		1.1150338775		0.3021441959		1.8731651076		1.1415428764

				218143_s_at		SCAMP2		3.6892999416		0.3800040421		0.1030016665		1.3065766248		1.1415428764

				213851_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		3.6875009454		0.6027065183		0.1634457936		1.4851073559		1.1415428764

				206440_at		LIN7A		3.6870553454		1.8862723695		0.5115931801		4.2143167567		1.1415428764

				207157_s_at		GNG5		3.67447795		0.4518969119		0.1229826163		1.3972745734		1.4300662968

				210044_s_at		LYL1		3.6670501016		0.7305071653		0.1992083951		1.7699632021		1.4300662968

				209551_at		MGC11061		3.6653305817		0.6668874755		0.1819447007		1.6111771112		1.4300662968

				219296_at		HIP14L		3.6608548508		0.7136223854		0.1949332641		1.7519317623		1.4300662968

				216881_x_at		PRB4		3.6565522403		0.7481426305		0.2046032933		1.6684196914		1.4300662968

				211728_s_at		HYAL3		3.650518708		1.3945321113		0.3820093041		2.8036665428		1.4300662968

				35265_at		FXR2		3.6496963345		0.4696886283		0.1286925227		1.4224846021		1.4300662968

				216092_s_at		SLC7A8		3.6407291887		0.5704933684		0.1566975567		1.4956468715		1.4300662968

				206222_at		TNFRSF10C		3.6331572163		1.4631964912		0.4027341522		3.5124813874		1.4300662968

				218556_at		ORMDL2		3.6297202625		0.6454376884		0.177820229		1.6192789961		1.4300662968

				201968_s_at		PGM1		3.6265727192		0.7308338917		0.2015219184		1.7894774901		1.4300662968

				209238_at		STX3A		3.6261236826		0.8718845525		0.240445343		2.0952308507		1.4300662968

				216460_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		3.6129527945		1.2059051249		0.333772732		2.5181852268		1.4300662968

				217836_s_at		YAP		3.6125472222		0.4010542379		0.111017023		1.3315606088		1.4300662968

				213279_at		DHRS1		3.6089076432		0.4019007337		0.1113635408		1.321333291		1.4300662968

				216028_at		DKFZP564C152		3.6073998302		0.553269038		0.1533705894		1.5188100403		1.4300662968

				205715_at		BST1		3.6008182387		1.1631089845		0.323012412		2.6066614677		1.6385856601

				204429_s_at		SLC2A5		3.5997946776		1.0495435288		0.2915564977		2.3828671444		1.6385856601

				221634_at		RPL23AP7		3.5997618734		1.6427661848		0.4563541263		2.851372041		1.6385856601

				206209_s_at		CA4		3.5943665153		1.2274503538		0.341492819		2.8348643227		1.6385856601

				219964_at		ST7L		3.5906694452		1.1916706536		0.331879799		2.4697732997		1.6385856601

				209250_at		DEGS		3.5883960128		0.7341867078		0.2046002462		1.7390325765		1.6385856601

				208308_s_at		GPI		3.5882173516		0.9476466093		0.264099556		2.1782072272		1.6385856601

				204340_at		CXorf12		3.5837309195		1.5180514975		0.4235952787		2.4142366939		1.6385856601

				203675_at		NUCB2		3.5798872461		1.0156492927		0.2837098553		2.2786698871		1.6385856601

				219356_s_at		HSPC177		3.5785710951		0.6800699657		0.1900395291		1.6530976573		1.6385856601

				206734_at		JRKL		3.5719343366		1.0228164571		0.286348057		1.9887504136		1.6385856601

				209395_at		CHI3L1		3.5652471903		3.3586203355		0.9420441715		14.4546532914		1.6385856601

				207419_s_at		RAC2		3.5636312986		0.7182284648		0.2015439883		1.7619323477		1.6385856601

				215765_at		MUF1		3.5621218405		0.6992363164		0.1962976978		1.5315661416		1.6385856601

				220000_at		SIGLEC5		3.5505175673		0.9973119352		0.2808919872		2.3036886246		1.6385856601

				205847_at		PRSS22		3.5493064464		0.4405770025		0.1241304489		1.381937046		1.6385856601

				208736_at		ARPC3		3.5466680831		0.478530812		0.1349240472		1.4294365599		1.6385856601

				218451_at		CDCP1		3.5315834375		1.1988363835		0.3394614356		2.9739412557		1.6385856601

				212519_at		UBE2E1		3.5249090261		0.5225676139		0.1482499577		1.4870646434		1.6385856601

				219913_s_at		CRNKL1		3.5245478361		0.633803609		0.1798255091		1.655216933		1.6385856601

				209001_s_at		DKFZP566D193		3.5236247367		0.2667887464		0.0757142903		1.2109897344		1.6385856601

				210101_x_at		SH3GLB1		3.5223172092		0.4427968277		0.1257117975		1.4000473131		1.6385856601

				212971_at		CARS		3.5220172496		0.3256578163		0.0924634359		1.2723399839		1.6385856601

				207153_s_at		GLMN		3.5191237534		0.6517782151		0.1852103708		1.5206702726		1.6385856601

				213294_at		FLJ38348		3.5138406486		0.7253179051		0.2064174155		1.827365682		1.6385856601

				222221_x_at		EHD1		3.5132892695		0.6774293237		0.1928191139		1.7068575895		2.050953184

				219049_at		ChGn		3.5121095485		1.0751497361		0.3061264807		2.3610759599		2.050953184

				201463_s_at		TALDO1		3.5089046145		0.6672078302		0.1901470412		1.7118817729		2.050953184

				209071_s_at		RGS5		3.507848656		1.1057719273		0.3152279462		2.6309823678		2.050953184

				217007_s_at		ADAM15		3.5048862058		1.4592306685		0.4163418105		3.0466241052		2.050953184

				214523_at		CEBPE		3.4936748425		1.6964507175		0.4855777352		4.3636672174		2.050953184

				222014_x_at		MTO1		3.4936235935		0.5146945033		0.1473239717		1.4653869626		2.050953184

				201594_s_at		PPP4R1		3.4933078526		0.4880207962		0.1397016286		1.440749481		2.050953184

				208734_x_at		RAB2		3.49225001		0.4074609664		0.1166757721		1.344581472		2.050953184

				208966_x_at		IFI16		3.4908802757		0.6486175418		0.1858034337		1.6283877364		2.050953184

				212526_at		SPG20		3.4903116059		0.8676314325		0.2485828002		1.9792523873		2.050953184

				209287_s_at		CDC42EP3		3.4884857504		0.7180533236		0.2058352463		1.6571884693		2.050953184

				211961_s_at		RAB7		3.4878963284		0.365730899		0.1048571587		1.3064216056		2.050953184

				209039_x_at		EHD1		3.4848218094		0.6318824764		0.1813241856		1.6646586725		2.050953184

				218812_s_at		C7orf19		3.4843265853		0.7730468215		0.2218640539		1.8228768835		2.050953184

				214540_at		HIST1H2BO		3.4833177362		1.293810996		0.3714306572		3.5368093825		2.050953184

				203013_at		HSGT1		3.4808701326		0.3850906251		0.1106305638		1.2856357064		2.050953184

				204011_at		SPRY2		3.4795386394		1.693309132		0.4866476012		3.1942144198		2.050953184

				210140_at		CST7		3.4791908827		1.2366177944		0.3554325808		2.7646724643		2.050953184

				214472_at		HIST1H3D		3.4698651056		1.2436384409		0.3584111783		2.6486124963		2.050953184

				218007_s_at		RPS27L		3.4652961678		0.5072115916		0.146368901		1.4834138149		2.050953184

				201319_at		MRCL3		3.4597986512		0.3973662935		0.1148524332		1.3194653768		2.050953184

				214778_at		EGFL4		3.4550670679		1.4517853107		0.4201901966		4.0450134771		2.050953184

				220489_s_at		TDE2		3.4542255655		1.0738027519		0.3108664248		2.5023985024		2.050953184

				213828_x_at		H3F3A		3.4398914349		0.3822431295		0.1111206957		1.3321006775		2.050953184

				206697_s_at		HP		3.4385467129		1.7652516593		0.5133714347		4.6073604579		2.050953184

				205479_s_at		PLAU		3.4383369587		0.8285114961		0.2409628568		1.9051427978		2.050953184

				209628_at		NXT2		3.4356702561		0.5775701209		0.1681098819		1.5477575549		2.050953184

				217977_at		SEPX1		3.4321680596		1.5173393756		0.4420935541		3.8428754417		2.050953184

				202718_at		IGFBP2		3.4312346099		1.8873698718		0.5500556174		2.9922390739		2.050953184

				213214_x_at		ACTG1		3.4300800782		0.3034920251		0.0884795743		1.2369123516		2.050953184

				202627_s_at		SERPINE1		3.4297491098		1.3211734797		0.385209949		2.6204299902		2.050953184

				221856_s_at		FLJ11280		3.4277040968		0.6722209751		0.1961140624		1.6349957977		2.050953184

				200738_s_at		PGK1		3.4270043165		0.2903867886		0.0847348768		1.236936005		2.050953184

				214381_at		na		3.4267106271		1.0299467691		0.3005642674		2.0850713502		2.050953184

				209448_at		HTATIP2		3.4208412089		0.8168024124		0.2387723845		1.8197384501		2.050953184

				200654_at		P4HB		3.419423342		0.6210201874		0.1816154729		1.6179347525		2.050953184

				210951_x_at		RAB27A		3.4193943993		0.7944801239		0.2323452726		1.9294911154		2.050953184

				205471_s_at		DACH		3.4190067842		1.0642121223		0.3112635305		2.4175572019		2.050953184

				214080_x_at		PRKCSH		3.418720793		0.3154326233		0.0922662722		1.2579366399		2.050953184

				217835_x_at		C20orf24		3.4178521314		0.4848707733		0.1418641751		1.4573762677		2.050953184

				201602_s_at		PPP1R12A		3.4175505093		0.7549110061		0.2208924211		1.8028833715		2.050953184

				204093_at		CCNH		3.4173386085		0.4022242317		0.1177010176		1.3393757257		2.050953184

				221579_s_at		NUDT3		3.4112652152		0.3358157573		0.0984431688		1.2700407916		2.5040850141

				202814_s_at		HIS1		3.4103332041		0.6880963259		0.2017680633		1.7567092868		2.5040850141

				205726_at		DIAPH2		3.4101542963		0.6214596094		0.1822379738		1.6320579358		2.5040850141

				214378_at		TFPI		3.4061003937		0.9663873071		0.2837224965		1.7582363662		2.5040850141

				219185_at		SIRT5		3.4046484871		0.3922593477		0.1152128771		1.3366623799		2.5040850141

				204121_at		GADD45G		3.4035165125		1.736879886		0.5103192183		3.4634991025		2.5040850141

				221505_at		ANP32E		3.4035005941		0.5087431162		0.1494764294		1.4584511518		2.5040850141

				211983_x_at		ACTG1		3.3972410712		0.310924278		0.091522583		1.2434120935		2.5040850141

				201991_s_at		KIF5B		3.3970304946		0.3771409909		0.1110207846		1.3153026684		2.5040850141

				219924_s_at		ZNF258		3.3940063045		0.6571551088		0.1936222416		1.5554991307		2.5040850141

				201352_at		YME1L1		3.3868000468		0.2524761233		0.0745471005		1.1949107777		2.5040850141

				204601_at		N4BP1		3.3830314505		0.7172426282		0.2120118121		1.7416989607		2.5040850141

				202266_at		TTRAP		3.3808974771		0.5489749148		0.162375499		1.5051310865		2.5040850141

				204949_at		ICAM3		3.3806045932		0.8015400361		0.2370996116		1.9087632244		2.5040850141

				212870_at		C14orf138		3.3774545134		0.745673836		0.2207798308		1.8365352139		2.5040850141

				205857_at		SLC18A2		3.371018054		1.2267169637		0.3639010364		2.2741795073		2.5040850141

				32069_at		N4BP1		3.3699539136		0.7161215106		0.2125018706		1.7880500838		2.5040850141

				219253_at		FAM11B		3.3689889741		0.6726416626		0.1996568311		1.7041946973		2.5040850141

				201673_s_at		GYS1		3.3603658536		0.7224531788		0.2149924176		1.7913058386		2.5040850141

				214465_at		ORM1		3.3543334927		2.1410788408		0.6383023171		8.9447757324		2.5040850141

				213526_s_at		F25965		3.352186923		0.5238694636		0.1562769248		1.4496734848		2.5040850141

				213779_at		EMU1		3.3514996709		0.6058061205		0.1807567298		1.5549788851		2.5040850141

				203399_x_at		PSG3		3.34857652		0.9599099409		0.2866620891		2.0563181149		2.5040850141

				222294_s_at		RAB27A		3.345011939		1.0128152731		0.3027837543		2.4073444112		2.5040850141

				213002_at		MARCKS		3.3420507662		0.7912573759		0.2367580361		1.8802606281		2.5040850141

				213410_at		EDRF1		3.3407741955		0.5751267699		0.1721537393		1.5149331996		2.5040850141

				209188_x_at		DR1		3.3395846605		0.3964797293		0.1187212692		1.344276624		2.5040850141

				211075_s_at		CD47		3.3319828215		0.3222511242		0.0967145215		1.2628289915		2.5040850141

				202297_s_at		RER1		3.3285806276		0.369179738		0.1109120611		1.3058008686		2.5040850141

				221554_at		LYK5		3.3261794375		0.5026653804		0.1511239516		1.413498831		3.1113177356

				219242_at		FLJ13386		3.3211146403		0.696052999		0.209584153		1.7004533351		3.1113177356

				204044_at		QPRT		3.3208877476		1.3009802947		0.3917567812		3.0081550898		3.1113177356

				202275_at		G6PD		3.3185601167		1.0700211813		0.3224353767		2.5091005012		3.1113177356

				213513_x_at		ARPC2		3.3177373856		0.331802874		0.1000087817		1.2802177093		3.1113177356

				212505_s_at		KIAA0892		3.3145698534		0.3960416875		0.1194850931		1.2958342229		3.1113177356

				200653_s_at		CALM1		3.3130775049		0.4991112679		0.1506488355		1.471342483		3.1113177356

				201550_x_at		ACTG1		3.3111525339		0.2891842864		0.0873364436		1.224914123		3.1113177356

				219998_at		HSPC159		3.3096667815		1.7722163287		0.5354666937		5.7485371771		3.1113177356

				216981_x_at		SPN		3.3038629539		0.71288078		0.2157718979		1.712247197		3.1113177356

				219770_at		FLJ11753		3.29751146		0.3561507181		0.1080059076		1.3019528242		3.1113177356

				217746_s_at		PDCD6IP		3.2949258845		0.2516320604		0.0763695662		1.1985501945		3.1113177356

				212988_x_at		ACTG1		3.2943529011		0.2908411367		0.0882847544		1.2313779366		3.1113177356

				207094_at		IL8RA		3.2893066579		2.2200754955		0.6749372212		10.3187607573		3.1113177356

				220911_s_at		KIAA1305		3.2875730006		1.3723657033		0.4174403741		3.1119298076		3.1113177356

				209019_s_at		PINK1		3.2855976387		0.5909725187		0.1798675869		1.5731031018		3.1113177356

				208168_s_at		CHIT1		3.2794139771		2.0154009763		0.6145613181		6.6893203883		3.1113177356

				212305_s_at		FLJ39207		3.2789997655		0.3654160038		0.1114413022		1.2881930314		3.1113177356

				201256_at		COX7A2L		3.2759160323		0.5056007573		0.1543387414		1.4830148653		3.1113177356

				218795_at		ACP6		3.2746452021		0.8145141321		0.2487335518		2.010269021		3.1113177356

				210242_x_at		LOC283687		3.2730301273		0.3937427365		0.1202991482		1.3369503319		3.1113177356

				219079_at		NCB5OR		3.2721087539		0.4937930141		0.1509097195		1.4542306179		3.1113177356

				202441_at		KEO4		3.2677501505		0.7057628708		0.215978223		1.7397851553		3.1113177356

				53912_at		SNX11		3.2653757442		0.5901173447		0.1807195836		1.5863224651		3.1113177356

				201290_at		SPC18		3.2629286869		0.3653553079		0.1119715884		1.3103278415		3.1113177356

				217907_at		MRPL18		3.2625245945		0.4571329825		0.140116333		1.4118614678		3.1113177356

				220621_at		FOXE3		3.2613972669		0.8311178827		0.2548349111		1.9866397606		3.1113177356

				218861_at		RNF25		3.2604867159		0.7022115788		0.2153701702		1.7831712323		3.1113177356

				213567_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		3.2583347835		0.453506398		0.1391834873		1.4077965897		3.1113177356

				202565_s_at		SVIL		3.2564902836		0.7613364675		0.2337904926		1.8581974463		3.1113177356

				221803_s_at		NRBF-2		3.2519768736		0.7435394029		0.2286422788		1.8411562504		3.1113177356

				221029_s_at		WNT5B		3.2516202429		0.9292546963		0.2857820492		2.3263816475		3.1113177356

				205965_at		BATF		3.25083618		0.4670407925		0.1436678955		1.4173023232		3.1113177356

				205270_s_at		LCP2		3.2483746888		0.5913320404		0.1820393572		1.6004546234		3.1113177356

				221573_at		C7orf25		3.2480444131		0.6871404878		0.2115551392		1.7565776912		3.1113177356

				217622_at		C22orf3		3.2459575691		1.1619708369		0.3579747462		2.0992506048		3.1113177356

				38290_at		RGS14		3.24250414		0.5213768526		0.1607945064		1.4761890146		3.1113177356

				210254_at		MS4A3		3.2417311851		2.2468188379		0.6930922737		7.9685373864		3.1113177356

				215138_s_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		3.2408453407		1.2188851961		0.376101007		2.7974159914		3.1113177356

				206836_at		SLC6A3		3.2403775795		0.9135728693		0.2819340792		2.0951598131		3.1113177356

				213842_x_at		WBSCR20C		3.2386530118		0.6840690231		0.2112202266		1.5703024896		3.7285312569

				209228_x_at		N33		3.2374932628		0.998579546		0.3084422005		1.8514988771		3.7285312569

				218660_at		DYSF		3.2355893242		0.946587848		0.2925550041		2.2037974084		3.7285312569

				207253_s_at		UBN1		3.235484168		0.4971162642		0.1536450925		1.3971217407		3.7285312569

				210142_x_at		FLOT1		3.2353873466		0.7105647458		0.2196227745		1.768032316		3.7285312569

				211890_x_at		CAPN3		3.2297308057		2.2193263691		0.6871552159		3.6907701352		3.7285312569

				207809_s_at		ATP6AP1		3.2288913327		0.3256286751		0.1008484466		1.2673883148		3.7285312569

				201548_s_at		PLU-1		3.2283318946		0.5642857536		0.1747917414		1.5719604237		3.7285312569

				213066_at		KIAA0375		3.2238511753		1.0088846773		0.3129439364		1.9218769193		3.7285312569

				203304_at		NMA		3.2235285645		0.6487302454		0.2012484867		1.5797825448		3.7285312569

				212683_at		KIAA0446		3.2232033826		0.4716104344		0.1463173056		1.3718321071		3.7285312569

				212717_at		KIAA0356		3.2211154087		0.4193923736		0.1302009771		1.3480750933		3.7285312569

				213592_at		AGTRL1		3.2210596257		0.6395207826		0.1985436027		1.6729043835		3.7285312569

				200090_at		FNTA		3.219883968		0.3303268691		0.102589681		1.2791681624		3.7285312569

				201859_at		PRG1		3.2196850948		0.5075372606		0.1576356835		1.498398025		3.7285312569

				213361_at		PCTAIRE2BP		3.2192964175		0.4431008778		0.1376390429		1.3884493317		3.7285312569

				210090_at		ARC		3.2132612489		1.0942970711		0.3405565207		2.7598500625		3.7285312569

				220404_at		GPR97		3.2128641323		1.2446234659		0.3873875192		2.5248094603		3.7285312569

				211970_x_at		ACTG1		3.2075268488		0.2733054568		0.0852075352		1.2110460809		3.7285312569

				206656_s_at		MYOD1		3.2021395521		0.8160053768		0.2548312975		1.9950219058		3.7285312569

				45526_g_at		FLJ14154		3.196854695		0.2519649663		0.0788165214		1.1923259948		3.7285312569

				212872_s_at		USP49		3.195120518		0.3779415329		0.1182870977		1.3140074212		3.7285312569

				222238_s_at		POLM		3.1949399154		1.2132183487		0.3797311939		2.5914258321		3.7285312569

				213827_at		SNX26		3.1944884461		1.110987573		0.3477826236		2.0146848793		3.7285312569

				217874_at		SUCLG1		3.1925513742		0.4831280202		0.1513297559		1.4594265206		3.7285312569

				218180_s_at		EPS8L2		3.1917619876		0.9265168804		0.2902838257		1.9329990398		3.7285312569

				210387_at		HIST1H2BG		3.1858726011		1.3422197538		0.4213036495		3.506855084		3.7285312569

				207877_s_at		NVL		3.182660038		1.1338672684		0.3562640228		2.6744363581		3.7285312569

				208659_at		CLIC1		3.1821478357		0.3676138105		0.1155238001		1.3135745169		3.7285312569

				218964_at		DRIL2		3.1797829525		0.9557389723		0.3005673615		2.0085380306		3.7285312569

				218085_at		HSPC177		3.1778259911		0.6447315465		0.2028844714		1.6743026483		3.7285312569

				206026_s_at		TNFAIP6		3.1769659236		1.5536634278		0.4890400039		5.1920986208		3.7285312569

				220110_s_at		NXF3		3.1757544177		1.8171564161		0.5721967687		4.9944146945		3.7285312569

				204261_s_at		PSEN2		3.1729839135		1.0524714845		0.3316977058		2.0685670262		3.7285312569

				203584_at		KIAA0103		3.1703657685		0.5397088342		0.1702355102		1.4168080139		3.7285312569

				214438_at		HLX1		3.1683449128		0.9311279142		0.2938846432		2.0735382359		3.7285312569

				177_at		PLD1		3.1628450484		0.5429318338		0.1716593211		1.4370196043		3.7285312569

				221156_x_at		CPR8		3.1603838534		0.9249044321		0.2926557263		2.2806318602		3.7285312569

				220603_s_at		FLJ11175		3.1580717841		0.5928296371		0.1877188606		1.6679851021		3.7285312569

				209091_s_at		SH3GLB1		3.1553409746		0.4360560266		0.1381961665		1.3926084032		3.7285312569

				211963_s_at		ARPC5		3.1523664193		0.5611097924		0.1779963741		1.5371992803		4.6290337042

				213838_at		RARG-1		3.1504300511		0.4501224148		0.1428764986		1.367240127		4.6290337042

				203652_at		MAP3K11		3.1468843784		0.3207188009		0.1019162964		1.248261803		4.6290337042

				204040_at		RNF144		3.1458325389		0.6678325582		0.2122911979		1.5430649048		4.6290337042

				221808_at		RAB9A		3.1442711756		0.4460114596		0.1418489165		1.3975225508		4.6290337042

				207741_x_at		TPSB2		3.1433709115		1.3653434434		0.4343564542		4.0866922457		4.6290337042

				220992_s_at		C1orf25		3.1405193567		0.8402307009		0.2675451432		2.0200917006		4.6290337042

				206514_s_at		CYP4F3		3.1368661325		1.8371638063		0.5856685395		3.6058601134		4.6290337042

				209514_s_at		RAB27A		3.1351244177		0.7108159924		0.2267265657		1.7996611172		4.6290337042

				220887_at		PLPL		3.1293185047		0.5388591337		0.1721969601		1.4487507172		4.6290337042

				220237_at		APG3		3.1284778678		1.3653693117		0.4364324663		2.7136090038		4.6290337042

				211709_s_at		SCGF		3.1256732375		1.2525529246		0.4007306041		3.118631816		4.6290337042

				204235_s_at		CED-6		3.122500652		1.2776174238		0.4091648221		2.1452079566		4.6290337042

				201441_at		COX6B		3.1195174919		0.3353645675		0.1075052691		1.286011083		4.6290337042

				218818_at		FHL3		3.1195043872		0.4091233143		0.1311501006		1.3445311083		4.6290337042

				209110_s_at		RAB2L		3.1142244863		0.5009076406		0.1608450652		1.4658370784		4.6290337042

				220047_at		SIRT4		3.1141522696		1.1671924847		0.3748026377		2.7258628222		4.6290337042

				205653_at		CTSG		3.110899171		2.4025113318		0.7722883963		9.5444543709		4.6290337042

				206871_at		ELA2		3.1042760961		2.4311064465		0.7831476232		9.1386297329		4.6290337042

				218248_at		FLJ22794		3.1042367072		0.383093044		0.1234097397		1.3290317482		4.6290337042

				209906_at		C3AR1		3.1039868735		0.9271789722		0.298705829		2.0710197373		4.6290337042

				204091_at		PDE6D		3.1000415183		0.4151450341		0.1339159594		1.323657049		4.6290337042

				200886_s_at		PGAM1		3.099730539		0.4384232505		0.1414391493		1.4008159282		4.6290337042

				213698_at		MGC14276		3.0994367981		0.3991602018		0.1287847528		1.3235053969		4.6290337042

				209497_s_at		MGC10871		3.0974794811		0.3962686173		0.1279326045		1.3258360266		4.6290337042

				204329_s_at		ZNF202		3.0934172698		0.8390801896		0.2712470114		2.1134279799		4.6290337042

				201938_at		CDK2AP1		3.0931760542		0.5610125291		0.1813710307		1.5349372231		4.6290337042

				218438_s_at		EG1		3.0907846359		0.4202726371		0.1359760341		1.3628018401		4.6290337042

				203324_s_at		CAV2		3.0902491897		1.388564943		0.4493375316		4.3578571429		4.6290337042

				221014_s_at		RAB33B		3.0898041164		0.7476867977		0.2419851776		1.810508797		4.6290337042

				202121_s_at		BC-2		3.0890411415		0.4600812884		0.1489398384		1.4378901774		4.6290337042

				204513_s_at		ELMO1		3.0879714443		0.5564307957		0.1801929862		1.578669422		4.6290337042

				202571_s_at		DAP4		3.0862522259		0.7793518755		0.2525237144		1.7648891332		4.6290337042

				206295_at		IL18		3.0765859626		0.8694976918		0.2826177141		2.0133531976		4.6290337042

				203768_s_at		STS		3.0764912718		0.7195361891		0.2338820837		1.4908713334		4.6290337042

				206057_x_at		SPN		3.0748219242		0.5339030864		0.1736370754		1.5043116445		4.6290337042

				214809_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		3.0737953642		1.0747271255		0.3496417289		2.0720590885		4.6290337042

				213713_s_at		LOC89944		3.0728770572		0.4622811758		0.1504392031		1.3770557036		4.6290337042

		Negative genes

				Gene ID		Gene Name		Score(d)		Numerator(r)		Denominator(s+s0)		Fold Change		q-value(%)

				207630_s_at		CREM		-7.788883443		-1.5176548707		0.1948488358		0.3627497197		0

				211423_s_at		SC5DL		-7.5328260286		-1.247976918		0.1656718094		0.4145814525		0

				219256_s_at		FLJ20356		-7.484220307		-1.0227111497		0.1366489905		0.5002184886		0

				212239_at		PIK3R1		-7.1047855079		-1.1606055435		0.1633554654		0.4531891961		0

				204562_at		IRF4		-6.6095153068		-1.6554851135		0.250469972		0.3499142126		0

				209967_s_at		CREM		-6.5851193602		-3.309628926		0.5025920936		0.1491535462		0

				215375_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-6.269232284		-1.5859458474		0.2529728961		0.3433439573		0

				204491_at		PDE4D		-6.2563815448		-1.4212654093		0.2271705137		0.4025128125		0

				211248_s_at		CHRD		-6.1196580061		-1.8971086797		0.3100024017		0.3258726685		0

				205370_x_at		DBT		-5.9911183563		-1.0215739769		0.170514738		0.5035283048		0

				222330_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-5.9545209295		-2.1590401981		0.3625883969		0.2505482163		0

				203940_s_at		KIAA1036		-5.9418181762		-1.0822980806		0.1821493099		0.4933126789		0

				217234_s_at		VIL2		-5.9059572464		-0.9849971998		0.1667802794		0.5134937172		0

				207078_at		MED6		-5.8696445439		-2.2038864447		0.3754718754		0.2515877023		0

				210598_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-5.8527406151		-1.0339325509		0.1766578461		0.511599823		0

				207827_x_at		SNCA		-5.8245417849		-1.5521325186		0.2664814806		0.3621498516		0

				203320_at		LNK		-5.8061113028		-0.9058058341		0.1560090372		0.5439458652		0

				216766_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-5.6952629263		-2.9319683741		0.5148082559		0.1464652364		0

				211546_x_at		SNCA		-5.6698508717		-1.2523328336		0.2208757976		0.4351232415		0

				215284_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-5.604345078		-1.1535764372		0.2058360827		0.4619260334		0

				219734_at		FLJ20174		-5.5519776556		-1.3426579924		0.2418341852		0.4353579065		0

				214962_s_at		NUP160		-5.5518264433		-0.9994922389		0.180029446		0.5244450107		0

				208154_at		LOC51336		-5.5273806014		-1.1091686005		0.2006680344		0.4899946159		0

				207735_at		RNF125		-5.5061193824		-2.4097730635		0.437653617		0.2285525633		0

				209959_at		NR4A3		-5.4930988484		-2.4903167002		0.4533537023		0.2286086936		0

				215398_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-5.4406741453		-1.4469538165		0.2659511998		0.3761502095		0

				221012_s_at		TRIM8		-5.4246399485		-0.7365353198		0.1357758905		0.6164723018		0

				209750_at		NR1D2		-5.4219128844		-1.1604135238		0.2140229009		0.4572374007		0

				205076_s_at		CRA		-5.4206146484		-1.1246754256		0.2074811619		0.4830539917		0

				221757_at		MGC17330		-5.4135498155		-1.1836237742		0.2186409684		0.4764299952		0

				208447_s_at		PRPS1		-5.4053998039		-0.7476456529		0.1383145891		0.6190466005		0

				219228_at		ZNF331		-5.4005800835		-1.3844210728		0.2563467352		0.4012469005		0

				203099_s_at		CDYL		-5.3992618436		-1.8872353307		0.3495358042		0.2937783796		0

				214508_x_at		CREM		-5.3889260595		-1.701492382		0.3157386765		0.3607707086		0

				220368_s_at		FLJ20707		-5.3806136458		-0.9745913195		0.1811301431		0.5359202981		0

				215123_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-5.3794256567		-2.2465331109		0.4176157929		0.2870073553		0

				217914_at		TPCN1		-5.3722296774		-0.845610985		0.1574041014		0.5613311965		0

				205239_at		AREG		-5.3619638263		-2.4795817966		0.4624391132		0.2405561272		0

				215630_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-5.3169277597		-1.9636626057		0.3693227921		0.3072449563		0

				218273_s_at		PPM2C		-5.270495316		-1.0218607651		0.1938832508		0.5013058264		0

				219254_at		FLJ22222		-5.255744999		-1.5793504504		0.3004998246		0.3771145391		0

				214102_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-5.2492324253		-1.0699276204		0.2038255375		0.5161424899		0

				40255_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-5.2447049571		-0.6173589712		0.1177109058		0.6646321173		0

				212886_at		DKFZP434C171		-5.2154561773		-1.425633908		0.2733478836		0.422342843		0

				221234_s_at		BACH2		-5.2117372883		-1.5184715945		0.2913561276		0.4166307819		0

				205927_s_at		CTSE		-5.2049672454		-1.3346200671		0.2564127696		0.4278811235		0

				207079_s_at		MED6		-5.1955390452		-0.7434084482		0.1430859131		0.611247434		0

				220369_at		FLJ20707		-5.1846531839		-1.8748289837		0.3616112625		0.332292532		0

				213263_s_at		MAP3K12		-5.1813222938		-0.7680372842		0.148231907		0.6013882811		0

				206759_at		FCER2		-5.1759311355		-2.263019227		0.4372197326		0.3805601112		0

				212472_at		MICAL2		-5.1712559751		-0.8179980814		0.1581817039		0.5884161286		0

				221349_at		VPREB1		-5.1704939854		-2.3492783436		0.4543624556		0.2981123927		0

				213605_s_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-5.1640494214		-1.6687874311		0.3231548142		0.3364148782		0

				215586_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-5.1602958913		-2.0547679356		0.3981880068		0.3367721263		0

				217418_x_at		MS4A1		-5.1566678805		-2.1998484255		0.426602697		0.3551881741		0

				214960_at		API5		-5.1365262523		-1.1425297996		0.2224323879		0.4362733841		0

				218631_at		VIP32		-5.0803753325		-0.5492241086		0.1081069946		0.6969049972		0

				212220_at		PSME4		-5.0714721452		-0.8245486256		0.162585656		0.5824296382		0

				211302_s_at		PDE4B		-5.0618108908		-1.4647234777		0.2893674832		0.4118237057		0

				215213_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-5.0406916319		-1.9950140657		0.3957818116		0.285064876		0

				213334_x_at		TREX2		-5.0242932458		-0.5301297474		0.1055132974		0.7030195068		0

				216054_x_at		MYL4		-5.0206876312		-0.9727680479		0.1937519558		0.5349773747		0

				221698_s_at		CLECSF12		-5.0100804353		-1.8707682309		0.3734008376		0.3452492589		0

				216614_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-5.0028068298		-1.692315877		0.3382732803		0.3600827173		0

				213135_at		TIAM1		-4.9996601009		-1.0343829353		0.2068906514		0.5187162119		0

				208602_x_at		CD6		-4.9895768715		-1.3831115274		0.2772001641		0.3452854527		0

				210356_x_at		MS4A1		-4.9640037303		-2.0490148755		0.4127746446		0.3739315277		0

				207474_at		SNRK		-4.949216465		-1.627152864		0.3287697912		0.3781512605		0

				213594_x_at		FUSIP1		-4.9324177698		-0.7535040843		0.1527656657		0.6026196181		0

				220702_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-4.9293379788		-1.7390212139		0.3527900139		0.3817715518		0

				212240_s_at		PIK3R1		-4.9177855299		-1.0874254508		0.2211209586		0.5044141577		0

				207038_at		SLC16A6		-4.9054988082		-2.2655143869		0.4618316048		0.2769575938		0

				210487_at		DNTT		-4.9048360809		-3.1389235976		0.6399650357		0.2764741996		0

				217274_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-4.883199114		-0.9260240538		0.1896347112		0.5630525462		0

				209112_at		CDKN1B		-4.876945758		-0.7344251071		0.1505911986		0.6039452204		0

				215029_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-4.873155655		-1.5756380185		0.3233301233		0.3823984823		0

				215201_at		REPS1		-4.868069339		-2.147341794		0.4411074791		0.2624991652		0

				215151_at		DOCK10		-4.8534335686		-2.0209505388		0.4163960442		0.3198687342		0

				217140_s_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-4.8356988357		-0.9803815073		0.2027383302		0.5449727839		0

				203684_s_at		BCL2		-4.834695227		-1.4317815678		0.2961472235		0.3202407724		0

				215483_at		AKAP9		-4.8314201535		-2.0188916308		0.4178671212		0.3387138411		0

				215024_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-4.794906054		-1.3266757707		0.2766844138		0.4362335228		0

				207996_s_at		C18orf1		-4.7727818955		-1.1105215146		0.2326780354		0.5029435451		0

				210313_at		ILT7		-4.7693004775		-2.1539064669		0.4516189485		0.3461311282		0

				222375_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-4.7686461181		-2.4057250785		0.5044880704		0.2571982426		0

				205859_at		LY86		-4.7609873879		-1.3895194009		0.2918552997		0.4478999168		0

				207365_x_at		USP34		-4.7125498766		-0.9139919207		0.1939484875		0.5484253536		0

				211475_s_at		BAG1		-4.7091553425		-0.4436454385		0.0942091323		0.7392134952		0

				212249_at		PIK3R1		-4.667175633		-1.3262312587		0.2841614207		0.3994224581		0

				210895_s_at		CD86		-4.6608324389		-1.7529226445		0.3760964736		0.3535973492		0

				211208_s_at		CASK		-4.660646935		-0.6471585028		0.1388559382		0.6604415305		0

				201456_s_at		BUB3		-4.6479556222		-0.7287933617		0.1567986919		0.6309608812		0

				215401_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-4.6448648044		-1.9686089443		0.4238248102		0.3253252609		0

				202724_s_at		FOXO1A		-4.625817869		-0.9897969841		0.2139723206		0.5465915207		0

				205836_s_at		FLJ21940		-4.6005267105		-1.0198630787		0.2216839816		0.5224870951		0.3216422696

				216813_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-4.5851555641		-2.2591534102		0.492710308		0.3794398264		0.3216422696

				208200_at		IL1A		-4.5760343672		-0.9031293429		0.1973606993		0.5583321493		0.3216422696

				36829_at		PER1		-4.5759237228		-0.7275069552		0.1589858134		0.6362871517		0.3216422696

				206099_at		PRKCH		-4.5743307038		-1.1839013393		0.258814112		0.486882131		0.3216422696

				210172_at		SF1		-4.5655116786		-1.4806847251		0.324319557		0.4165852656		0.3216422696

				207115_x_at		MBTD1		-4.5654153409		-1.7184480268		0.3764056276		0.3818643351		0.3216422696

				202079_s_at		OIP106		-4.562153093		-0.7088275149		0.1553712689		0.6290439969		0.3216422696

				215175_at		PCNX		-4.560889359		-1.1839886814		0.2595960104		0.4281097267		0.3216422696

				215850_s_at		NDUFA5		-4.5599278305		-1.5431499964		0.3384154429		0.4192822525		0.3216422696

				201360_at		CST3		-4.5570177154		-1.4036867172		0.3080274875		0.4626595224		0.3216422696

				203313_s_at		TGIF		-4.5568357043		-0.9817396618		0.2154432868		0.5465076413		0.3216422696

				203708_at		PDE4B		-4.5561405163		-1.6813289405		0.3690248214		0.3888441993		0.3216422696

				204619_s_at		CSPG2		-4.552484856		-1.9300378853		0.4239526207		0.3520810109		0.3216422696

				219737_s_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-4.5512254756		-1.5965138556		0.3507876866		0.374967912		0.3216422696

				202884_s_at		PPP2R1B		-4.5500904676		-0.5748306347		0.1263338913		0.668752418		0.3216422696

				203116_s_at		FECH		-4.5458303494		-1.1351132482		0.2497042698		0.4905675223		0.3216422696

				205826_at		MYOM2		-4.5454949123		-2.4664661818		0.5426177412		0.1644074957		0.3216422696

				206545_at		CD28		-4.5416446388		-1.0223205122		0.2250991862		0.5478693616		0.3216422696

				209196_at		C6orf11		-4.5406467831		-1.7774842389		0.3914605834		0.3957918789		0.3216422696

				209683_at		DKFZP566A1524		-4.5343401008		-1.1082938786		0.2444223093		0.5138733459		0.3216422696

				210459_at		PSMD4		-4.5191341439		-1.2668588918		0.2803322166		0.3358619492		0.3216422696

				212074_at		UNC84A		-4.5079987677		-1.1452401827		0.2540462502		0.5092510443		0.3216422696

				201361_at		MGC5508		-4.4965446867		-0.4740529227		0.105426045		0.7242432202		0.3216422696

				202643_s_at		TNFAIP3		-4.4959988647		-1.5898717625		0.3536192535		0.442592609		0.3216422696

				205685_at		CD86		-4.4817800954		-1.4353485001		0.320263036		0.4307484072		0.3216422696

				214060_at		SSBP1		-4.4811957122		-1.2757857531		0.2846976198		0.4679027953		0.3216422696

				209995_s_at		TCL1A		-4.4792393212		-1.7809303787		0.3975966121		0.4524207875		0.3216422696

				209746_s_at		COQ7		-4.4705472192		-0.4824076594		0.1079079665		0.7269191449		0.3216422696

				218317_x_at		MGC5178		-4.4578230816		-0.7401025896		0.1660233204		0.6192924111		0.3216422696

				204060_s_at		PRKX		-4.4466029256		-0.7477335569		0.1681583828		0.6247134614		0.3216422696

				56748_at		TRIM10		-4.4404101466		-0.7809992158		0.1758844769		0.6030992975		0.3216422696

				206488_s_at		CD36		-4.4234706802		-1.6766090616		0.3790256979		0.3913549198		0.3216422696

				215392_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-4.4206332953		-2.0682427909		0.4678611983		0.3364930766		0.3216422696

				206660_at		IGLL1		-4.4168380409		-1.8748990322		0.4244889704		0.3368601853		0.3216422696

				208721_s_at		ANAPC5		-4.4153649364		-0.6993036912		0.1583795907		0.6372766018		0.3216422696

				206130_s_at		ASGR2		-4.4117630264		-2.2860792806		0.5181781675		0.3615502835		0.3216422696

				219387_at		LOC55580		-4.4107063942		-1.3927558825		0.3157670808		0.4413874589		0.3216422696

				215666_at		HLA-DRB3		-4.4040465027		-2.5686505405		0.5832478242		0.2412399627		0.3216422696

				217579_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-4.3955933461		-0.64348127		0.1463923569		0.6577053034		0.3216422696

				201341_at		ENC1		-4.3866250939		-1.1820045484		0.2694564781		0.4737450255		0.3216422696

				209315_at		HBS1L		-4.3859384863		-1.6388381913		0.373657359		0.4015222296		0.3216422696

				209711_at		SLC35D1		-4.3711838765		-0.7533237595		0.1723386114		0.6177172892		0.3216422696

				217010_s_at		CDC25C		-4.3692677342		-0.8729057258		0.199783071		0.563775951		0.3216422696

				215855_s_at		TMF1		-4.3664659421		-1.818933984		0.416568916		0.3697532434		0.3216422696

				216326_s_at		HDAC3		-4.3624313969		-0.5197141481		0.1191340564		0.707110132		0.3216422696

				208621_s_at		VIL2		-4.3566937535		-0.86531454		0.1986172517		0.5689841901		0.3216422696

				221617_at		TAF9L		-4.3474810922		-0.8377393957		0.1926953511		0.6016259425		0.3216422696

				214790_at		SUSP1		-4.3462068973		-0.6115092731		0.1406995312		0.6710188382		0.3216422696

				217653_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-4.3439004853		-0.9865907108		0.2271209283		0.5525875106		0.3216422696

				218034_at		TTC11		-4.3402529537		-0.7299550943		0.1681826156		0.6213766671		0.3216422696

				201403_s_at		MGST3		-4.3364410131		-0.722873893		0.166697504		0.6273180837		0.3216422696

				215599_at		SMA3		-4.3325675939		-1.6341773875		0.3771845106		0.3638167547		0.3216422696

				204473_s_at		KIAA0211		-4.3310058895		-0.4300284845		0.0992906718		0.7518932487		0.3216422696

				222074_at		UROD		-4.3300999984		-1.5506050554		0.358099133		0.3984401232		0.3216422696

				205251_at		PER2		-4.3262562995		-0.5999315215		0.1386722099		0.6736107943		0.3216422696

				215588_x_at		RIOK3		-4.325291183		-0.8552262231		0.1977268551		0.5647569397		0.3216422696

				216317_x_at		RHCE		-4.3134803257		-1.9394001052		0.4496137594		0.3262430824		0.3216422696

				208622_s_at		VIL2		-4.3124451505		-0.9236212145		0.2141757593		0.5651372067		0.3216422696

				215907_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-4.3120441854		-1.6961325549		0.393347675		0.3924547212		0.3216422696

				215190_at		GA17		-4.3111438157		-0.9595618971		0.2225771021		0.5548114883		0.3216422696

				211855_s_at		SLC25A14		-4.3064535374		-1.378213237		0.3200343914		0.4505907626		0.3216422696

				210439_at		ICOS		-4.295939396		-2.0897208189		0.4864409449		0.2706030502		0.3216422696

				205763_s_at		DDX18		-4.2942687906		-0.5058532708		0.1177973004		0.7230019565		0.3216422696

				204912_at		IL10RA		-4.2927646673		-1.1735465152		0.2733777894		0.5073134228		0.3216422696

				215424_s_at		SNW1		-4.2898839673		-0.4142869307		0.0965729921		0.7623036245		0.3216422696

				208364_at		INPP4A		-4.2852941757		-1.1729694188		0.2737196959		0.4780764822		0.3216422696

				212599_at		AUTS2		-4.2847104732		-1.3206671443		0.308227861		0.4537114163		0.3216422696

				221718_s_at		AKAP13		-4.2833669791		-0.6857266444		0.1600905661		0.6314705559		0.3216422696

				207216_at		TNFSF8		-4.283040841		-0.5464918208		0.127594352		0.6989437556		0.3216422696

				205861_at		SPIB		-4.281776759		-1.4215088547		0.3319904177		0.4684343303		0.3216422696

				210836_x_at		PDE4D		-4.2779033784		-0.9725886743		0.2273517161		0.552385003		0.3216422696

				202861_at		PER1		-4.2764218127		-2.040639846		0.4771839485		0.3677608511		0.3216422696

				215340_at		ADCY1		-4.2751373013		-1.1774911881		0.2754276892		0.4757490761		0.3216422696

				204467_s_at		SNCA		-4.2748637778		-1.2742485034		0.2980793236		0.4097108312		0.3216422696

				201476_s_at		RRM1		-4.2641754431		-0.8228957118		0.192978859		0.6022687568		0.3216422696

				213096_at		HUCEP11		-4.2629376788		-1.3876149118		0.3255067318		0.4335878309		0.3216422696

				204057_at		ICSBP1		-4.2621464979		-1.1870927689		0.2785199358		0.500608846		0.3216422696

				213899_at		METAP2		-4.2539665689		-0.8098312295		0.1903708495		0.6116898168		0.3216422696

				208078_s_at		TCF8		-4.2491692462		-1.8373420486		0.4324002981		0.3775011679		0.3216422696

				39318_at		TCL1A		-4.2448582846		-2.0910980152		0.4926190405		0.4439166868		0.3216422696

				210395_x_at		MYL4		-4.2422530524		-1.0395636258		0.2450498858		0.5313589941		0.3216422696

				207001_x_at		DSIPI		-4.2359340912		-1.3970044674		0.3297984429		0.4406808407		0.3216422696

				202973_x_at		FAM13A1		-4.2355615582		-0.8042883815		0.1898894327		0.6145678715		0.3216422696

				221969_at		PAX5		-4.2315468596		-1.4351742717		0.3391606709		0.481629319		0.3216422696

				213742_at		SFRS11		-4.2290283051		-1.2667003325		0.2995251488		0.4749218514		0.3216422696

				218648_at		FLJ21868		-4.2210734471		-0.5466823982		0.1295126477		0.7016232771		0.3216422696

				203543_s_at		BTEB1		-4.217556659		-1.4382750197		0.3410209123		0.4413160984		0.3216422696

				211374_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-4.2074884514		-1.4623928394		0.3475690679		0.4216801304		0.3216422696

				211387_x_at		RNGTT		-4.199424364		-0.8006702382		0.1906619024		0.5951921161		0.3216422696

				204857_at		MAD1L1		-4.196685337		-1.0850157236		0.2585411191		0.5320251239		0.3216422696

				220132_s_at		LLT1		-4.1923068216		-1.4103143696		0.3364053323		0.4690141641		0.3841586544

				215262_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-4.1873098385		-1.7403285247		0.4156197157		0.3855153764		0.3841586544

				209555_s_at		CD36		-4.1768461864		-1.5256706944		0.3652685846		0.4295832289		0.3841586544

				214707_x_at		ALMS1		-4.1766850745		-0.6696103848		0.1603210136		0.6615991657		0.3841586544

				215786_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-4.1752727133		-1.0285504962		0.246343309		0.5426116551		0.3841586544

				215931_s_at		ARFGEF2		-4.1747111414		-1.7558285811		0.4205868434		0.3180429118		0.3841586544

				222319_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-4.1746111956		-1.6021896282		0.3837937363		0.3811988		0.3841586544

				210088_x_at		MYL4		-4.1745387093		-1.0167076516		0.2435497003		0.5343591199		0.3841586544

				213918_s_at		IDN3		-4.1741834257		-0.6203755793		0.1486220216		0.6639576254		0.3841586544

				207190_at		KIAA0399		-4.174051588		-1.6303062496		0.3905812411		0.3926757325		0.3841586544

				215383_x_at		ACP33		-4.1736097978		-0.5894734997		0.1412382873		0.6871198865		0.3841586544

				206937_at		SPTA1		-4.1662836199		-1.4169817091		0.3401068766		0.4415916152		0.3841586544

				214433_s_at		SELENBP1		-4.1650123523		-1.5935107601		0.382594486		0.3609817825		0.3841586544

				221824_s_at		c-MIR		-4.1643262216		-0.8954579315		0.2150306878		0.5287265431		0.3841586544

				202206_at		ARL7		-4.1590203435		-1.2663010948		0.3044710028		0.4958531121		0.3841586544

				220612_at		MGC4308		-4.156996576		-1.8022773402		0.4335527603		0.3599526767		0.3841586544

				213142_x_at		LOC54103		-4.152617598		-0.8613963057		0.2074345362		0.5959097435		0.3841586544

				221627_at		TRIM10		-4.1179235113		-0.8543291667		0.2074660115		0.5915188355		0.3841586544

				217523_at		CD44		-4.1140312339		-1.7428775615		0.4236422775		0.4022931377		0.3841586544

				215203_at		GOLGA4		-4.1077481042		-1.558113239		0.3793108047		0.4121217114		0.3841586544

				202595_s_at		LEPROTL1		-4.1074352979		-0.6798297131		0.1655119713		0.6341028658		0.3841586544

				207978_s_at		NR4A3		-4.10112184		-1.6549189523		0.4035283556		0.4142220158		0.3841586544

				222357_at		ZNF288		-4.1007266747		-2.2029613193		0.5372124245		0.3685037831		0.3841586544

				220338_at		FLJ10244		-4.0986260962		-1.1912934753		0.2906567829		0.4566769713		0.3841586544

				205873_at		PIGL		-4.0922030417		-0.505996639		0.1236489573		0.7215218134		0.3841586544

				202208_s_at		ARL7		-4.0907880385		-1.9298181657		0.4717472887		0.3644085455		0.3841586544

				213566_at		RNASE6		-4.0904672752		-1.8130562708		0.4432394024		0.3974630952		0.3841586544

				208804_s_at		SFRS6		-4.0894676143		-0.6388147462		0.156209758		0.6715932509		0.3841586544

				210014_x_at		IDH3B		-4.0866664964		-0.4975660725		0.1217535302		0.7264428337		0.3841586544

				206710_s_at		EPB41L3		-4.0818940412		-2.1366030232		0.5234342199		0.4158342483		0.3841586544

				213216_at		KIAA0459		-4.0791575403		-0.7021511869		0.1721314217		0.6350366988		0.3841586544

				202283_at		SERPINF1		-4.0782501755		-1.8686422803		0.4581970698		0.4009920394		0.3841586544

				219043_s_at		VIAF1		-4.0690650584		-0.6577604169		0.1616490293		0.6617169884		0.3841586544

				217679_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-4.0654187287		-1.1538041957		0.2838094358		0.5368317043		0.3841586544

				204143_s_at		HSRTSBETA		-4.0652620056		-0.7885624263		0.1939757942		0.6086165399		0.3841586544

				200830_at		PSMD2		-4.0539006254		-0.4076622216		0.1005604871		0.764005294		0.3841586544

				202972_s_at		FAM13A1		-4.0537317844		-0.6614940202		0.1631814968		0.6648937272		0.3841586544

				201925_s_at		DAF		-4.0482547571		-1.0159206154		0.250952738		0.5853651736		0.3841586544

				211852_s_at		ATRN		-4.0453824643		-1.057974383		0.2615264174		0.5395502899		0.3841586544

				202207_at		ARL7		-4.0436555834		-1.4425247181		0.3567377805		0.4685194476		0.3841586544

				202944_at		NAGA		-4.0390939412		-0.7451514955		0.1844848143		0.6289270422		0.3841586544

				203115_at		FECH		-4.0371148275		-1.0844316343		0.2686155041		0.5126383482		0.3841586544

				208914_at		GGA2		-4.0346539056		-0.4749437387		0.117716104		0.7360482466		0.3841586544

				216850_at		SNRPN		-4.0293413327		-1.677246376		0.4162582014		0.3737134728		0.3841586544

				215628_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-4.0266868955		-0.6522209782		0.1619745948		0.6590788234		0.3841586544

				219526_at		FLJ21802		-4.0181497782		-0.3922679968		0.0976240355		0.7737062346		0.3841586544

				212482_at		FLJ13910		-4.0181299		-0.5490928186		0.1366538246		0.700187628		0.3841586544

				219957_at		RUFY2		-4.0137897137		-1.5623165613		0.3892372727		0.370719663		0.3841586544

				205512_s_at		PDCD8		-4.0096727352		-0.5014713641		0.1250654099		0.7272236085		0.3841586544

				207968_s_at		MEF2C		-4.0088570621		-0.9839141305		0.2454350742		0.5495555281		0.3841586544

				217906_at		KLHDC2		-4.0032484863		-0.4610616529		0.1151718797		0.7422353175		0.3841586544

				206771_at		UPK3A		-3.9957976259		-0.8053011942		0.201537032		0.5941376845		0.3841586544

				215504_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.9946883246		-0.7136708451		0.1786549505		0.6335334099		0.3841586544

				201506_at		TGFBI		-3.987486537		-2.2889094516		0.5740231172		0.3298827748		0.3841586544

				205049_s_at		CD79A		-3.9872085491		-1.6344312745		0.4099186823		0.4870223279		0.3841586544

				201458_s_at		BUB3		-3.9839865734		-0.6372605119		0.1599554868		0.6661698206		0.3841586544

				218217_at		RISC		-3.982944984		-0.993702838		0.2494894712		0.5535114382		0.3841586544

				215204_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.9759457395		-1.1761695173		0.2958213201		0.4755727419		0.3841586544

				205238_at		FLJ12687		-3.9714285235		-0.4780962045		0.1203839378		0.7371392974		0.3841586544

				205324_s_at		FTSJ1		-3.9705117197		-0.3400468822		0.0856430874		0.7992728849		0.3841586544

				212711_at		DKFZp434G2311		-3.9695931048		-0.3533387413		0.0890113248		0.7868149291		0.3841586544

				222030_at		SIVA		-3.9667147484		-0.5901452717		0.1487743156		0.6697515743		0.3841586544

				200898_s_at		MGEA5		-3.9649111445		-0.8580529215		0.2164116395		0.5828151475		0.3841586544

				200790_at		ODC1		-3.9642921365		-0.7748935587		0.1954683288		0.622782637		0.3841586544

				219713_at		CARKL		-3.9639929216		-1.0997445008		0.2774335178		0.5356612009		0.3841586544

				213275_x_at		CTSB		-3.9637631687		-0.8268216528		0.2085951197		0.6081146328		0.3841586544

				215648_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.963126914		-1.3281254115		0.3351205854		0.4690527651		0.3841586544

				208950_s_at		ALDH7A1		-3.9607717552		-1.4523983708		0.3666958009		0.4630094084		0.3841586544

				208433_s_at		LRP8		-3.9607649777		-0.7802214774		0.1969875723		0.6194318633		0.3841586544

				214581_x_at		TNFRSF21		-3.9590316947		-1.6815932751		0.4247486266		0.4511741081		0.3841586544

				211656_x_at		HLA-DQB1		-3.9554261871		-1.4067397319		0.3556480807		0.4868279473		0.3841586544

				218362_s_at		DIS3		-3.9548058196		-0.9192319118		0.2324341456		0.5689543322		0.3841586544

				212385_at		TCF4		-3.9545674222		-1.4224197338		0.3596903484		0.4574341723		0.3841586544

				200597_at		EIF3S10		-3.9539446258		-0.5298251007		0.1339991201		0.7064604333		0.3841586544

				210666_at		IDS		-3.9525979418		-1.8523135321		0.4686319123		0.4103544099		0.3841586544

				215621_s_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.9524527206		-2.6717790764		0.6759800218		0.3476187292		0.3841586544

				222150_s_at		LOC54103		-3.9512549534		-0.9994662565		0.2529490677		0.5519347144		0.3841586544

				211776_s_at		EPB41L3		-3.9500151924		-1.1714695858		0.296573438		0.5005744315		0.3841586544

				201380_at		CRTAP		-3.9393330852		-0.5238790661		0.1329867403		0.7012555945		0.3841586544

				215512_at		TEB4		-3.9292034078		-1.0163311676		0.2586608689		0.549180443		0.5589193537

				205987_at		CD1C		-3.9291509939		-2.3625978587		0.6012998387		0.3854334593		0.5589193537

				214959_s_at		API5		-3.9279470646		-0.6400689745		0.1629525459		0.6642344784		0.5589193537

				206688_s_at		CPSF4		-3.9247336137		-0.4788645143		0.1220119788		0.7262263121		0.5589193537

				216458_at		MGC33602		-3.9198197933		-0.971878804		0.2479396644		0.5617130197		0.5589193537

				203542_s_at		BTEB1		-3.9185915869		-1.0483535694		0.2675332568		0.551400745		0.5589193537

				209281_s_at		ATP2B1		-3.9176675545		-1.2072212553		0.3081479576		0.5336748442		0.5589193537

				221382_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.9162524844		-1.0256449505		0.2618944909		0.5522496901		0.5589193537

				212312_at		BCL2L1		-3.9145007593		-0.8571718376		0.2189734759		0.5446300494		0.5589193537

				207237_at		KCNA3		-3.9122074188		-1.2389383139		0.3166852319		0.4930912544		0.5589193537

				219483_s_at		PPN		-3.9101452167		-0.4164005936		0.1064923604		0.7586371639		0.5589193537

				215268_at		KIAA0754		-3.9078461767		-2.1342453128		0.5461436342		0.3523037866		0.5589193537

				203753_at		TCF4		-3.9064918705		-1.0073189846		0.2578576938		0.5521115569		0.5589193537

				206077_at		KEL		-3.9064189081		-0.852262608		0.2181697939		0.5630502833		0.5589193537

				203521_s_at		ZNF318		-3.9056498529		-0.5915007301		0.1514474549		0.6889406503		0.5589193537

				215221_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.8995365949		-0.896000753		0.2297710847		0.5845319271		0.5589193537

				215956_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.8973227076		-1.083913744		0.2781175246		0.5422286047		0.5589193537

				202125_s_at		ALS2CR3		-3.8948687842		-0.7348450979		0.1886700525		0.6149771002		0.5589193537

				211840_s_at		PDE4D		-3.8903983178		-1.7556253791		0.4512713701		0.4279164544		0.5589193537

				215908_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.888977264		-2.0371421243		0.5238246423		0.3420999081		0.5589193537

				200847_s_at		MGC8721		-3.8874725755		-0.583453362		0.1500855249		0.6865790525		0.5589193537

				204466_s_at		SNCA		-3.8866783149		-1.2594565644		0.3240444571		0.4733207592		0.5589193537

				214594_x_at		ATP8B1		-3.8863123713		-1.1483840829		0.2954945391		0.5180137687		0.5589193537

				203502_at		BPGM		-3.8817028275		-0.930065036		0.2396023285		0.5193984919		0.5589193537

				208609_s_at		TNXB		-3.8787209734		-1.1502128051		0.2965443539		0.5182916944		0.5589193537

				219434_at		TREM1		-3.8743910357		-1.529838553		0.3948590989		0.46719776		0.5589193537

				203288_at		FLJ21369		-3.8741249901		-0.4742636676		0.1224182671		0.7370954116		0.5589193537

				204400_at		EFS		-3.8734515961		-1.3008149738		0.3358283798		0.4699180214		0.5589193537

				210418_s_at		IDH3B		-3.872536664		-0.5317537256		0.1373140584		0.7141948948		0.5589193537

				205998_x_at		CYP3A4		-3.8724383236		-0.6843697357		0.1767283759		0.658403407		0.5589193537

				220948_s_at		ATP1A1		-3.8705727906		-0.5447460814		0.1407404306		0.711897948		0.5589193537

				221756_at		MGC17330		-3.8675017841		-1.1520308566		0.2978746801		0.5407288449		0.5589193537

				211091_s_at		NF2		-3.8650521994		-1.4170891846		0.3666416678		0.4777936201		0.5589193537

				221668_s_at		DNAI2		-3.8604663828		-0.9538782238		0.2470888564		0.5159727968		0.5589193537

				216187_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.8540774641		-1.0137605778		0.2630358593		0.5473588956		0.5589193537

				204077_x_at		LYSAL1		-3.8516261034		-0.6085354653		0.1579944286		0.6726031811		0.5589193537

				215646_s_at		CSPG2		-3.8485768292		-2.3481633309		0.6101380939		0.3258040256		0.5589193537

				217814_at		GK001		-3.8480557341		-0.5678528319		0.1475687649		0.7024666454		0.5589193537

				201686_x_at		API5		-3.8465438642		-0.4479528651		0.1164559357		0.7511683484		0.5589193537

				215069_at		NMT2		-3.8451601476		-0.7457827388		0.1939536223		0.6359993227		0.5589193537

				202839_s_at		NDUFB7		-3.8434084294		-0.613554867		0.1596382165		0.6771066035		0.5589193537

				217322_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.842555785		-1.007120457		0.262096509		0.5537086593		0.5589193537

				213887_s_at		POLR2E		-3.8379564376		-0.5215755204		0.135899281		0.7213833834		0.5589193537

				213359_at		HNRPD		-3.8320501478		-1.1302962528		0.2949586277		0.5200058931		0.5589193537

				210858_x_at		ATM		-3.8288083269		-0.7751754062		0.2024586608		0.625357976		0.5589193537

				203973_s_at		KIAA0146		-3.823516436		-0.7425597669		0.1942085981		0.6347585709		0.5589193537

				214273_x_at		C16orf35		-3.821122215		-0.6507939		0.1703148613		0.6514350377		0.5589193537

				207655_s_at		BLNK		-3.8208606615		-1.3868944942		0.3629796051		0.5119418117		0.5589193537

				205570_at		PIP5K2A		-3.8206659572		-0.8395975856		0.2197516336		0.6004484446		0.5589193537

				206821_x_at		HRBL		-3.8182513437		-1.1879102858		0.3111136955		0.4837027123		0.5589193537

				205297_s_at		CD79B		-3.8171238322		-1.7734470881		0.4646029749		0.4863076123		0.5589193537

				207769_s_at		PQBP1		-3.8167990885		-0.6812368214		0.1784838043		0.6578013764		0.5589193537

				215811_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.8156200589		-0.7831076833		0.2052373327		0.6091000899		0.5589193537

				216008_s_at		ARIH2		-3.8144354998		-1.113922288		0.2920280833		0.4892956912		0.5589193537

				214295_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.8131102834		-1.3453035042		0.3528100171		0.454195135		0.5589193537

				217671_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.8123735468		-1.0492720115		0.275228017		0.5481464001		0.5589193537

				204182_s_at		ZNF297B		-3.8080923939		-1.454571979		0.3819686679		0.5048648505		0.5589193537

				216109_at		KIAA1025		-3.8061109304		-1.6110926093		0.4232910282		0.4292572025		0.5589193537

				211919_s_at		CXCR4		-3.8035864042		-0.9852875456		0.2590417151		0.5578806017		0.5589193537

				222104_x_at		GTF2H3		-3.802091453		-1.0559805437		0.2777367554		0.5102417832		0.5589193537

				215359_x_at		ZNF44		-3.8010556139		-0.5683043526		0.1495122435		0.694056791		0.6267294224

				212225_at		SUI1		-3.7994387882		-1.5668022617		0.4123772876		0.4426314409		0.6267294224

				215612_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.7991649117		-0.803905763		0.2116006495		0.6044310171		0.6267294224

				222207_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.7922474107		-0.8264430227		0.2179296162		0.6225381553		0.6267294224

				222282_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.7866658057		-0.7410905274		0.1957105711		0.6351478918		0.6267294224

				206042_x_at		SNRPN		-3.7718574104		-0.7278313074		0.1929636326		0.6525868287		0.6267294224

				217713_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.7703127829		-0.62467409		0.1656822991		0.6833425845		0.6267294224

				220483_s_at		RNF19		-3.7669485388		-1.1447887627		0.3039034781		0.4946676853		0.6267294224

				217880_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.7665640498		-0.8372266435		0.2222786158		0.6090255894		0.6267294224

				39313_at		PRKWNK1		-3.7634531142		-0.5309098617		0.1410698754		0.6982065175		0.6267294224

				201300_s_at		PRNP		-3.7590477124		-0.5973157885		0.1589008266		0.6845790944		0.6267294224

				220728_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.7569393664		-1.5307627073		0.4074494044		0.4297483607		0.6267294224

				213504_at		COPS6		-3.7568599512		-0.3701616416		0.098529529		0.7838590345		0.6267294224

				214948_s_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.7526307979		-0.5540294891		0.1476376225		0.7036293225		0.6267294224

				210574_s_at		NUDC		-3.7517105279		-0.4214111894		0.1123250811		0.7614587915		0.6267294224

				202124_s_at		ALS2CR3		-3.7511408927		-1.0000601973		0.2666016089		0.5257276719		0.6267294224

				204543_at		GRF2		-3.7507631679		-1.3861498777		0.3695647567		0.43208226		0.6267294224

				219765_at		FLJ12586		-3.7479178078		-0.7613357326		0.2031356534		0.6355336085		0.6267294224

				207227_x_at		RFPL2		-3.7478353934		-0.7477879673		0.1995252963		0.6242027722		0.6267294224

				212521_s_at		PDE8A		-3.7456396008		-0.4544308011		0.1213226176		0.743949771		0.6267294224

				215587_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.7448519588		-1.2511672516		0.3341032611		0.5009016798		0.6267294224

				204842_x_at		PRKAR2A		-3.7430721726		-0.3683792106		0.0984162724		0.7883542899		0.6267294224

				208082_x_at		MKRN4		-3.7339847113		-0.630808694		0.168937139		0.6833306671		0.6267294224

				208450_at		LGALS2		-3.7293694127		-2.8457989778		0.7630777922		0.3079001047		0.6267294224

				211955_at		KPNB3		-3.7271681463		-0.5784106388		0.1551876964		0.6982286546		0.6267294224

				204292_x_at		STK11		-3.7251050491		-0.9491545452		0.2547994037		0.4697675206		0.6267294224

				219590_x_at		CGI-30		-3.7248333269		-0.6479127455		0.1739440906		0.6717435319		0.6267294224

				219251_s_at		FLJ10300		-3.7243483307		-0.9336126249		0.2506781165		0.4213732004		0.6267294224

				215716_s_at		ATP2B1		-3.7203150738		-1.1933430042		0.3207639623		0.5531573919		0.6267294224

				209534_x_at		AKAP13		-3.7199638878		-0.5307296044		0.1426706335		0.695317566		0.6267294224

				206636_at		RASA2		-3.7198917384		-1.0726325373		0.2883504717		0.5300212036		0.6267294224

				209574_s_at		C18orf1		-3.717594905		-0.6111158384		0.164384731		0.6928464774		0.6267294224

				207182_at		GABRA6		-3.7107145228		-1.0869091156		0.2929110038		0.4820672756		0.6267294224

				220796_x_at		SLC35E1		-3.710514241		-0.6855306497		0.1847535423		0.6562641558		0.6267294224

				210017_at		MALT1		-3.7100312143		-0.8708325938		0.2347237917		0.568569947		0.6267294224

				212956_at		KIAA0882		-3.7058963421		-1.6043091824		0.4329071928		0.4205820377		0.6267294224

				222145_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.7043031744		-2.1879798185		0.5906589487		0.3480096247		0.6267294224

				202213_s_at		CUL4B		-3.7024043331		-0.4747541124		0.1282285968		0.7128506563		0.6267294224

				209299_x_at		PPIL2		-3.7014909233		-1.3677563601		0.3695149842		0.4148383971		0.6267294224

				222326_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.6999891809		-1.2299354572		0.3324159604		0.4667789466		0.6267294224

				212989_at		MOB		-3.6984403727		-0.5145265827		0.1391198805		0.7280092162		0.6267294224

				222203_s_at		RDH14		-3.6963047785		-0.5622476307		0.1521107334		0.6940678348		0.6267294224

				207614_s_at		CUL1		-3.6938007338		-0.5602062757		0.1516612065		0.7094574846		0.6267294224

				217879_at		CDC27		-3.6935097954		-0.4605622648		0.1246950165		0.7406809813		0.6267294224

				208874_x_at		PPP2R4		-3.6926223278		-0.4884894827		0.1322879621		0.7259889446		0.6267294224

				201871_s_at		LOC51035		-3.6902871365		-0.4702163855		0.1274199996		0.7441732192		0.6267294224

				219135_s_at		FLJ12681		-3.6861000028		-1.1778397759		0.3195354915		0.4864402137		0.6267294224

				211386_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.6818426241		-1.0006358631		0.2717758376		0.5558673227		0.6267294224

				210137_s_at		DCTD		-3.6817705988		-0.5888401208		0.1599339516		0.6962825656		0.6267294224

				204622_x_at		NR4A2		-3.6811677315		-1.8235597971		0.4953753619		0.4312945372		0.6267294224

				44790_s_at		C13orf18		-3.6806744415		-1.3026544154		0.3539173149		0.5018544832		0.6267294224

				221000_s_at		FKSG28		-3.678901191		-1.2197989903		0.3315661191		0.4367410948		0.6267294224

				219622_at		RAB20		-3.6780958583		-0.8897814363		0.2419136071		0.6009032896		0.6267294224

				217703_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.6777528582		-0.421982437		0.1147392044		0.7579590428		0.6267294224

				217362_x_at		HLA-DRB3		-3.6770394692		-0.763942107		0.2077601052		0.6171756622		0.7458080126

				208816_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.6748961784		-0.7044260884		0.1916859835		0.656028674		0.7458080126

				209997_x_at		PCM1		-3.6732061292		-0.4895130435		0.133265879		0.7306292694		0.7458080126

				218155_x_at		FLJ10534		-3.6710338731		-0.5156539665		0.1404655975		0.711360135		0.7458080126

				206551_x_at		FLJ20059		-3.6684646275		-0.7482453841		0.2039669072		0.6401486521		0.7458080126

				221559_s_at		MIS12		-3.6659338957		-0.6288578344		0.171540964		0.6843536399		0.7458080126

				220720_x_at		FLJ14346		-3.6652749631		-0.9504791873		0.2593200229		0.5741636911		0.7458080126

				213537_at		HLA-DPA1		-3.6639428469		-1.691604461		0.4616896419		0.4277696987		0.7458080126

				208246_x_at		FLJ20006		-3.6634322637		-0.9588660036		0.2617397933		0.5843863865		0.7458080126

				200681_at		GLO1		-3.662310539		-0.5757465104		0.1572085448		0.7087618264		0.7458080126

				210732_s_at		LGALS8		-3.660302598		-0.6491471593		0.1773479492		0.6662863184		0.7458080126

				217047_s_at		FAM13A1		-3.6602582368		-0.7761934253		0.2120597442		0.6402953811		0.7458080126

				204730_at		RIMS3		-3.6583893958		-0.7670684022		0.2096737988		0.6192274659		0.7458080126

				217276_x_at		dJ222E13.1		-3.6581734389		-0.9145608628		0.2500047846		0.5785942007		0.7458080126

				210785_s_at		C1orf38		-3.6573213943		-0.8857842352		0.2421948032		0.59699741		0.7458080126

				204632_at		RPS6KA4		-3.6548053441		-0.4989921899		0.1365304422		0.7187117179		0.7458080126

				216833_x_at		GYPE		-3.6532598549		-1.2497832636		0.3421008396		0.505005275		0.7458080126

				211610_at		COPEB		-3.653167763		-0.5791495431		0.1585335196		0.685925479		0.7458080126

				203547_at		CD4		-3.6521149409		-0.7935071006		0.2172733097		0.6313808951		0.7458080126

				215626_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.6509024881		-1.2040542769		0.3297963396		0.4342125324		0.7458080126

				212993_at		MGC23427		-3.645822177		-0.6199523027		0.1700445805		0.6597207304		0.7458080126

				218881_s_at		FLJ23306		-3.6437429034		-1.1040847795		0.3030084198		0.5366114808		0.7458080126

				217602_at		PPIA		-3.6416029521		-1.2572656993		0.3452506261		0.4948210923		0.7458080126

				217860_at		NDUFA10		-3.6375180371		-0.4173148882		0.1147251736		0.7666428211		0.7458080126

				213437_at		RIPX		-3.6312058257		-0.7183970884		0.1978398149		0.5913384917		0.7458080126

				209430_at		BTAF1		-3.6286711168		-0.5635288603		0.1552989627		0.7038324532		0.7458080126

				205686_s_at		CD86		-3.628059425		-1.0909386224		0.3006948053		0.5284878061		0.7458080126

				210341_at		MYT1		-3.6249713551		-0.6026414089		0.1662472196		0.6675468709		0.7458080126

				203020_at		KIAA0471		-3.6236754892		-0.7492114316		0.2067545601		0.6500222856		0.7458080126

				201866_s_at		NR3C1		-3.6233452606		-0.3408138483		0.0940605501		0.8027232502		0.7458080126

				212695_at		CRY2		-3.6194047702		-1.1041590373		0.3050664702		0.4328363996		0.7458080126

				219528_s_at		BCL11B		-3.6176879996		-1.2955394111		0.3581125324		0.5122670345		0.7458080126

				204552_at		INPP4A		-3.6157958511		-0.6719571946		0.1858393622		0.654372381		0.7458080126

				206959_s_at		UPF3A		-3.613072769		-0.5995905196		0.1659503027		0.6912901817		0.7458080126

				205141_at		RNASE4		-3.6127918936		-1.185139966		0.3280399206		0.5361708472		0.7458080126

				220076_at		ANKH		-3.6125843736		-1.6225669724		0.449142997		0.4520710721		0.7458080126

				214422_at		RAD23B		-3.6122972722		-1.579917769		0.4373720239		0.4013268379		0.7458080126

				219529_at		CLIC3		-3.6098167407		-2.2903854956		0.6344880253		0.3603862991		0.7458080126

				209024_s_at		NSAP1		-3.6057896396		-0.5815494933		0.1612821466		0.7006537917		0.7458080126

				202236_s_at		SLC16A1		-3.6036569158		-0.3964145468		0.1100034093		0.7682237732		0.7458080126

				215605_at		NCOA2		-3.6028581271		-0.7457057559		0.2069761644		0.6321537523		0.7458080126

				212774_at		ZNF238		-3.6027735949		-0.5927744661		0.1645328108		0.6875529564		0.7458080126

				208925_at		C3orf4		-3.6022610865		-0.638742713		0.1773171621		0.6757326951		0.7458080126

				214520_at		FOXC2		-3.5959774849		-1.0948889156		0.3044760208		0.4669109315		0.7458080126

				220439_at		RIN3		-3.5957572871		-0.6000333264		0.1668725886		0.6785459971		0.7458080126

				214753_at		CG005		-3.5956280184		-1.2180629869		0.3387622359		0.5151034357		0.7458080126

				210543_s_at		PRKDC		-3.5954921688		-0.5655992906		0.1573078911		0.7068748998		0.7458080126

				212671_s_at		HLA-DQA1		-3.592481651		-2.0412185053		0.5681917692		0.4018893378		0.7458080126

				216360_x_at		KIAA0690		-3.5920624215		-1.2804347976		0.3564622903		0.470972067		0.7458080126

				212387_at		TCF4		-3.589641164		-1.1752823684		0.3274094303		0.5276327139		0.7458080126

				202943_s_at		NAGA		-3.5895883735		-0.458817783		0.127819052		0.7483924223		0.7458080126

				207730_x_at		FLJ20700		-3.5878320958		-0.8365917478		0.233174721		0.6139971964		0.7458080126

				219343_at		HARC		-3.5862835066		-0.5117140769		0.1426864541		0.7289572882		0.7458080126

				210018_x_at		MALT1		-3.5861277528		-0.6095664389		0.1699790083		0.6774094288		0.7458080126

				215212_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.5840733874		-1.5291671191		0.4266561964		0.4459616128		0.7458080126

				202736_s_at		LSM4		-3.5813757014		-0.6482469228		0.1810050039		0.6781566885		0.7458080126

				201988_s_at		CREBL2		-3.5808859398		-0.4248844591		0.1186534467		0.7543248621		0.7458080126

				217878_s_at		CDC27		-3.5807693607		-0.576902576		0.1611113473		0.690205169		0.7458080126

				216755_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.5800660974		-0.9212998246		0.2573415684		0.5890948289		0.7458080126

				213376_at		ZBTB1		-3.5797112858		-0.5857842732		0.1636400889		0.6761038139		0.7458080126

				204947_at		E2F1		-3.5793956659		-0.8827055664		0.2466074301		0.5391169751		0.7458080126

				219471_at		C13orf18		-3.5790071738		-1.4148563366		0.3953208999		0.4927772998		0.7458080126

				211824_x_at		DEFCAP		-3.577848227		-0.8287967224		0.2316466965		0.6185779994		0.7458080126

				201105_at		LGALS1		-3.5773135603		-1.0448391094		0.2920736726		0.5686257684		0.7458080126

				202151_s_at		GBDR1		-3.5732616565		-0.742337445		0.2077478551		0.637484495		0.7458080126

				209703_x_at		DKFZP586A0522		-3.5732604278		-0.5601836411		0.1567710086		0.7036342709		0.7458080126

				215553_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.5700701606		-0.5417307927		0.1517423379		0.7077539283		0.7458080126

				222024_s_at		AKAP13		-3.5691784116		-0.7801062618		0.2185674606		0.5698974635		0.7458080126

				202704_at		TOB1		-3.5685717324		-0.6135659542		0.1719360013		0.672812403		0.7458080126

				211339_s_at		ITK		-3.5679223597		-1.2297416294		0.3446660284		0.5256726982		0.7458080126

				212827_at		IGHM		-3.5657343867		-1.639767093		0.4598679866		0.5883926792		0.7458080126

				200965_s_at		ABLIM1		-3.5632352376		-0.9411399906		0.2641251357		0.5904970938		0.7458080126

				217596_at		UPF3A		-3.5622886734		-0.8223466871		0.2308478516		0.5363598687		0.7458080126

				215156_at		REC14		-3.560630623		-0.7729931707		0.2170944567		0.6131030702		0.7458080126

				207436_x_at		SORBS1		-3.5604684275		-0.5914572519		0.1661178196		0.6835915204		0.7458080126

				222310_at		KIAA1172		-3.5599771612		-1.0031703272		0.2817912255		0.5147635836		0.7458080126

				208002_s_at		BACH		-3.558505929		-0.4601650209		0.1293141083		0.727142997		0.7458080126

				218307_at		FLJ11164		-3.5580261102		-0.4586763089		0.1289131374		0.7432302575		0.7458080126

				41577_at		PPP1R16B		-3.5579355678		-2.0351457181		0.5720018475		0.4518299529		0.7458080126

				209064_x_at		PAIP1		-3.557130172		-0.6759107681		0.190015753		0.6844565675		0.7458080126

				212386_at		TCF4		-3.5466597573		-0.9602650052		0.2707519387		0.5891328708		0.7458080126

				220790_s_at		MS4A5		-3.5454143325		-1.2024064517		0.3391441279		0.4634612627		0.7458080126

				203124_s_at		SLC11A2		-3.5431888818		-1.0134802848		0.2860362003		0.565697852		0.7458080126

				205976_at		KIAA0971		-3.543180965		-1.5524030688		0.4381382391		0.4635492303		0.7458080126

				206404_at		FGF9		-3.5428646576		-1.3230790253		0.3734489328		0.4827344435		0.7458080126

				203941_at		FLJ10871		-3.5423692478		-0.3472379699		0.0980242164		0.7918800625		0.7458080126

				216191_s_at		TRD		-3.5421799303		-1.3624975282		0.3846494405		0.4474060917		0.7458080126

				216248_s_at		NR4A2		-3.5418334593		-1.9498099131		0.5505086378		0.4170547782		0.7458080126

				214771_x_at		RHOIP3		-3.5414444239		-0.5525696016		0.1560294432		0.7031120738		0.7458080126

				213327_s_at		USP12L1		-3.540289949		-0.508615463		0.1436649174		0.7186984733		0.7458080126

				219015_s_at		MDS031		-3.5400271544		-0.577435167		0.1631160276		0.6929670573		0.7458080126

				205419_at		EBI2		-3.5399944463		-1.6961424282		0.4791370308		0.4225622595		0.7458080126

				212511_at		PICALM		-3.53687829		-0.4577539937		0.1294231682		0.7422448565		0.9433144823

				211177_s_at		TXNRD2		-3.533057566		-1.1393329281		0.322477884		0.5405971674		0.9433144823

				215761_at		RC3		-3.5323393548		-0.9114675708		0.2580351091		0.6059350291		0.9433144823

				212129_at		NIPA2		-3.5315339727		-0.6240414986		0.1767055063		0.6853316764		0.9433144823

				208074_s_at		AP2S1		-3.5308029444		-0.4689799336		0.1328252924		0.7477685975		0.9433144823

				209042_s_at		UBE2G2		-3.5297314225		-0.6860081976		0.194351387		0.6684384488		0.9433144823

				207130_at		PRKCBP1		-3.5280371001		-1.2542214461		0.3555012066		0.3868050013		0.9433144823

				208051_s_at		PAIP1		-3.5279227967		-0.6410777382		0.1817153535		0.6874763		0.9433144823

				205511_at		GABPB2		-3.5272309234		-1.1127426316		0.3154720107		0.5100104622		0.9433144823

				216012_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.5266767819		-1.0437378255		0.2959550563		0.5367703803		0.9433144823

				215330_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.5247975569		-1.9058036155		0.5406845598		0.4524301105		0.9433144823

				201751_at		KIAA0063		-3.5168455495		-0.8881361897		0.2525377294		0.5992319551		0.9433144823

				201671_x_at		USP14		-3.5160039662		-0.4794815124		0.1363711523		0.7287015675		0.9433144823

				201869_s_at		TBL1X		-3.5140100512		-1.5998268375		0.4552709908		0.4047234816		0.9433144823

				218696_at		EIF2AK3		-3.5132792736		-0.6411293965		0.1824874559		0.6905419761		0.9433144823

				215308_at		G22P1		-3.5118113299		-1.2770184594		0.3636352695		0.4971347943		0.9433144823

				212473_s_at		MICAL2		-3.5117110179		-0.8836012449		0.2516155915		0.6039193637		0.9433144823

				203100_s_at		CDYL		-3.5107124169		-0.8161009211		0.232460203		0.6094840714		0.9433144823

				218949_s_at		QRSL1		-3.509033581		-0.5323641291		0.1517124635		0.7011624182		0.9433144823

				213459_at		RPL37A		-3.5084845038		-0.8098203627		0.2308177111		0.6023559067		0.9433144823

				218343_s_at		GTF3C3		-3.5081055175		-0.5344201601		0.1523386789		0.7052984897		0.9433144823

				207575_at		GOLGA6		-3.5064635342		-1.4713222143		0.4196028848		0.4821747639		0.9433144823

				210786_s_at		FLI1		-3.5048692536		-0.7422116464		0.2117658585		0.5966889352		0.9433144823

				220176_at		C14orf127		-3.4976947555		-0.8030203964		0.2295856135		0.6181874624		0.9433144823

				212061_at		SR140		-3.4963161337		-0.741882053		0.2121896375		0.6551044202		0.9433144823

				209510_at		RNF139		-3.495582177		-0.5719324494		0.1636157929		0.7096434817		0.9433144823

				216278_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.4943964318		-1.6351763496		0.4679424277		0.4177191907		0.9433144823

				202058_s_at		KPNA1		-3.4921147068		-0.4099610415		0.1173962129		0.7744972656		0.9433144823

				210965_x_at		CDC2L5		-3.492032306		-1.0784484235		0.3088311702		0.5449000339		0.9433144823

				204620_s_at		CSPG2		-3.4903737516		-1.6913943534		0.4845883202		0.4414318634		0.9433144823

				210837_s_at		PDE4D		-3.4897975128		-0.8351118481		0.2393009466		0.6169319877		0.9433144823

				212894_at		SUPV3L1		-3.4893582652		-0.4893213872		0.1402324869		0.727489657		0.9433144823

				207830_s_at		PPP1R8		-3.4864466454		-0.5796792598		0.1662664939		0.7070733329		0.9433144823

				205597_at		C6orf29		-3.4862629851		-1.0707633187		0.3071378503		0.5408562924		0.9433144823

				214049_x_at		CD7		-3.4831432914		-1.804730451		0.5181327037		0.4373959491		0.9433144823

				206088_at		KIAA0563		-3.4797430749		-0.6848411728		0.1968079706		0.6596271211		0.9433144823

				215385_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.4792517644		-1.2490230434		0.3589918546		0.4924445708		0.9433144823

				215386_at		AUTS2		-3.4790661567		-1.4090197961		0.4049994259		0.4814261257		0.9433144823

				206474_at		PCTK2		-3.478956823		-0.6103757085		0.1754479114		0.6916105415		0.9433144823

				205267_at		POU2AF1		-3.4779995754		-1.4095069433		0.4052636904		0.5369865078		0.9433144823

				208763_s_at		DSIPI		-3.4772087592		-0.9294731583		0.2673043877		0.595874576		0.9433144823

				200719_at		SKP1A		-3.4748307793		-0.5966495709		0.1717060797		0.6928687009		0.9433144823

				215381_at		FRAP1		-3.4746251971		-0.980368499		0.2821508633		0.5491203189		0.9433144823

				214383_x_at		KLHDC3		-3.4743652014		-0.3950928051		0.1137165445		0.7759797029		0.9433144823

				200776_s_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.4743291934		-0.4835557013		0.1391795867		0.7348451921		0.9433144823

				201399_s_at		TRAM1		-3.4742224954		-0.5709180756		0.1643297389		0.6870339986		0.9433144823

				210556_at		NFATC3		-3.4728134434		-0.7199271735		0.207303728		0.6368210465		0.9433144823

				215346_at		TNFRSF5		-3.4708471782		-1.6300667472		0.4696452087		0.5220448281		0.9433144823

				214245_at		RPS14		-3.4705248636		-0.3771314781		0.1086669864		0.7850926744		0.9433144823

				205105_at		MAN2A1		-3.4658825669		-0.8246812509		0.2379426409		0.6118263537		0.9433144823

				208707_at		EIF5		-3.4639470118		-0.714900829		0.2063833039		0.6464005564		0.9433144823

				212256_at		GALNT10		-3.4626155611		-0.5885709106		0.1699787055		0.6856172842		0.9433144823

				208629_s_at		HADHA		-3.4610369769		-0.4931082783		0.1424741433		0.7206946018		0.9433144823

				221558_s_at		LEF1		-3.454683881		-1.2606226779		0.364902469		0.5214370815		0.9433144823

				222371_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.4536507753		-1.2978346816		0.3757863102		0.5021414777		0.9433144823

				209062_x_at		NCOA3		-3.4527501838		-1.2139318619		0.3515840409		0.5511134633		0.9433144823

				202556_s_at		MCRS1		-3.4527124417		-0.4612215971		0.133582395		0.7387049181		0.9433144823

				218529_at		8D6A		-3.4523844762		-1.075011549		0.3113823377		0.5000772678		0.9433144823

				203118_at		PCSK7		-3.4515084249		-1.2056800585		0.3493197495		0.5232366771		0.9433144823

				211034_s_at		FLJ30092		-3.4496934835		-0.4356208172		0.1262781228		0.7407624306		0.9433144823

				216330_s_at		POU6F1		-3.449521527		-1.1977064049		0.3472094305		0.4691216507		0.9433144823

				208936_x_at		LGALS8		-3.4446550235		-0.4725588544		0.1371861191		0.7396828939		0.9433144823

				221658_s_at		IL21R		-3.4445492047		-1.3835169994		0.4016540096		0.5169532084		0.9433144823

				214785_at		CHAC		-3.4414883306		-0.5368218117		0.1559853645		0.6992467595		0.9433144823

				213652_at		PCSK5		-3.4396298852		-1.0605248189		0.3083252717		0.5540521978		0.9433144823

				201368_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.436483537		-0.4252507569		0.1237459026		0.7670743064		0.9433144823

				215037_s_at		BCL2L1		-3.435046147		-0.7531887995		0.2192659916		0.6092502004		0.9433144823

				220602_s_at		FLJ22795		-3.4342450536		-1.4426790057		0.4200862149		0.4691154617		0.9433144823

				217759_at		TRIM44		-3.4339392172		-0.7282644348		0.2120784291		0.6218418657		0.9433144823

				213472_at		HNRPH1		-3.4333719327		-1.3793142474		0.4017374973		0.4820717559		0.9433144823

				200787_s_at		PEA15		-3.4328653682		-0.3706878817		0.1079820622		0.7769506864		0.9433144823

				216250_s_at		LPXN		-3.4300252675		-0.5432693737		0.1583864057		0.715478959		0.9433144823

				207571_x_at		C1orf38		-3.4282937572		-0.8169175847		0.2382869271		0.6306632093		0.9433144823

				211861_x_at		CD28		-3.4280833653		-1.3420830905		0.3914966316		0.5014855069		0.9433144823

				202070_s_at		IDH3A		-3.4278138718		-0.6078850616		0.1773389934		0.6839898953		0.9433144823

				215654_at		BCAT2		-3.4255837965		-0.9876205541		0.2883072237		0.5389041122		0.9433144823

				202644_s_at		TNFAIP3		-3.42502589		-1.4334168997		0.4185127195		0.5289267251		0.9433144823

				214693_x_at		NOTCH2		-3.4247755839		-0.9769965459		0.2852731579		0.5670574778		0.9433144823

				218497_s_at		RNASEH1		-3.4205053689		-0.3636529694		0.1063155675		0.7911824928		0.9433144823

				203921_at		CHST2		-3.4196513265		-0.6855264837		0.2004667781		0.6537754151		0.9433144823

				208349_at		ANKTM1		-3.4195170757		-0.646830316		0.1891583816		0.6671421808		0.9433144823

				201285_at		MKRN1		-3.4187813474		-0.5179459042		0.1515001551		0.7051832108		0.9433144823

				204516_at		SCA7		-3.4143433124		-0.7631091816		0.2235010108		0.6373676611		0.9433144823

				201123_s_at		EIF5A		-3.4139427736		-1.4593464003		0.4274665679		0.4830909367		0.9433144823

				208963_x_at		FADS1		-3.4086872938		-1.8460580209		0.5415744719		0.4766749553		0.9433144823

				203659_s_at		RFP2		-3.4058527673		-0.3568072097		0.1047629578		0.7894716756		0.9433144823

				213067_at		MYH10		-3.405636969		-1.4683629137		0.4311566168		0.4829493088		0.9433144823

				218539_at		FBXO34		-3.4048898029		-0.3363133206		0.0987736285		0.8034827678		0.9433144823

				212454_x_at		HNRPDL		-3.4042016549		-0.7509775578		0.2206031352		0.6475312187		0.9433144823

				212880_at		WDR7		-3.4036533161		-0.2935389826		0.0862423271		0.8250893914		0.9433144823

				215500_at		na		-3.4033747213		-1.0370967545		0.3047259968		0.5593438475		0.9433144823

				210555_s_at		NFATC3		-3.4029500528		-0.4961520057		0.1458005548		0.7252162136		0.9433144823

				200075_s_at		GUK1		-3.4023374619		-0.5485586553		0.1612299372		0.6870638803		0.9433144823

				217507_at		SLC11A1		-3.4017519388		-0.8315846152		0.2444577471		0.5603372899		0.9433144823

				207891_s_at		TREX2		-3.401387508		-0.8151334011		0.2396473201		0.6185796244		0.9433144823

				208319_s_at		RBM3		-3.4010299645		-0.4775483884		0.140412873		0.7383849217		0.9433144823

				204728_s_at		AND-1		-3.3998634374		-0.6319374776		0.1858714296		0.6715918331		0.9433144823

				215925_s_at		CD72		-3.3987182756		-1.9518103269		0.574278351		0.551637988		0.9433144823

				215189_at		KRTHB6		-3.3985398578		-0.3520006893		0.1035740948		0.7946989832		0.9433144823

				201816_s_at		GBAS		-3.3979935771		-0.506387473		0.1490254356		0.7237268437		0.9433144823

				200762_at		DPYSL2		-3.3958050229		-1.2647100269		0.3724330515		0.508010196		1.1415428764

				207686_s_at		CASP8		-3.3953895993		-0.880512992		0.2593260556		0.6023261795		1.1415428764

				206093_x_at		TNXB		-3.395082145		-1.4762127623		0.4348091443		0.4662325288		1.1415428764

				209041_s_at		UBE2G2		-3.3948059989		-0.5457669679		0.1607652891		0.6948134978		1.1415428764

				212188_at		LOC115207		-3.3942766598		-1.1383168196		0.335363594		0.5423280423		1.1415428764

				214551_s_at		CD7		-3.3937638994		-1.8273139285		0.5384328382		0.4248239775		1.1415428764

				214924_s_at		OIP106		-3.39073864		-0.5564362987		0.1641047446		0.7113196778		1.1415428764

				219508_at		GCNT3		-3.3890280184		-0.985313982		0.2907364521		0.5841588742		1.1415428764

				215013_s_at		USP34		-3.386143191		-1.4187103014		0.4189752829		0.488213805		1.1415428764

				215791_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.3855830409		-1.3098562715		0.3868923774		0.4689969605		1.1415428764

				215012_at		ZNF451		-3.3843668699		-1.1185086417		0.3304927287		0.5361033067		1.1415428764

				206487_at		UNC84A		-3.3833888195		-0.8677862765		0.2564843483		0.5446079344		1.1415428764

				208866_at		CSNK1A1		-3.3826450515		-0.6376984279		0.1885206453		0.6668099082		1.1415428764

				211594_s_at		MRPL9		-3.3817447006		-0.9341262453		0.2762261282		0.5843418615		1.1415428764

				203188_at		B3GNT6		-3.3798743388		-0.3459321454		0.1023505938		0.8009998077		1.1415428764

				208944_at		TGFBR2		-3.3792949975		-0.4847416382		0.1434446056		0.7312406377		1.1415428764

				201902_s_at		YY1		-3.379039897		-0.9399002482		0.2781560079		0.5816748768		1.1415428764

				222311_s_at		KIAA1172		-3.3771745322		-0.6118398087		0.1811691409		0.652804052		1.1415428764

				201075_s_at		SMARCC1		-3.3754270497		-0.4930779607		0.1460786897		0.7289937108		1.1415428764

				201646_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.3732789777		-0.6232599638		0.184763836		0.6559680647		1.1415428764

				217257_at		SH3BP2		-3.3714570939		-0.9251850628		0.2744169767		0.601192974		1.1415428764

				208670_s_at		CRI1		-3.3662397542		-0.6156583713		0.1828920149		0.6772173398		1.1415428764

				203821_at		DTR		-3.3648266299		-2.2765538579		0.6765738947		0.4950589007		1.1415428764

				215707_s_at		PRNP		-3.3611241504		-0.3512105605		0.1044919928		0.7950115148		1.1415428764

				207460_at		GZMM		-3.3611212433		-1.3197410915		0.3926490584		0.5430244106		1.1415428764

				218605_at		TFB2M		-3.3599274031		-0.477403124		0.1420873331		0.7376892269		1.1415428764

				216945_x_at		PASK		-3.3547267157		-0.6601858606		0.1967927395		0.6597583725		1.1415428764

				210807_s_at		SLC16A7		-3.3541758069		-0.5405426115		0.161155122		0.7161023345		1.1415428764

				217293_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.3538174392		-0.4649618001		0.1386365861		0.737000592		1.1415428764

				216858_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.3534842464		-1.7890700503		0.5334958863		0.4548415563		1.1415428764

				208617_s_at		PTP4A2		-3.3496652914		-0.4850496099		0.1448053963		0.7139992046		1.1415428764

				221712_s_at		FLJ10439		-3.3462244923		-0.4757123739		0.1421639149		0.7211278789		1.1415428764

				38521_at		CD22		-3.3461537959		-1.2005840133		0.3587952278		0.5856577245		1.1415428764

				221731_x_at		CSPG2		-3.3446598848		-1.7739751797		0.530390306		0.4375263723		1.1415428764

				201608_s_at		PWP1		-3.3430498983		-0.3996749987		0.1195540033		0.7767550553		1.1415428764

				204418_x_at		GSTM2		-3.3430149257		-0.8202569095		0.2453644174		0.6264890113		1.1415428764

				218284_at		DKFZP586N0721		-3.3420396642		-0.5157397986		0.1543188742		0.7237871738		1.1415428764

				212917_x_at		RECQL		-3.3414360271		-0.5778519922		0.1729352253		0.7042241809		1.1415428764

				220597_s_at		ARL6IP4		-3.3388270663		-0.2993027201		0.0896430735		0.8197119177		1.1415428764

				208623_s_at		VIL2		-3.3385771215		-0.4720905999		0.141404731		0.7426039982		1.1415428764

				204180_s_at		ZNF297B		-3.3380120622		-0.4841443109		0.1450397128		0.7363535026		1.1415428764

				202922_at		GCLC		-3.3378482558		-0.5209092785		0.156061402		0.7224751558		1.1415428764

				202717_s_at		CDC16		-3.337450192		-0.3562191812		0.1067339318		0.7977832689		1.1415428764

				200838_at		CTSB		-3.3360516711		-0.9528973334		0.2856362633		0.6096106741		1.1415428764

				201031_s_at		HNRPH1		-3.3359399545		-0.5061655793		0.1517310222		0.7316603642		1.1415428764

				215206_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.335520741		-0.7405796128		0.222028184		0.6040518192		1.1415428764

				212229_s_at		FBXO21		-3.3333857209		-0.5988092413		0.1796399491		0.6824688859		1.1415428764

				212382_at		TCF4		-3.3329117536		-0.946483452		0.2839809518		0.6067416565		1.1415428764

				203104_at		CSF1R		-3.3328323144		-0.9375309678		0.2813015716		0.5950847516		1.1415428764

				222308_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.3327542917		-1.1051182138		0.331593066		0.5095986038		1.1415428764

				212107_s_at		DHX9		-3.3318936381		-0.6517019075		0.1955950514		0.6777970383		1.1415428764

				205259_at		NR3C2		-3.330908874		-1.5610589968		0.4686585721		0.4762806715		1.1415428764

				218880_at		FOSL2		-3.3303935056		-1.3283101803		0.3988448146		0.5251318577		1.1415428764

				201743_at		CD14		-3.3301358635		-1.7856134682		0.5361983839		0.4532392935		1.1415428764

				209236_at		SLC23A2		-3.3297301962		-0.7178720724		0.2155946669		0.639598228		1.1415428764

				216105_x_at		PPP2R4		-3.3278834895		-0.4769690443		0.143325043		0.7235049395		1.1415428764

				200798_x_at		MCL1		-3.322578585		-0.883578997		0.2659317077		0.6104008545		1.1415428764

				213517_at		DKFZP564J157		-3.3224295298		-0.65106425		0.1959602887		0.6589936884		1.1415428764

				206555_s_at		FLJ20274		-3.3215674851		-0.6234030868		0.1876834024		0.6852248333		1.1415428764

				210620_s_at		GTF3C2		-3.3201354873		-0.4271769116		0.1286624938		0.7498534134		1.1415428764

				209890_at		TM4SF9		-3.3188342865		-0.8169158055		0.2461454038		0.6187708579		1.1415428764

				211688_x_at		KIR3DL2		-3.3185591427		-1.4668091187		0.4420018013		0.4743976051		1.1415428764

				217964_at		FLJ20343		-3.3182839073		-0.4753344661		0.1432470757		0.7496962873		1.1415428764

				213069_at		KIAA1237		-3.3158237683		-1.371837678		0.4137245445		0.5067391431		1.1415428764

				218328_at		COQ4		-3.3152447128		-1.3933622201		0.4202894027		0.5370115845		1.1415428764

				210658_s_at		GGA2		-3.3150765777		-0.4937241531		0.1489329557		0.7317993228		1.1415428764

				209014_at		MAGED1		-3.314283286		-0.4297045171		0.12965232		0.7629633651		1.1415428764

				32032_at		DGCR14		-3.3133419759		-0.2787515427		0.0841300248		0.8205437703		1.1415428764

				220239_at		SBBI26		-3.31178847		-0.5443006356		0.1643524762		0.7040480717		1.1415428764

				213575_at		TRA2A		-3.310960187		-1.1797666574		0.3563216079		0.5313782253		1.1415428764

				204197_s_at		RUNX3		-3.3101201084		-0.8583799453		0.2593198788		0.6473165661		1.1415428764

				205835_s_at		FLJ21940		-3.3084993612		-0.8273722111		0.2500747683		0.6155814768		1.1415428764

				200797_s_at		MCL1		-3.3082320041		-0.6306754671		0.190638222		0.6967052178		1.1415428764

				210109_at		p100		-3.3077819825		-1.327351188		0.4012813405		0.5054774424		1.1415428764

				215435_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.3073516569		-0.8576191675		0.2593069188		0.6376632565		1.1415428764

				218025_s_at		PECI		-3.3046801839		-0.7635735185		0.2310582193		0.6595391365		1.1415428764

				200956_s_at		SSRP1		-3.3038012355		-0.6566078703		0.1987431517		0.6696866756		1.1415428764

				215713_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.3035251129		-1.0582681979		0.3203451349		0.4922049764		1.1415428764

				203248_at		ZNF24		-3.3033276461		-0.5108279481		0.154640412		0.730787174		1.1415428764

				217928_s_at		C11orf23		-3.3001980031		-0.3218199058		0.0975153326		0.7964560087		1.1415428764

				210045_at		IDH2		-3.2994399618		-0.3691664834		0.1118876196		0.7890792903		1.1415428764

				210972_x_at		TRA		-3.2969119897		-1.1923620148		0.3616602501		0.5723173162		1.1415428764

				215316_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.2965295145		-1.1127506641		0.3375521618		0.5581560284		1.1415428764

				215600_x_at		LOC285231		-3.2944452905		-0.7951601872		0.2413639072		0.6384794618		1.1415428764

				218915_at		NF2		-3.2934792162		-0.4899866728		0.1487747882		0.7279864667		1.1415428764

				204299_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.2929708269		-0.721579475		0.2191271994		0.6434398895		1.1415428764

				220600_at		FLJ20211		-3.2920570414		-1.2051615135		0.3660816014		0.5295025644		1.1415428764

				217248_s_at		SLC7A8		-3.2905455921		-1.2574342248		0.3821354817		0.5081167435		1.1415428764

				200871_s_at		PSAP		-3.2898901257		-0.7384551647		0.2244619536		0.6575875136		1.1415428764

				211986_at		MGC5395		-3.2897250987		-1.0943891081		0.332668863		0.5682879448		1.1415428764

				202676_x_at		FASTK		-3.2891921295		-0.9347917925		0.2842010304		0.4671263475		1.1415428764

				209312_x_at		HLA-DRB3		-3.2886813716		-1.1071853066		0.3366654234		0.5843008425		1.1415428764

				220474_at		SLC25A21		-3.2863077337		-1.4009436231		0.4262971507		0.4885368228		1.1415428764

				209503_s_at		PSMC5		-3.2857036539		-0.3879170275		0.1180620861		0.7804085758		1.1415428764

				201340_s_at		ENC1		-3.2844373352		-1.1158968772		0.3397528293		0.4880913842		1.1415428764

				213077_at		FLJ21940		-3.2835598955		-0.5737555442		0.1747358241		0.6920321013		1.1415428764

				212824_at		FUBP3		-3.2835596696		-0.545035182		0.1659891206		0.7057465535		1.1415428764

				202466_at		POLS		-3.2833040103		-0.4598339205		0.140052191		0.7434861945		1.1415428764

				208325_s_at		AKAP13		-3.2828945303		-0.7768299821		0.2366295886		0.6251887971		1.1415428764

				219093_at		FLJ20701		-3.2826071316		-1.1402920977		0.3473739171		0.5548964646		1.1415428764

				206966_s_at		KLF12		-3.2822383632		-0.6088022633		0.1854838668		0.6912103803		1.1415428764

				207833_s_at		HLCS		-3.2814103947		-0.3692404323		0.112524917		0.7714633299		1.1415428764

				211925_s_at		PLCB1		-3.280138003		-1.183931554		0.3609395559		0.5226039783		1.1415428764

				215528_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.2799656849		-0.7883897333		0.2403652382		0.6302772731		1.1415428764

				210113_s_at		DEFCAP		-3.279218537		-1.5412640327		0.4700095512		0.5035312058		1.1415428764

				206146_s_at		RHAG		-3.2781052142		-1.7699240137		0.5399228817		0.4818876105		1.1415428764

				208723_at		USP11		-3.2779332958		-0.6040176726		0.1842678353		0.7002175398		1.1415428764

				212649_at		DHX29		-3.2764548123		-0.4718266232		0.1440052283		0.7393855713		1.1415428764

				204193_at		CPT1B		-3.26920857		-0.4595608157		0.1405724982		0.7464767653		1.1415428764

				216373_at		FLJ90013		-3.2690529187		-1.1882783355		0.3634931477		0.4447676858		1.1415428764

				215018_at		KIAA1731		-3.2687081508		-1.2712179843		0.3889053184		0.4029152324		1.1415428764

				211571_s_at		CSPG2		-3.2673736459		-2.3191275626		0.7097833961		0.3628881		1.1415428764

				216456_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.2667343201		-1.0215153809		0.3127023139		0.4022827688		1.1415428764

				210429_at		RHD		-3.2660815975		-1.2906003284		0.3951525061		0.5020897833		1.1415428764

				215620_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.2622849892		-0.9322337045		0.2857609643		0.580423665		1.1415428764

				218763_at		STX18		-3.2620977183		-0.2739831584		0.0839898685		0.833151126		1.1415428764

				203114_at		SSSCA1		-3.2597997148		-0.7747695653		0.2376739779		0.6462033935		1.4300662968

				203431_s_at		RICS		-3.2592942314		-1.3824296693		0.4241500065		0.5183487775		1.4300662968

				209247_s_at		ABCF2		-3.2589345252		-0.3448162351		0.1058064323		0.7996839149		1.4300662968

				216969_s_at		KIF22		-3.2577065725		-0.4512653869		0.1385224166		0.7551807599		1.4300662968

				214058_at		MYCL1		-3.2567901756		-0.5774293317		0.1773001331		0.7093302051		1.4300662968

				218740_s_at		CDK5RAP3		-3.2567038787		-0.4639573814		0.1424622559		0.7346824639		1.4300662968

				221811_at		CAB2		-3.2542819206		-0.6705301207		0.2060454924		0.6550510066		1.4300662968

				211560_s_at		ALAS2		-3.2531528928		-2.2639078703		0.6959119184		0.3460555023		1.4300662968

				201073_s_at		SMARCC1		-3.2525550586		-0.4712206465		0.1448770699		0.7401591434		1.4300662968

				37226_at		BNIP1		-3.251581338		-0.4508929964		0.1386688351		0.7634773135		1.4300662968

				221860_at		HNRPL		-3.2514383817		-0.7786600019		0.2394817033		0.6143218644		1.4300662968

				216886_at		CHRNA4		-3.2512966224		-0.8207388346		0.2524343146		0.6001261122		1.4300662968

				217202_s_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.2492885347		-0.5703527337		0.1755315749		0.7023647399		1.4300662968

				208306_x_at		HLA-DRB3		-3.2474030051		-1.1035253789		0.3398178105		0.582055653		1.4300662968

				220704_at		ZNFN1A1		-3.2467792124		-1.2713179126		0.3915627856		0.5003234271		1.4300662968

				214715_x_at		KR18		-3.2465436933		-0.7356930997		0.2266081005		0.6634638269		1.4300662968

				206562_s_at		CSNK1A1		-3.2450342101		-0.408203953		0.1257934205		0.7746798702		1.4300662968

				213451_x_at		TNXB		-3.2435748806		-1.5921112432		0.4908507748		0.4968724332		1.4300662968

				208836_at		ATP1B3		-3.2435509361		-0.3818467779		0.1177249211		0.7836479978		1.4300662968

				214447_at		ETS1		-3.2419377599		-1.144293755		0.3529659851		0.5318464343		1.4300662968

				200778_s_at		NEDD5		-3.2405270762		-0.6095155001		0.1880914696		0.702621262		1.4300662968

				200788_s_at		PEA15		-3.237945794		-0.568516067		0.1755792416		0.7161825367		1.4300662968

				219347_at		MTH2		-3.2341464733		-0.5476776943		0.1693422666		0.707986099		1.4300662968

				201233_at		PSMD13		-3.2337338081		-0.7079915675		0.2189393467		0.6458036892		1.4300662968

				218802_at		FLJ20647		-3.2305502391		-0.9609854806		0.2974680502		0.5846999304		1.4300662968

				212733_at		KIAA0226		-3.2297951308		-0.4446595937		0.1376742412		0.7515838075		1.4300662968

				216056_at		CD44		-3.2284381763		-1.5574435153		0.4824139197		0.4579618427		1.4300662968

				203727_at		SKIV2L		-3.2283255297		-0.350527425		0.1085787111		0.7924746712		1.4300662968

				208630_at		HADHA		-3.2259982521		-0.3311739753		0.1026578285		0.7946691906		1.4300662968

				203125_x_at		SLC11A2		-3.2237198046		-0.9709830611		0.3011995831		0.6013935798		1.4300662968

				200785_s_at		LRP1		-3.2220296179		-1.1130586759		0.3454526519		0.5469088927		1.4300662968

				222186_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.2218275153		-1.272884336		0.3950814654		0.5285302846		1.4300662968

				220096_at		RNASE6PL		-3.2209713708		-0.7927235893		0.2461132056		0.6218316921		1.4300662968

				208971_at		UROD		-3.2207262821		-0.814956209		0.2530349175		0.6389376638		1.4300662968

				216407_at		FLJ10305		-3.220457378		-1.3319029747		0.4135757187		0.4855105719		1.4300662968

				213674_x_at		IGHM		-3.2182638801		-2.0761159758		0.6451043336		0.3470352309		1.4300662968

				212943_at		KIAA0528		-3.218196208		-0.6812821433		0.2116968945		0.6896952808		1.4300662968

				217662_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.2169568422		-0.6411992745		0.1993185815		0.6596282855		1.4300662968

				208015_at		MADH1		-3.216234644		-1.3654954861		0.4245633908		0.4580069063		1.4300662968

				216713_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.216057008		-0.6317406043		0.196433273		0.6872089853		1.4300662968

				201142_at		EIF2S1		-3.2155314771		-0.4393501386		0.1366337546		0.7648448733		1.4300662968

				81737_at		MGC9515		-3.214510216		-1.4836246521		0.4615398777		0.4759246955		1.4300662968

				201854_s_at		KIAA0431		-3.2143505994		-0.3684614783		0.1146301459		0.792165415		1.4300662968

				212522_at		PDE8A		-3.2139050334		-0.7396566841		0.2301426696		0.641788221		1.4300662968

				216197_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.2126925133		-1.6841108726		0.5242054338		0.4696137196		1.4300662968

				210450_at		LOC90925		-3.2123930338		-1.3801453371		0.429631531		0.524490037		1.4300662968

				214786_at		MAP3K1		-3.2123687881		-0.9586505195		0.298424802		0.5574447689		1.4300662968

				220613_s_at		SYTL2		-3.2121029348		-1.1520263856		0.3586517646		0.5299041895		1.4300662968

				208997_s_at		UCP2		-3.2111802338		-0.5843913349		0.1819864637		0.6977850298		1.4300662968

				204076_at		LYSAL1		-3.2101928218		-0.5754820994		0.1792671442		0.712741651		1.4300662968

				215967_s_at		LY9		-3.2091081308		-1.4277604448		0.4449087991		0.4852860628		1.4300662968

				217617_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.2070026379		-1.3317977846		0.4152780446		0.4674101611		1.4300662968

				216913_s_at		KIAA0690		-3.2049442719		-1.2938314616		0.4036985831		0.5105331788		1.4300662968

				212681_at		EPB41L3		-3.2039440762		-1.4679889356		0.4581818224		0.4691252241		1.4300662968

				211924_s_at		PLAUR		-3.2022286686		-1.4622702682		0.4566414268		0.5596184435		1.4300662968

				220953_s_at		PIP3AP		-3.2016528162		-0.38370743		0.1198466705		0.7824399261		1.4300662968

				202387_at		BAG1		-3.1990088611		-0.3413372981		0.1067009542		0.7816258074		1.4300662968

				203790_s_at		UK114		-3.1988795835		-0.4307145615		0.1346454439		0.7565621076		1.4300662968

				207075_at		CIAS1		-3.1987583482		-1.0696414037		0.3343926884		0.5779563222		1.4300662968

				213546_at		DKFZp586I1420		-3.1981482319		-0.5463333688		0.1708280321		0.7092119853		1.4300662968

				221781_s_at		ERdj5		-3.1980763232		-1.0110171556		0.3161329041		0.5825674856		1.4300662968

				204621_s_at		NR4A2		-3.1972516873		-1.9828221257		0.6201645412		0.4189725239		1.4300662968

				204387_x_at		MRP63		-3.1971106327		-0.5758186896		0.1801059631		0.7135398745		1.4300662968

				215457_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.1965981277		-1.0995779168		0.343983783		0.5611551979		1.4300662968

				209201_x_at		CXCR4		-3.1956299634		-0.9188951172		0.2875474093		0.5991992909		1.4300662968

				209963_s_at		EPOR		-3.1946886338		-0.6951631848		0.2175996676		0.6659473601		1.4300662968

				210008_s_at		MRPS12		-3.1941268129		-1.0435056711		0.326695129		0.5295724946		1.4300662968

				201499_s_at		USP7		-3.1940727516		-0.3473780182		0.1087570776		0.7934191186		1.4300662968

				213617_s_at		DKFZP586M1523		-3.193970319		-0.4275395203		0.133858326		0.7656312089		1.4300662968

				221078_s_at		FLJ10392		-3.1884503302		-1.0005034728		0.3137898883		0.5823530627		1.4300662968

				212493_s_at		HYPB		-3.1876041557		-0.5260642897		0.1650343844		0.7190859532		1.4300662968

				47773_at		KIAA1332		-3.1873078293		-0.4483442628		0.1406655042		0.7498428075		1.4300662968

				217109_at		MUC4		-3.1867286664		-0.9090808939		0.2852708809		0.4437294769		1.4300662968

				211556_at		MAPRE2		-3.1845397753		-0.8056695522		0.2529940302		0.5172962802		1.4300662968

				220918_at		RUNX1		-3.1823410441		-1.1338170373		0.35628395		0.5050676844		1.4300662968

				216924_s_at		DRD2		-3.1821443551		-1.2132523708		0.3812688035		0.4913923286		1.4300662968

				220937_s_at		SIAT7D		-3.1819973686		-0.675488722		0.2122845005		0.6638748819		1.4300662968

				222320_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.181013488		-1.0340551427		0.3250709708		0.5177350487		1.4300662968

				208682_s_at		MAGED2		-3.1762541761		-0.4271195169		0.1344727132		0.7616284268		1.4300662968

				216118_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.176167683		-1.2312399663		0.3876495479		0.5398821761		1.4300662968

				204588_s_at		SLC7A7		-3.175538774		-0.8926337091		0.2810967753		0.621994917		1.4300662968

				202201_at		BLVRB		-3.1753799665		-1.3521131014		0.4258114354		0.5317520589		1.4300662968

				211447_s_at		PDE4A		-3.173826462		-1.370201663		0.4317191502		0.5513796225		1.4300662968

				200839_s_at		CTSB		-3.173743284		-0.8236235121		0.2595116991		0.6495868749		1.4300662968

				201178_at		FBXO7		-3.1726373608		-0.4773782164		0.1504673122		0.7410722301		1.4300662968

				222309_at		C6orf62		-3.172597288		-0.7704503179		0.242845293		0.6430091647		1.4300662968

				200924_s_at		SLC3A2		-3.170188005		-0.619992546		0.195569646		0.7065061896		1.4300662968

				215672_s_at		KIAA0828		-3.1701272111		-1.0229146048		0.3226730464		0.5803949031		1.4300662968

				205265_s_at		APEG1		-3.1692843026		-0.7363562511		0.2323414944		0.5756381888		1.4300662968

				207492_at		NGLY1		-3.1674665383		-0.6661677776		0.210315648		0.6649712811		1.4300662968

				203413_at		NELL2		-3.1666010679		-0.8668464922		0.2737466683		0.6324627652		1.4300662968

				213958_at		CD6		-3.166519587		-1.0081603067		0.3183812003		0.5938975235		1.4300662968

				207287_at		BIN3		-3.1638751374		-1.0415234526		0.3291923377		0.559232802		1.4300662968

				205010_at		FLJ10613		-3.1626911652		-0.5320306564		0.1682208691		0.6542425861		1.4300662968

				211572_s_at		SLC23A2		-3.1621984495		-0.3771846023		0.1192792319		0.7570961493		1.4300662968

				208797_s_at		GOLGIN-67		-3.1620675574		-1.1212234348		0.3545855408		0.5865961199		1.4300662968

				205684_s_at		FLJ20686		-3.1619055485		-0.5531136852		0.1749304895		0.7099876395		1.4300662968

				205409_at		FOSL2		-3.1603405567		-1.4342436969		0.4538256783		0.4975768711		1.4300662968

				214794_at		PA2G4		-3.1594476857		-0.602197942		0.190602283		0.6980082182		1.4300662968

				207025_at		GJA12		-3.1586714268		-0.5786557158		0.1831959193		0.6675156569		1.4300662968

				204221_x_at		GLIPR1		-3.1579554148		-0.7718732599		0.2444218358		0.5679019689		1.4300662968

				220370_s_at		USP36		-3.1576906651		-1.1299254419		0.3578328474		0.5427228592		1.4300662968

				203795_s_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.1534649724		-0.9273129524		0.2940615991		0.5763124343		1.4300662968

				211992_at		PRKWNK1		-3.1534059374		-0.5707049603		0.1809804927		0.7097217243		1.4300662968

				206053_at		KIAA0972		-3.1524438975		-0.3767782468		0.1195194139		0.7754952605		1.4300662968

				203582_s_at		RAB4A		-3.1516752797		-0.5133694147		0.162887788		0.7302189789		1.4300662968

				215200_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.1512877805		-1.2976075013		0.4117705496		0.4872954287		1.4300662968

				207641_at		TNFRSF13B		-3.1501732284		-0.7050477652		0.2238123792		0.6567065073		1.4300662968

				221802_s_at		KIAA1598		-3.1490860057		-1.4787401821		0.4695775788		0.4871492793		1.4300662968

				202963_at		RFX5		-3.1475536661		-0.5097674238		0.161956706		0.7474495119		1.4300662968

				214370_at		S100A8		-3.1460932701		-2.0766204888		0.660063231		0.5133727357		1.4300662968

				202068_s_at		LDLR		-3.1460166484		-0.8269960139		0.262870832		0.6611653949		1.4300662968

				216094_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.142036627		-1.3560473153		0.4315822749		0.4619902858		1.4300662968

				210178_x_at		FUSIP1		-3.1392055321		-0.5362445833		0.1708217502		0.7104342385		1.4300662968

				209268_at		VPS45A		-3.1383402115		-0.3574732344		0.1139051888		0.7999775602		1.4300662968

				217226_s_at		PMX1		-3.1371334473		-0.8912333125		0.2840916166		0.6268200938		1.4300662968

				202008_s_at		NID		-3.133032445		-0.4444682368		0.141865188		0.7333560982		1.6385856601

				204716_at		D10S170		-3.1328273671		-0.4091966007		0.1306157514		0.7698862048		1.6385856601

				205901_at		PNOC		-3.1323474013		-0.7922730566		0.2529326908		0.6662374422		1.6385856601

				209671_x_at		TRA		-3.1285457178		-1.2034531246		0.3846685435		0.5646703838		1.6385856601

				210975_x_at		FASTK		-3.1258012001		-1.1309224339		0.3618024185		0.5831785943		1.6385856601

				201557_at		VAMP2		-3.1253525564		-0.7046082019		0.2254491899		0.6547561538		1.6385856601

				216745_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.1248159624		-0.7407796134		0.2370634374		0.6544063712		1.6385856601

				204258_at		CHD1		-3.124402395		-0.6744982576		0.2158807261		0.6881507455		1.6385856601

				221768_at		SFPQ		-3.1238199532		-0.9718072224		0.3110957856		0.6193242132		1.6385856601

				208268_at		ADAM28		-3.1232532342		-1.0899108162		0.3489665213		0.5969484006		1.6385856601

				214487_s_at		RAP2B		-3.1232484672		-0.8214735797		0.2630189651		0.6200897792		1.6385856601

				211902_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.1227657704		-0.8782735262		0.281248608		0.6439037445		1.6385856601

				206398_s_at		CD19		-3.1216838104		-1.0230472922		0.3277229067		0.6671580985		1.6385856601

				38037_at		DTR		-3.1214631739		-1.3862413299		0.4440998508		0.5809502125		1.6385856601

				202080_s_at		OIP106		-3.1206375472		-0.6624218985		0.2122713351		0.6814434442		1.6385856601

				215387_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.1206173123		-1.2382999695		0.3968125039		0.5649123215		1.6385856601

				201614_s_at		RUVBL1		-3.1188200817		-0.8326710367		0.2669827098		0.6211394118		1.6385856601

				216091_s_at		BTRC		-3.1187105052		-0.3188142912		0.1022263178		0.8077615556		1.6385856601

				209823_x_at		HLA-DQB1		-3.1180230406		-1.4666423323		0.4703757199		0.519723272		1.6385856601

				202191_s_at		GAS7		-3.1176474999		-0.7167755346		0.2299091012		0.6680079579		1.6385856601

				212349_at		POFUT1		-3.1148206531		-0.9738306754		0.3126442206		0.5831473214		1.6385856601

				212094_at		PEG10		-3.1125264847		-0.9739926689		0.3129267088		0.5867644083		1.6385856601

				212508_at		MOAP1		-3.1110035109		-0.7187775783		0.231043641		0.6502109709		1.6385856601

				201369_s_at		ZFP36L2		-3.110277998		-0.7624786489		0.2451480702		0.6057195233		1.6385856601

				206743_s_at		ASGR1		-3.1099922088		-1.4125345382		0.4541923077		0.4969269545		1.6385856601

				221604_s_at		PEX16		-3.1091713485		-0.4937888003		0.1588168502		0.7305049903		1.6385856601

				200866_s_at		PSAP		-3.1087356653		-0.6938480254		0.2231929955		0.6739627309		1.6385856601

				212166_at		XPO7		-3.108550177		-0.75004652		0.241284997		0.6319393623		1.6385856601

				206267_s_at		MATK		-3.1065452766		-0.8432244926		0.2714347989		0.6230559564		1.6385856601

				214289_at		PSMB1		-3.1062439876		-1.2787635313		0.4116751731		0.5514165733		1.6385856601

				203217_s_at		SIAT9		-3.106236041		-0.3899785381		0.1255469748		0.782581957		1.6385856601

				203040_s_at		HMBS		-3.1059891428		-1.0422002291		0.3355453549		0.5876547686		1.6385856601

				203082_at		KIAA0187		-3.1058193019		-0.4147862075		0.1335513007		0.7738986677		1.6385856601

				208532_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.1049411214		-0.5235643325		0.1686229503		0.7109388762		1.6385856601

				212745_s_at		BBS4		-3.1037361191		-0.8555990695		0.2756674655		0.6225206452		1.6385856601

				221997_s_at		MRPL52		-3.102324385		-0.4333034231		0.1396705726		0.7549337382		1.6385856601

				210947_s_at		MSH3		-3.1005013215		-0.4517687145		0.1457082799		0.7489402289		1.6385856601

				208077_at		PRO0365		-3.0999389149		-0.6833512891		0.2204402435		0.6634779638		1.6385856601

				49306_at		RASSF4		-3.0977941821		-1.0767824363		0.3475965068		0.5703324086		1.6385856601

				219212_at		HSP70-4		-3.0971909532		-0.5013640587		0.1618770254		0.7444697096		1.6385856601

				218532_s_at		FLJ20152		-3.0968092453		-0.6185290526		0.1997310792		0.6732763413		1.6385856601

				212812_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.0943794835		-0.6954112956		0.2247336822		0.6784276835		1.6385856601

				209625_at		PIGH		-3.0940857727		-0.4371626245		0.1412897562		0.749682016		1.6385856601

				212541_at		PP591		-3.0939498387		-0.4502783977		0.1455351319		0.7604950376		1.6385856601

				210105_s_at		FYN		-3.0934528186		-0.8278245051		0.2676053438		0.6387356247		1.6385856601

				205992_s_at		IL15		-3.0930626716		-0.7761618434		0.2509363456		0.6571016175		1.6385856601

				210430_x_at		RHD		-3.0907916886		-1.4735524161		0.476755655		0.5005570447		1.6385856601

				208890_s_at		PLXNB2		-3.0902640792		-1.2619980953		0.408378722		0.5411349203		1.6385856601

				221601_s_at		TOSO		-3.0898485205		-0.9948488278		0.3219733334		0.6257687446		1.6385856601

				218486_at		TIEG2		-3.0884066279		-0.9275466251		0.3003317687		0.6273350176		1.6385856601

				201295_s_at		WSB1		-3.0880666611		-1.0805588292		0.349914347		0.5898602095		1.6385856601

				212008_at		UBXD2		-3.087535138		-0.4222806086		0.1367694908		0.7673910422		1.6385856601

				209322_s_at		SH2B		-3.08724325		-1.1284627903		0.3655244174		0.5499656593		1.6385856601

				214968_at		DDX51		-3.0865417248		-0.804104845		0.2605196744		0.5092784802		1.6385856601

				212847_at		nexilin		-3.0862468726		-0.71924832		0.2330495095		0.6606619014		1.6385856601

				204376_at		VprBP		-3.0858496131		-0.9359342829		0.3032987346		0.5950605549		1.6385856601

				212324_s_at		FLJ10619		-3.0849313223		-0.7398939635		0.239841308		0.6611520877		1.6385856601

				204581_at		CD22		-3.0831101367		-1.5766522067		0.5113836797		0.7156587905		1.6385856601

				215086_at		IBTK		-3.0830423345		-0.8836653855		0.2866212298		0.551410995		1.6385856601

				217371_s_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.0827119919		-0.785607637		0.254843021		0.6351328034		1.6385856601

				222313_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.0825734748		-1.9917694032		0.6461385007		0.5101330349		1.6385856601

				204732_s_at		ARFD1		-3.0819288492		-1.0992079631		0.3566623426		0.5107166866		1.6385856601

				204550_x_at		GSTM1		-3.0800715577		-0.6195087318		0.2011345257		0.6775614365		1.6385856601

				208021_s_at		RFC1		-3.0799435999		-0.2985295755		0.0969269617		0.8291214794		1.6385856601

				213759_at		ARL7		-3.0791142463		-1.1787690308		0.3828273122		0.4314271436		1.6385856601

				217526_at		FLJ14639		-3.0787976809		-0.6211159321		0.2017397687		0.6661286937		1.6385856601

				210424_s_at		GOLGIN-67		-3.0779572731		-1.2449262897		0.4044650979		0.5696097006		1.6385856601

				205435_s_at		AAK1		-3.0777595967		-0.4890837292		0.1589090096		0.726145255		1.6385856601

				212750_at		PPP1R16B		-3.0763645145		-1.6394685474		0.5329240211		0.4861285714		1.6385856601

				209078_s_at		TXN2		-3.0756530877		-0.3922837692		0.1275448687		0.7789284948		1.6385856601

				205333_s_at		RCE1		-3.0728193847		-0.4527243913		0.1473319237		0.7394258977		1.6385856601

				220508_at		CESK1		-3.0727643787		-0.8688600868		0.2827617024		0.5334705311		1.6385856601

				219032_x_at		OPN3		-3.0695622623		-0.60125632		0.1958768934		0.7063358533		1.6385856601

				212198_s_at		TM9SF4		-3.0691548314		-0.3579085867		0.1166147055		0.7819129009		1.6385856601

				217659_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.0689810311		-1.1637574799		0.3791999586		0.5789669166		1.6385856601

				203123_s_at		SLC11A2		-3.0682723339		-0.4921082097		0.1603860923		0.7379846002		1.6385856601

				202816_s_at		SS18		-3.0680502874		-0.4591605793		0.1496587527		0.7383224451		1.6385856601

				220068_at		VPREB3		-3.0667769045		-1.2371369376		0.4033997177		0.573689475		1.6385856601

				208198_x_at		KIR2DS1		-3.0666410056		-1.2947148375		0.4221931537		0.5817111562		1.6385856601

				215542_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.0660449772		-0.9529961783		0.3108226348		0.5455695702		1.6385856601

				214934_at		ATP9B		-3.0655312495		-0.6288069597		0.2051216929		0.6855570298		1.6385856601

				206967_at		CCNT1		-3.0652357252		-0.9858923137		0.3216367034		0.5970663619		1.6385856601

				209712_at		SLC35D1		-3.0650488268		-0.3007924359		0.0981362624		0.8184760965		1.6385856601

				207416_s_at		NFATC3		-3.064473984		-0.3669943379		0.1197576941		0.7763912213		1.6385856601

				220874_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.063641504		-1.1033393576		0.3601398389		0.5838197302		1.6385856601

				204243_at		RLF		-3.0609746202		-0.5375272229		0.1756065599		0.7472949248		1.6385856601

				202578_s_at		FLJ11126		-3.0609302887		-0.5807593701		0.189732962		0.7073813772		1.6385856601

				200793_s_at		ACO2		-3.0606208393		-0.4100381959		0.133972229		0.7584718489		1.6385856601

				200751_s_at		HNRPC		-3.0600338721		-0.5911228839		0.1931752747		0.7105297315		1.6385856601

				209199_s_at		MEF2C		-3.0594519721		-0.894952616		0.2925205639		0.6248999452		1.6385856601

				220849_at		FLJ22659		-3.0587442149		-0.9521951162		0.3113026292		0.5440631545		1.6385856601

				213465_s_at		PPP1R7		-3.0586293151		-0.2688930777		0.0879129342		0.8346101205		1.6385856601

				216997_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.0583609671		-0.8592229848		0.2809423067		0.5847178398		1.6385856601

				217881_s_at		CDC27		-3.0580225768		-0.7627575001		0.2494283417		0.6397362564		1.6385856601

				205320_at		APCL		-3.0578053089		-0.8952395351		0.2927719213		0.5661959629		1.6385856601

				202495_at		TBCC		-3.0574177149		-0.5135229136		0.1679596841		0.7220932686		1.6385856601

				207883_s_at		TFR2		-3.0563622807		-1.3826695935		0.452390609		0.5655744019		1.6385856601

				216908_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.0560414149		-0.4373299812		0.143103421		0.7658792671		1.6385856601

				212085_at		SLC25A6		-3.0560170863		-0.6419328039		0.2100553714		0.6993143308		1.6385856601

				203520_s_at		ZNF318		-3.0555223154		-0.7274658809		0.2380823328		0.6658325229		1.6385856601

				208916_at		SLC1A5		-3.0525831694		-0.5547084982		0.1817177346		0.7088296565		1.6385856601

				211289_x_at		CDC2L1		-3.0518493785		-0.5985480568		0.1961263426		0.6864664893		1.6385856601

				215023_s_at		PEX1		-3.0516351329		-0.4072223396		0.1334439806		0.7756112871		1.6385856601

				212998_x_at		HLA-DQB2		-3.051481159		-1.668405171		0.5467525716		0.5001723476		1.6385856601

				222018_at		NACA		-3.0513352704		-1.4633083777		0.4795632889		0.5158192511		1.6385856601

				217850_at		NS		-3.0512179749		-0.4331231691		0.1419509103		0.7667580802		1.6385856601

				202923_s_at		GCLC		-3.0511772978		-0.673702208		0.2208007409		0.679421203		1.6385856601

				207793_s_at		EPB41		-3.047869645		-1.1576916309		0.3798363335		0.5564567914		1.6385856601

				202579_x_at		HMGN4		-3.0465050251		-0.3562888877		0.116950041		0.7891252556		1.6385856601

				208648_at		VCP		-3.0461312828		-0.3027640553		0.0993929766		0.8130475165		1.6385856601

				211949_s_at		NOLC1		-3.0457980049		-0.2869226627		0.0942027876		0.8276707762		1.6385856601

				202396_at		TCERG1		-3.0445553949		-0.4928427247		0.1618767474		0.7439409846		1.6385856601

				201879_at		ARIH1		-3.0445250063		-0.4434679904		0.1456608139		0.7692283305		1.6385856601

				204520_x_at		BRD1		-3.0441730373		-0.3735634741		0.1227142707		0.7895582251		1.6385856601

				208934_s_at		LGALS8		-3.0432572471		-0.3854909662		0.1266705161		0.7852004666		1.6385856601

				201999_s_at		TCTEL1		-3.0429759697		-0.4247954447		0.1395986853		0.7699788053		1.6385856601

				221727_at		PC4		-3.04200725		-0.5416281545		0.1780495936		0.7236664142		1.6385856601

				209837_at		AP4M1		-3.0414210823		-0.8495833951		0.2793376425		0.6623244776		1.6385856601

				201888_s_at		IL13RA1		-3.0413510698		-1.1653207875		0.3831589188		0.5761849638		1.6385856601

				56256_at		TAGLN		-3.0406218263		-0.654440396		0.2152324207		0.6938777803		1.6385856601

				203190_at		NDUFS8		-3.0391858231		-0.3399279555		0.1118483618		0.806698096		1.6385856601

				209092_s_at		CGI-150		-3.038626499		-0.2855198031		0.0939634414		0.8310708832		1.6385856601

				202976_s_at		RHOBTB3		-3.0385541704		-0.8763107285		0.2883972703		0.5886321383		1.6385856601

				208765_s_at		HNRPR		-3.0372894704		-0.5622467653		0.1851146461		0.7169688752		1.6385856601

				215780_s_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.036952501		-0.6180201206		0.2035000944		0.7014772734		1.6385856601

				204976_s_at		AMMECR1		-3.0368699521		-0.8716802514		0.2870324595		0.626811782		1.6385856601

				214807_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.0361792579		-0.8645647908		0.2847541984		0.6189677755		1.6385856601

				201626_at		INSIG1		-3.0361634941		-0.4722918824		0.1555554842		0.7212181293		1.6385856601

				217190_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.0356911754		-0.7520827026		0.2477467763		0.5944248514		1.6385856601

				219668_at		GDAP1L1		-3.0353757444		-1.0261024312		0.3380479116		0.498489979		1.6385856601

				213022_s_at		UTRN		-3.0353695534		-0.4990476728		0.1644108449		0.7029075887		1.6385856601

				203485_at		RTN1		-3.0349969084		-1.501136699		0.4946089714		0.5564282889		1.6385856601

				217173_s_at		LDLR		-3.0348670695		-0.5642066751		0.1859082003		0.7113484826		1.6385856601

				215604_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.0344426107		-0.7630704276		0.251469718		0.6768326546		1.6385856601

				212092_at		PEG10		-3.0337596517		-1.1475726851		0.378267502		0.5218139898		1.6385856601

				221578_at		RASSF4		-3.0325534722		-1.3795936425		0.4549280516		0.5285165373		1.6385856601

				202448_s_at		ZYG		-3.0317262908		-0.3757181004		0.1239287668		0.7644183439		1.6385856601

				210976_s_at		PFKM		-3.0313564866		-0.4808726449		0.1586328256		0.7495566373		1.6385856601

				211459_at		MAP3K2		-3.0307699219		-0.9932416173		0.3277192406		0.5867136978		1.6385856601

				210586_x_at		RHD		-3.0295073235		-1.4351790813		0.4737334913		0.4839054695		1.6385856601

				204133_at		RNU3IP2		-3.0287770794		-1.1211206153		0.3701562003		0.5472440401		1.6385856601

				203508_at		TNFRSF1B		-3.0282176073		-0.925036197		0.3054721678		0.6479206594		1.6385856601

				207232_s_at		DZIP3		-3.0280111227		-0.8987838791		0.2968231762		0.5505958062		1.6385856601

				204860_s_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.0275818546		-1.2302729494		0.4063549752		0.5560728216		1.6385856601

				218466_at		FLJ12168		-3.0272171751		-0.65300932		0.2157127428		0.6739018361		1.6385856601

				218214_at		FLJ11773		-3.025243018		-0.3348021827		0.1106695167		0.8046442618		1.6385856601

				217885_at		IPO9		-3.0226950194		-0.4814947912		0.1592932096		0.7326420242		1.6385856601

				201995_at		EXT1		-3.0213138054		-0.6070128032		0.200910214		0.6974085767		1.6385856601

				203210_s_at		RFC5		-3.0200080369		-0.6427729916		0.2128381725		0.6979885318		1.6385856601

				221480_at		HNRPD		-3.0194597297		-0.4522380707		0.1497744998		0.740869922		1.6385856601

				212140_at		KIAA0648		-3.0192070671		-0.5004705285		0.1657622407		0.7462246122		1.6385856601

				208806_at		CHD3		-3.0186455337		-0.741007544		0.2454768325		0.665699875		1.6385856601

				213051_at		ZAP		-3.0183490258		-0.4234788075		0.1403014707		0.7731224008		1.6385856601

				206692_at		KCNJ10		-3.0181239925		-0.900423491		0.2983388003		0.5899381945		1.6385856601

				214200_s_at		COL6A1		-3.0176187586		-0.8388856026		0.2779958867		0.528886886		1.6385856601

				208931_s_at		ILF3		-3.0163120262		-0.4589761794		0.1521646883		0.7370388185		1.6385856601

				204215_at		C7orf23		-3.0158720742		-0.6234042826		0.2067078003		0.6914446515		1.6385856601

				219901_at		FLJ11183		-3.0124235433		-1.148223063		0.3811625578		0.5642440082		1.6385856601

				203758_at		CTSO		-3.0121836736		-0.3932886087		0.1305659453		0.7828691686		1.6385856601

				206308_at		DNMT2		-3.0118639527		-0.5815425021		0.1930839212		0.6944071267		1.6385856601

				201887_at		IL13RA1		-3.0115393174		-0.7908868382		0.2626187988		0.6710363539		1.6385856601

				218095_s_at		TPARL		-3.0110731336		-0.587810096		0.1952161472		0.7116861531		1.6385856601

				214730_s_at		GLG1		-3.0099169472		-0.3263735659		0.108432748		0.8119840807		1.6385856601

				213015_at		BBX		-3.0098093722		-0.6399056036		0.2126066885		0.6809741667		1.6385856601

				221205_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.00858519		-1.0177137481		0.338269879		0.5749788429		1.6385856601

				214945_at		NY-REN-7		-3.008385908		-1.0722300538		0.3564137337		0.5477149249		1.6385856601

				210775_x_at		CASP9		-3.0078920686		-0.2542832982		0.0845387043		0.8441620533		1.6385856601

				209728_at		HLA-DRB3		-3.0078224593		-3.3808486314		1.1240186804		0.3395656188		1.6385856601

				209529_at		PPAP2C		-3.0074659214		-1.2317484744		0.4095635683		0.4115406506		1.6385856601

				216147_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.0070193494		-1.3085856088		0.4351769832		0.5787875429		1.6385856601

				216888_at		LDB3		-3.0064453055		-0.5926711128		0.197133509		0.5554977782		1.6385856601

				210993_s_at		MADH1		-3.0051703566		-0.8182839456		0.2722920329		0.6044434165		2.050953184

				215747_s_at		CHC1		-3.0048349674		-0.4582142233		0.1524923093		0.7319239336		2.050953184

				221602_s_at		TOSO		-3.0045969614		-1.66352938		0.5536614066		0.5225117207		2.050953184

				209006_s_at		DJ465N24.2.1		-3.0039605284		-0.8187965223		0.2725723306		0.6248283155		2.050953184

				217571_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.0035996932		-0.5824682138		0.193923383		0.5116186955		2.050953184

				218489_s_at		ALAD		-3.0015903257		-1.0029989255		0.3341558363		0.6080105183		2.050953184

				218093_s_at		ANKRD10		-3.0004136366		-0.4031297448		0.1343580565		0.779252524		2.050953184

				208714_at		NDUFV1		-2.9997739177		-0.3260082603		0.1086776101		0.8027920161		2.050953184

				221688_s_at		C15orf12		-2.9997367937		-0.3633466836		0.1211261883		0.7953301417		2.050953184

				215819_s_at		RHCE		-2.9988957053		-1.3902549736		0.4635889708		0.490082631		2.050953184

				205798_at		IL7R		-2.9981241096		-1.3709267802		0.4572615176		0.5590618961		2.050953184

				208820_at		PTK2		-2.9976353597		-1.303654293		0.4348942205		0.5308114792		2.050953184

				212512_s_at		CARM1		-2.9969587858		-0.4518350645		0.1507645239		0.7379797636		2.050953184

				38703_at		DNPEP		-2.9963630084		-0.3016948942		0.1006870307		0.8212586112		2.050953184

				211820_x_at		GYPA		-2.9932631039		-2.1141554642		0.7063045883		0.4159480319		2.050953184

				205559_s_at		PCSK5		-2.991034729		-0.6961500955		0.2327455742		0.6633173973		2.050953184

				209701_at		CAST		-2.9906807833		-0.3656025707		0.1222472732		0.7884685609		2.050953184

				203202_at		HRB2		-2.990037573		-0.5514172647		0.1844181724		0.7094040843		2.050953184

				202278_s_at		SPTLC1		-2.9885249423		-0.4843434803		0.162067739		0.7455280603		2.050953184

				200004_at		EIF4G2		-2.9874811725		-0.2513915607		0.084148333		0.8485078295		2.050953184

				207332_s_at		TFRC		-2.9848159489		-1.0370440635		0.3474398694		0.605918114		2.050953184

				215083_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.9844143401		-1.4951775459		0.5009952961		0.3869206689		2.050953184

				203662_s_at		TMOD1		-2.9839692977		-1.5433351419		0.5172087873		0.5414404896		2.050953184

				222046_at		ARS2		-2.9835534863		-0.5845444784		0.1959222387		0.6869892432		2.050953184

				217808_s_at		MAPKAP1		-2.981330427		-0.3712100786		0.124511552		0.779657793		2.050953184

				216211_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.9813014383		-0.9619809258		0.3226714727		0.5962118196		2.050953184

				218150_at		ARL5		-2.980547353		-0.3716944167		0.1247067644		0.7756077562		2.050953184

				211821_x_at		GYPA		-2.9798592843		-2.0678323678		0.6939362468		0.4324464186		2.050953184

				210451_at		PKLR		-2.9795879443		-1.7777754529		0.5966514451		0.5166837899		2.050953184

				213884_s_at		TRIM3		-2.9789962281		-0.3853543418		0.1293571097		0.7748941947		2.050953184

				216101_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.9785674857		-0.8295694364		0.2785128893		0.5995268426		2.050953184

				214679_x_at		GNA11		-2.9784108977		-0.5937591488		0.1993543434		0.7009086425		2.050953184

				202524_s_at		SPOCK2		-2.9780239155		-0.7732636547		0.2596566302		0.6530479146		2.050953184

				221750_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.9767773406		-0.6609282513		0.2220281115		0.6909565957		2.050953184

				204066_s_at		CENTG2		-2.9750244653		-0.8509338047		0.2860258175		0.6189514883		2.050953184

				210427_x_at		ANXA2		-2.9750165772		-0.7584231718		0.2549307381		0.6705722349		2.050953184

				206337_at		CCR7		-2.974563396		-1.2980296789		0.4363765387		0.5522288645		2.050953184

				216022_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.9740191422		-1.3204481802		0.4439945128		0.5462956495		2.050953184

				216170_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.9726112169		-1.0178045902		0.3423941161		0.5577322973		2.050953184

				201110_s_at		THBS1		-2.9723672102		-1.99106076		0.6698569252		0.5181105017		2.050953184

				219630_at		MAP17		-2.9716787597		-1.2858576515		0.432704123		0.4898836751		2.050953184

				213274_s_at		CTSB		-2.9698959218		-0.4649604238		0.1565578175		0.7562904545		2.050953184

				210530_s_at		NR2C1		-2.9696395698		-1.0539996448		0.3549251079		0.621467795		2.050953184

				203845_at		PCAF		-2.9652013008		-0.5199277545		0.1753431561		0.7083814389		2.050953184

				205099_s_at		CCR1		-2.964747194		-1.5474309669		0.5219436484		0.5129908578		2.050953184

				220328_at		PHC3		-2.9646219664		-0.8493199052		0.2864850611		0.5996799647		2.050953184

				205158_at		RNASE4		-2.9634507158		-0.7442622576		0.251147169		0.658518548		2.050953184

				216015_s_at		CIAS1		-2.9628113488		-1.4970395811		0.5052767135		0.5422204697		2.050953184

				213089_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.9606021455		-1.1294565428		0.3814955497		0.5064129632		2.050953184

				215992_s_at		PDZGEF1		-2.9601454715		-1.1755379564		0.3971216846		0.56519078		2.050953184

				218315_s_at		CDK5RAP1		-2.9592521234		-0.3462333988		0.1170003042		0.7913708263		2.050953184

				206828_at		TXK		-2.9583463226		-0.9778308653		0.3305329257		0.588795065		2.050953184

				209881_s_at		LAT		-2.9580984763		-1.2984870246		0.4389600397		0.5531486632		2.050953184

				215434_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.9572298685		-0.6501846882		0.219862749		0.6829841406		2.050953184

				208694_at		PRKDC		-2.9567595263		-0.6027854346		0.2038669122		0.7079485335		2.050953184

				206241_at		KPNA5		-2.9562598693		-0.8506234787		0.2877363683		0.6171827606		2.050953184

				212514_x_at		DDX3X		-2.9562573152		-0.6219396311		0.21038075		0.6855188409		2.050953184

				218054_s_at		MGC2749		-2.9557466487		-1.1415261798		0.386205692		0.5929763486		2.050953184

				220071_x_at		FLJ10460		-2.9548191909		-0.559967311		0.1895098396		0.7257858106		2.050953184

				212125_at		RANGAP1		-2.954095861		-0.515967616		0.1746617714		0.7380947899		2.050953184

				205875_s_at		TREX1		-2.9529971334		-1.3241291494		0.4484017727		0.5475058288		2.050953184

				207858_s_at		PKLR		-2.9524504686		-1.3752903604		0.4658131864		0.4844417611		2.050953184

				214656_x_at		MYO1C		-2.9520436957		-0.9084247464		0.3077274052		0.6213301556		2.050953184

				204686_at		IRS1		-2.9506472262		-1.0863165448		0.3681621222		0.5822269428		2.050953184

				211779_x_at		AP2A2		-2.9496428133		-0.3332297337		0.1129729106		0.8086986103		2.050953184

				203568_s_at		TRIM38		-2.9494746071		-0.5360592108		0.1817473558		0.7286866773		2.050953184

				213503_x_at		ANXA2		-2.9491363862		-0.7549897723		0.2560036816		0.6742140667		2.050953184

				214705_at		INADL		-2.9487328147		-0.8575593269		0.2908230012		0.6087985796		2.050953184

				203489_at		SIVA		-2.9486795247		-0.4635081725		0.1571917764		0.745762169		2.050953184

				201267_s_at		PSMC3		-2.9481253273		-0.5539807673		0.1879095038		0.7114513757		2.050953184

				38487_at		STAB1		-2.9478487893		-0.7015913432		0.2380011301		0.6354251133		2.050953184

				221551_x_at		SIAT7D		-2.9473869688		-0.6006952752		0.203806043		0.6972673303		2.050953184

				220576_at		FLJ12377		-2.9466092671		-0.9139362873		0.3101654154		0.6165531282		2.050953184

				205254_x_at		TCF7		-2.9462990931		-1.3458329149		0.4567876079		0.5206808976		2.050953184

				208137_x_at		MGC5384		-2.9462517948		-0.5436434811		0.1845203733		0.7313717097		2.050953184

				211899_s_at		TRAF4		-2.9453403984		-1.0880086946		0.3693999835		0.5177417476		2.050953184

				217422_s_at		CD22		-2.9450187455		-1.7025387866		0.5781079625		0.5299972605		2.050953184

				215300_s_at		FMO5		-2.9449195199		-1.1264601264		0.3825096471		0.4792671389		2.050953184

				203680_at		PRKAR2B		-2.9437960779		-1.150985428		0.3909868067		0.5768356593		2.050953184

				202971_s_at		DYRK2		-2.9434927229		-1.0674832646		0.3626587069		0.5746142591		2.050953184

				216344_at		NPHP4		-2.9426726039		-0.6552230742		0.22266258		0.7020302456		2.050953184

				208442_s_at		ATM		-2.9410296213		-1.0261393095		0.3489047856		0.5555685178		2.050953184

				219396_s_at		NEIL1		-2.9405513938		-0.8213397441		0.2793148747		0.6508704128		2.050953184

				210222_s_at		RTN1		-2.9403083266		-1.2885322227		0.4382303077		0.5761266037		2.050953184

				202366_at		ACADS		-2.9397168647		-0.3748347713		0.1275070997		0.7767425293		2.050953184

				212138_at		KIAA0648		-2.9387332209		-0.4892342741		0.1664779472		0.7514964328		2.050953184

				219517_at		ELL3		-2.9385147577		-0.4625711239		0.1574166414		0.7280158109		2.050953184

				201810_s_at		SH3BP5		-2.9377558438		-0.7202723786		0.2451777537		0.6637687927		2.050953184

				201146_at		NFE2L2		-2.9363871338		-0.5202275289		0.1771658522		0.7357583099		2.050953184

				200784_s_at		LRP1		-2.9360285597		-0.9345971193		0.3183201731		0.5254512588		2.050953184

				202820_at		AHR		-2.9339507763		-1.2978567524		0.4423580528		0.5778799339		2.050953184

				219126_at		PHF10		-2.9338564177		-0.3082821693		0.1050774562		0.8250647477		2.050953184

				220467_at		FLJ21272		-2.9320897518		-0.6296151889		0.2147325772		0.7032011821		2.050953184

				209020_at		C20orf111		-2.9306520583		-0.4835695601		0.1650040846		0.7591151188		2.050953184

				212038_s_at		VDAC1		-2.9295684815		-0.4045438613		0.1380899146		0.7819080307		2.050953184

				216033_s_at		FYN		-2.9291495383		-1.257959463		0.4294623564		0.5177235881		2.050953184

				215070_x_at		GAPCENA		-2.9264965386		-1.0677432504		0.3648537548		0.5818199152		2.050953184

				211016_x_at		HSPA4		-2.9252454051		-0.5817863263		0.1988846219		0.7099481645		2.050953184

				206452_x_at		PPP2R4		-2.9245098766		-0.3094678664		0.1058187113		0.8051453505		2.050953184

				201711_x_at		RANBP2		-2.9232310727		-0.6269981056		0.2144880408		0.6688586468		2.050953184

				203258_at		DRAP1		-2.9229316622		-0.4595197535		0.1572119388		0.7443830111		2.050953184

				216263_s_at		C14orf120		-2.9225196349		-0.8690130814		0.2973506391		0.6349859627		2.050953184

				213730_x_at		TCF3		-2.9223826159		-0.4927219616		0.1686028239		0.7101248266		2.050953184

				212208_at		KIAA1025		-2.9215692744		-0.5124646328		0.1754073187		0.7153450482		2.050953184

				218220_at		C12orf10		-2.9207342088		-0.466727745		0.159798089		0.7625396208		2.050953184

				207604_s_at		SLC4A7		-2.9196253465		-0.9768201522		0.3345703768		0.6168244909		2.050953184

				212826_s_at		SLC25A6		-2.9192504623		-0.6354063555		0.2176607878		0.7043154953		2.050953184

				212622_at		KIAA0033		-2.9188800562		-0.3451159988		0.118235759		0.806107357		2.050953184

				220113_x_at		POLR1B		-2.9180272131		-0.5241266433		0.179616777		0.7399782329		2.050953184

				221655_x_at		EPS8L1		-2.9178352656		-1.1004542392		0.3771474874		0.6282097991		2.050953184

				214470_at		KLRB1		-2.9170696905		-1.2926551377		0.443134815		0.5420977734		2.050953184

				205069_s_at		GRAF		-2.9170003268		-1.0217856091		0.3502864226		0.5475871314		2.050953184

				202594_at		LEPROTL1		-2.9152718434		-0.5259057592		0.1803968163		0.7240927476		2.050953184

				215460_x_at		BRD1		-2.9151249911		-0.3797733477		0.1302768659		0.78930738		2.050953184

				214855_s_at		GARNL2		-2.9121284212		-0.4751450878		0.1631607605		0.752574258		2.050953184

				212406_s_at		MYT1		-2.9116147023		-0.6347066698		0.2179912985		0.7075023051		2.050953184

				220401_at		FLJ21369		-2.9114418799		-0.9307648413		0.3196920563		0.6252391582		2.050953184

				201332_s_at		STAT6		-2.9105041274		-0.4261481734		0.146417306		0.7700831682		2.050953184

				208309_s_at		MALT1		-2.9097454572		-0.8922978003		0.3066583704		0.5863921554		2.050953184

				217572_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.9062605386		-1.6487848717		0.5673217696		0.4300962923		2.050953184

				222034_at		GNB2L1		-2.9054452953		-0.5070981767		0.1745337204		0.6904513111		2.050953184

				219974_x_at		LOC55862		-2.9049913242		-0.3616738451		0.1245008349		0.772695285		2.050953184

				218856_at		TNFRSF21		-2.9044031634		-1.5123293751		0.5207022889		0.4617143356		2.050953184

				222316_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.9040800323		-0.9655246174		0.3324717662		0.5823763116		2.050953184

				221858_at		KIAA0608		-2.9036138845		-0.6030100417		0.2076756985		0.6930267872		2.050953184

				216512_s_at		DCT		-2.9035558574		-0.9531432997		0.3282675955		0.5868087194		2.050953184

				203097_s_at		PDZGEF1		-2.9034168041		-0.610134094		0.2101434741		0.7162763813		2.050953184

				209723_at		SERPINB9		-2.9014061504		-0.7978795852		0.2749975508		0.6149425978		2.050953184

				200920_s_at		BTG1		-2.9002157158		-0.5155405836		0.1777593924		0.7440704672		2.050953184

				218119_at		TIMM23		-2.9002035985		-0.3784227789		0.1304814528		0.7886530869		2.050953184

				214009_at		MSL3L1		-2.8981148046		-0.4495402002		0.1551146971		0.7469951455		2.050953184

				204735_at		PDE4A		-2.897609974		-0.5258123655		0.1814641619		0.7241792588		2.050953184

				201811_x_at		SH3BP5		-2.8973870748		-0.8348998084		0.2881561168		0.6464554326		2.050953184

				215635_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.8969155997		-0.9600225232		0.3313947163		0.5287298387		2.050953184

				211523_at		GNRHR		-2.8963847272		-1.1059162055		0.381826418		0.5380175204		2.050953184

				212792_at		KIAA0877		-2.8962074709		-0.529774898		0.1829202166		0.734760428		2.050953184

				212652_s_at		SNX4		-2.8943967442		-0.3847824529		0.1329404663		0.7610442022		2.050953184

				200946_x_at		GLUD1		-2.8928284747		-0.3355642475		0.1159986672		0.7970592519		2.050953184

				202217_at		C21orf33		-2.8911996165		-0.5274598707		0.1824363381		0.7426307802		2.050953184

				212729_at		DLG3		-2.8903795571		-0.3869192625		0.1338645167		0.7736219357		2.050953184

				215269_at		TMEM1		-2.8897459852		-0.9063829918		0.3136549013		0.6149064488		2.050953184

				212306_at		CLASP2		-2.8893162689		-0.3758130072		0.1300698755		0.7850648306		2.050953184

				215828_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.8890555889		-0.8455224658		0.2926639657		0.6425711534		2.050953184

				211893_x_at		CD6		-2.8883141049		-0.9939520555		0.344128796		0.5674681754		2.050953184

				215863_at		TFR2		-2.8882252313		-0.8661745885		0.2998985602		0.6183624068		2.050953184

				219214_s_at		RBAK		-2.8881510166		-0.4154494733		0.1438461739		0.7656401659		2.050953184

				201689_s_at		TPD52		-2.8871202797		-0.7127568916		0.2468746788		0.6623100038		2.050953184

				219463_at		C20orf103		-2.8869983757		-1.2232347713		0.4237046967		0.5417114214		2.050953184

				216161_at		SBNO1		-2.8862658225		-1.1420868414		0.3956970396		0.5850880108		2.050953184

				205895_s_at		NOLC1		-2.8862087176		-0.3688860877		0.1278099139		0.7898295121		2.050953184

				221919_at		HNRPA1		-2.8841279295		-0.8960719917		0.3106907924		0.6305472844		2.050953184

				217664_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.882996732		-1.2643140596		0.4385416208		0.527701786		2.050953184

				221809_at		KIAA1464		-2.882758073		-1.2729833466		0.4415852161		0.5124557679		2.050953184

				213683_at		FACL6		-2.8822447		-0.8846237344		0.3069218011		0.5807115909		2.050953184

				218456_at		C1QDC1		-2.8784714202		-0.8370718884		0.2908043076		0.6656134032		2.5040850141

				212219_at		PSME4		-2.8776468372		-0.4871244059		0.1692787314		0.7380825667		2.5040850141

				209684_at		RIN2		-2.8766046394		-1.1674086461		0.4058286739		0.5309490744		2.5040850141

				222370_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.8764084789		-0.4736189065		0.1646563449		0.7575255203		2.5040850141

				203822_s_at		ELF2		-2.8744304057		-0.3803856763		0.1323342794		0.7778088693		2.5040850141

				219067_s_at		FLJ20003		-2.8743901768		-0.872381708		0.3035014923		0.6352071884		2.5040850141

				220751_s_at		C5orf4		-2.874341894		-1.2858444311		0.4473526388		0.473394157		2.5040850141

				203746_s_at		HCCS		-2.8722515389		-0.2921109831		0.101701045		0.8256362297		2.5040850141

				207628_s_at		WBSCR22		-2.8715745932		-0.3882560865		0.1352066868		0.7858584265		2.5040850141

				217478_s_at		HLA-DMA		-2.8715295721		-0.7754059933		0.27003239		0.6754720129		2.5040850141

				221748_s_at		TNS		-2.8709965284		-0.8365533433		0.2913808272		0.6036979921		2.5040850141

				219358_s_at		CENTA2		-2.8693015724		-0.4359608265		0.1519397022		0.7712651249		2.5040850141

				218210_at		FLJ12171		-2.8675793057		-0.2825145599		0.0985202255		0.8287067035		2.5040850141

				208426_x_at		KIR2DL4		-2.8671109487		-0.4321338289		0.1507209999		0.763156711		2.5040850141

				206958_s_at		UPF3A		-2.865991452		-0.3418994052		0.1192953332		0.796243588		2.5040850141

				202817_s_at		SS18		-2.8657497991		-0.5791914465		0.2021081696		0.6979869007		2.5040850141

				208703_s_at		APLP2		-2.8650308281		-0.5241729962		0.1829554471		0.7152675465		2.5040850141

				201732_s_at		CLCN3		-2.8648833965		-1.0524393049		0.3673585131		0.6314737076		2.5040850141

				211376_s_at		FLJ20003		-2.8644747429		-0.4454216511		0.1554985437		0.7614387105		2.5040850141

				211928_at		DNCH1		-2.8641504729		-0.3340988555		0.1166484997		0.8060879201		2.5040850141

				210868_s_at		ELOVL6		-2.8636520573		-0.6613842075		0.2309582988		0.695335749		2.5040850141

				218599_at		REC8L1		-2.8634038026		-0.4160347362		0.1452937709		0.7711642597		2.5040850141

				208862_s_at		CTNND1		-2.8629874876		-0.4916170129		0.1717146914		0.7342590251		2.5040850141

				209694_at		PTS		-2.8629789355		-0.4972225892		0.1736731567		0.743590562		2.5040850141

				217527_s_at		FLJ14639		-2.8628524319		-0.5139494112		0.1795235428		0.7198387487		2.5040850141

				219378_at		FLJ22054		-2.8620902164		-0.4228506066		0.147741886		0.7738858957		2.5040850141

				209606_at		PSCDBP		-2.8575303626		-0.7884449377		0.2759183062		0.6529219182		2.5040850141

				213254_at		KIAA1093		-2.85635579		-0.3570348551		0.1249966325		0.7807426856		2.5040850141

				207459_x_at		GYPB		-2.8541217331		-1.1963268935		0.4191576272		0.561612901		2.5040850141

				214023_x_at		MGC8685		-2.8540559247		-0.7596187605		0.2661541261		0.5782804436		2.5040850141

				219148_at		TOPK		-2.8535177085		-0.9204913881		0.3225812776		0.6478977196		2.5040850141

				213141_at		PSKH1		-2.8531633988		-0.2813670964		0.0986158369		0.8225529251		2.5040850141

				219657_s_at		KLF3		-2.8509805452		-0.3225263999		0.113128236		0.8113709748		2.5040850141

				209861_s_at		METAP2		-2.8509750644		-0.6299199963		0.2209489673		0.6988162756		2.5040850141

				215470_at		GTF2H2		-2.8509582308		-0.8305652747		0.2913284613		0.5881007554		2.5040850141

				209152_s_at		TCF3		-2.8471981878		-0.5868396134		0.2061112626		0.6976866324		2.5040850141

				221646_s_at		ZDHHC11		-2.846955953		-0.9014345734		0.3166310221		0.6112012238		2.5040850141

				210845_s_at		PLAUR		-2.8468467593		-1.0509670824		0.3691688283		0.6314802362		2.5040850141

				221239_s_at		SPAP1		-2.8457318182		-0.9104183172		0.3199241444		0.6641611062		2.5040850141

				215902_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.8446388738		-0.8947111191		0.3145253787		0.6210558273		2.5040850141

				215699_x_at		KIAA0542		-2.8445767844		-0.8928863082		0.3138907387		0.6304691379		2.5040850141

				221452_s_at		TMEM14B		-2.8443867834		-0.5966910619		0.209778454		0.6977883849		2.5040850141

				215336_at		AKAP11		-2.8430289165		-0.5213856538		0.1833909078		0.7304103152		2.5040850141

				218031_s_at		C14orf116		-2.8421542939		-0.5142509235		0.1809370183		0.7500180435		2.5040850141

				209391_at		DPM2		-2.8421263406		-0.2959571925		0.104132314		0.8263801985		2.5040850141

				201521_s_at		NCBP2		-2.8419724941		-0.5069824603		0.178391051		0.7479394564		2.5040850141

				201345_s_at		UBE2D2		-2.841878992		-0.3465150499		0.1219316694		0.7867193457		2.5040850141

				219479_at		KDELC1		-2.8415380986		-1.1501892679		0.4047770004		0.6065177861		2.5040850141

				212231_at		FBXO21		-2.8402755741		-0.3928238567		0.1383048393		0.790157012		2.5040850141

				221238_at		NSBP1		-2.8399484524		-0.822006691		0.2894442293		0.6339306532		2.5040850141

				201704_at		ENTPD6		-2.8397194109		-0.8223004653		0.2895710267		0.6454171775		2.5040850141

				215193_x_at		HLA-DRB3		-2.8386918484		-1.1243141645		0.3960677046		0.6212844763		2.5040850141

				207091_at		P2RX7		-2.8367549774		-0.9184408243		0.3237645943		0.5802233764		2.5040850141

				209718_at		384D8-2		-2.8365857878		-0.7459751917		0.2629834765		0.6196041021		2.5040850141

				205088_at		CXorf6		-2.8361754518		-0.372698914		0.1314089767		0.7860763177		2.5040850141

				210969_at		PRKCL2		-2.8360002856		-0.6281520874		0.2214922511		0.7060647437		2.5040850141

				208109_s_at		C15orf5		-2.8358251508		-1.1074286237		0.3905137181		0.5454371166		2.5040850141

				212930_at		ATP2B1		-2.8344619663		-1.1967113928		0.4222005471		0.6317937382		2.5040850141

				208274_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.8343424644		-0.4448431437		0.1569475634		0.7364113563		2.5040850141

				219127_at		MGC11242		-2.8340761661		-0.8082336464		0.2851841655		0.6379684026		2.5040850141

				211727_s_at		COX11		-2.8337955147		-0.5085195591		0.1794482193		0.7293510429		2.5040850141

				209831_x_at		DNASE2		-2.8337695435		-0.4704422796		0.1660128929		0.7254607674		2.5040850141

				204392_at		CAMK1		-2.8335768644		-0.5938231373		0.209566624		0.7105643308		2.5040850141

				206109_at		FUT1		-2.8325798772		-0.5705177702		0.2014127738		0.7162152343		2.5040850141

				213431_x_at		KIAA0542		-2.8325749315		-0.6846277329		0.2416980131		0.6623436458		2.5040850141

				219288_at		HT021		-2.8324132864		-0.8837217378		0.3120031042		0.5826204319		2.5040850141

				212400_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.8318110441		-0.7936377613		0.2802580218		0.6131915928		2.5040850141

				217304_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.8315517312		-0.8150960008		0.2878619493		0.6331040065		2.5040850141

				202031_s_at		DKFZP434J154		-2.8308580352		-0.3519739581		0.124334726		0.799968136		2.5040850141

				207334_s_at		TGFBR2		-2.8306330034		-1.2411576541		0.4384735332		0.3835912199		2.5040850141

				217925_s_at		FLJ22195		-2.8302209515		-0.8320848481		0.2939999606		0.6651451128		2.5040850141

				214535_s_at		ADAMTS2		-2.8301259839		-0.8095358535		0.2860423381		0.654064027		2.5040850141

				46947_at		FLJ10613		-2.8299288641		-0.3344550215		0.1181849571		0.8036371897		2.5040850141

				207608_x_at		CYP1A2		-2.8298160841		-0.5050468455		0.1784733815		0.7431389028		2.5040850141

				220374_at		BTBD5		-2.8295905537		-1.2555258144		0.4437128943		0.5245801146		2.5040850141

				211435_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.829351832		-0.9665161885		0.341603394		0.6071805702		2.5040850141

				209674_at		CRY1		-2.8281862359		-0.7927968009		0.2803198711		0.6732275831		2.5040850141

				210959_s_at		SRD5A1		-2.8261817885		-0.4928235631		0.1743778709		0.7223458218		2.5040850141

				210746_s_at		EPB42		-2.8226506267		-1.8128648725		0.6422562025		0.4679429419		2.5040850141

				219864_s_at		DSCR1L2		-2.821993728		-1.1374359329		0.403061113		0.5307095193		2.5040850141

				207221_at		F2RL3		-2.8206092395		-1.2811290815		0.4542029656		0.6104157412		2.5040850141

				221192_x_at		ET		-2.8178649914		-0.3932568995		0.1395584603		0.7815309505		2.5040850141

				211241_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.8166913619		-1.2833577121		0.4556259622		0.5704900129		2.5040850141

				201196_s_at		AMD1		-2.816442126		-0.4415981055		0.1567928918		0.7684233653		2.5040850141

				2028_s_at		E2F1		-2.8162282385		-0.3057732078		0.1085754356		0.8203902679		2.5040850141

				219714_s_at		CACNA2D3		-2.8155327245		-1.458733338		0.5181020719		0.5647817316		2.5040850141

				217833_at		NSAP1		-2.815181878		-0.441088423		0.1566820341		0.778207114		2.5040850141

				210892_s_at		GTF2I		-2.8150482059		-0.6696611639		0.2378862154		0.6694942484		2.5040850141

				205012_s_at		HAGH		-2.8134654677		-0.4673179241		0.1661004656		0.7548153141		2.5040850141

				215978_x_at		LOC152719		-2.8131102063		-0.6852722869		0.2435995168		0.7071636208		2.5040850141

				203784_s_at		FLJ20399		-2.8129849786		-0.798961943		0.2840263809		0.6332549785		2.5040850141

				216508_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.8124561586		-0.4177195565		0.1485248242		0.7691762022		2.5040850141

				220472_at		ZCCHC4		-2.8112802463		-0.7498689855		0.2667357644		0.5830315773		2.5040850141

				202940_at		PRKWNK1		-2.8110032867		-0.6010868398		0.2138335599		0.6906560361		2.5040850141

				212371_at		PNAS-4		-2.8093354812		-0.2407821603		0.08570787		0.849482657		2.5040850141

				222146_s_at		TCF4		-2.8093078992		-1.2016187645		0.4277276851		0.5692427409		2.5040850141

				209754_s_at		TMPO		-2.8087482464		-0.6484601396		0.2308715779		0.6393657751		2.5040850141

				205423_at		AP1B1		-2.8080535859		-0.547994349		0.1951509586		0.733615011		2.5040850141

				35626_at		SGSH		-2.8076432481		-0.9381132288		0.3341283582		0.626722109		2.5040850141

				217619_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.80533909		-0.6585032201		0.2347321301		0.7119443358		2.5040850141

				201946_s_at		CCT2		-2.805051361		-0.688452168		0.245432999		0.6873113913		2.5040850141

				213650_at		GOLGIN-67		-2.8050274496		-0.6273134324		0.2236389638		0.7150891964		2.5040850141

				204865_at		CA3		-2.8046948569		-0.9643896153		0.3438483202		0.6677186794		2.5040850141

				212822_at		KIAA1237		-2.804456409		-0.879526023		0.3136172915		0.5629553855		2.5040850141

				208840_s_at		G3BP2		-2.8037255769		-0.4050709841		0.1444759742		0.7793507188		2.5040850141

				210916_s_at		CD44		-2.803665644		-0.567733226		0.2024967661		0.7271929192		2.5040850141

				209336_at		PWP2H		-2.8034209574		-0.6427160215		0.2292613315		0.6710477863		2.5040850141

				217655_at		FXYD5		-2.8032430773		-0.9229107499		0.3292296545		0.618770351		2.5040850141

				211027_s_at		IKBKB		-2.8030672384		-1.0598129946		0.3780904647		0.5552470407		2.5040850141

				218237_s_at		SLC38A1		-2.803029362		-0.8724516151		0.3112531131		0.6345312453		2.5040850141

				217690_at		TYMS		-2.8030158109		-0.6861121662		0.2447764167		0.6902612995		2.5040850141

				215449_at		na		-2.8024984526		-1.215020254		0.4335489473		0.5880679919		2.5040850141

				201189_s_at		ITPR3		-2.8009518592		-1.3318968573		0.4755157976		0.5735405578		2.5040850141

				217775_s_at		RDH11		-2.8008436742		-0.4400646686		0.1571186113		0.7584670524		2.5040850141

				204696_s_at		CDC25A		-2.8007437301		-0.8701723677		0.3106933199		0.6382795557		2.5040850141

				204303_s_at		KIAA0427		-2.8000290999		-0.6361042214		0.2271777181		0.7138860855		2.5040850141

				215671_at		PDE4B		-2.7997409408		-0.9433762369		0.3369512597		0.624634518		2.5040850141

				202463_s_at		MBD3		-2.7995958138		-0.9696473239		0.3463526124		0.5810629393		2.5040850141

				210633_x_at		KRT10		-2.7994606836		-0.36850499		0.1316342795		0.7976827041		2.5040850141

				218016_s_at		RPC5		-2.7993141224		-0.4103215796		0.1465793268		0.7713483897		2.5040850141

				203528_at		SEMA4D		-2.7982981221		-0.4235259484		0.1513512606		0.7761763844		2.5040850141

				202728_s_at		LTBP1		-2.797263354		-1.0606401788		0.3791706552		0.6231165273		2.5040850141

				216189_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.797195319		-1.034794423		0.3699399952		0.6142638037		2.5040850141

				203742_s_at		TDG		-2.7971364786		-0.6183260244		0.2210567947		0.6801848631		2.5040850141

				218621_at		HEMK		-2.796779778		-0.9407073105		0.3363537301		0.6364726234		2.5040850141

				222358_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.7964925169		-1.1350426583		0.4058808137		0.5075790738		2.5040850141

				208973_at		PRNPIP		-2.7964558255		-1.0883620809		0.389193375		0.5938044721		2.5040850141

				220296_at		FLJ11715		-2.7941832773		-0.9057518315		0.3241561994		0.5974323139		2.5040850141

				215209_at		SEC24D		-2.7933533201		-1.1001218047		0.393835537		0.5664739884		2.5040850141

				217729_s_at		AES		-2.792734769		-0.722019021		0.2585347628		0.6868304262		2.5040850141

				212586_at		CAST		-2.7924646992		-0.5339663719		0.1912168745		0.7138919551		2.5040850141

				205091_x_at		RECQL		-2.7920070105		-0.5767207152		0.2065613421		0.6802027667		2.5040850141

				212316_at		NUP210		-2.7918069319		-0.4009546047		0.143618314		0.7656151315		2.5040850141

				221065_s_at		CHST8		-2.7881778594		-0.9092418658		0.3261061208		0.6194926569		2.5040850141

				202181_at		KIAA0247		-2.786763839		-0.4073958782		0.1461895954		0.7770743914		2.5040850141

				216296_at		CLTA		-2.7866311908		-0.720688433		0.2586235435		0.6636826692		2.5040850141

				209745_at		COQ7		-2.785987775		-0.6981240494		0.2505840319		0.6127575049		2.5040850141

				209581_at		HRASLS3		-2.7859312266		-1.1560939418		0.4149757649		0.499026564		2.5040850141

				204440_at		CD83		-2.7852296227		-0.8796257654		0.3158180418		0.7205245926		2.5040850141

				203553_s_at		MAP4K5		-2.7840069247		-0.4646128651		0.1668863899		0.7513298126		2.5040850141

				210679_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.7831871273		-0.6147580577		0.2208827612		0.7199497313		2.5040850141

				204980_at		CLOCK		-2.7829882176		-0.4362734545		0.1567643915		0.7620529654		2.5040850141

				219024_at		PLEKHA1		-2.7814250217		-1.3545877685		0.4870121459		0.4756697344		2.5040850141

				203917_at		CXADR		-2.7809488878		-0.7048316868		0.2534500688		0.711928154		2.5040850141

				212486_s_at		FYN		-2.7806032666		-0.8174689753		0.2939897917		0.6502496844		2.5040850141

				205837_s_at		GYPA		-2.7795389624		-1.7778322322		0.6396140713		0.4778436585		2.5040850141

				217289_s_at		SLC37A4		-2.7786132924		-0.4137250935		0.1488962478		0.7809116191		2.5040850141

				49485_at		PRDM4		-2.7785118154		-0.2769462638		0.0996743157		0.8358971259		2.5040850141

				210580_x_at		SULT1A3		-2.7777739595		-0.364387404		0.1311796458		0.7887759477		2.5040850141

				212555_at		PRKAR1B		-2.777389782		-0.8354236244		0.3007945193		0.476085066		2.5040850141

				209200_at		MEF2C		-2.7760511744		-1.2305796891		0.4432842235		0.5744564604		2.5040850141

				209964_s_at		SCA7		-2.7757369771		-0.6563157708		0.2364473926		0.7013177915		2.5040850141

				201953_at		CIB1		-2.7753385546		-0.2957302192		0.1065564483		0.83221514		2.5040850141

				220458_at		FLJ10246		-2.7742127069		-0.8150274603		0.2937869394		0.6193320867		2.5040850141

				221771_s_at		HSMPP8		-2.7739561285		-0.5435997643		0.1959655233		0.7111708945		2.5040850141

				221082_s_at		NDRG3		-2.7736754308		-0.3721696861		0.1341792489		0.792706		2.5040850141

				210425_x_at		GOLGIN-67		-2.7729418144		-0.8460692481		0.3051161202		0.6632368228		2.5040850141

				219690_at		FLJ22573		-2.7725212716		-0.5078919519		0.1831877566		0.7412372224		2.5040850141

				214407_x_at		GYPB		-2.7721192396		-1.2146060327		0.4381507171		0.5603708003		2.5040850141

				204505_s_at		EPB49		-2.7710929919		-0.6153978451		0.2220776592		0.677947229		2.5040850141

				201960_s_at		PAM		-2.7704362408		-0.4486367492		0.1619372222		0.7690882051		2.5040850141

				220711_at		FLJ12121		-2.7692286812		-1.3565468056		0.4898644936		0.5190855488		2.5040850141

				205903_s_at		KCNN3		-2.7684913485		-0.5330126523		0.1925281987		0.5947569956		2.5040850141

				215210_s_at		DLST		-2.7663684672		-0.5055717173		0.1827564633		0.751479014		2.5040850141

				208146_s_at		CPVL		-2.7650445493		-1.638517573		0.592582703		0.4773416363		2.5040850141

				205321_at		EIF2S3		-2.7650185973		-0.7748063484		0.2802174095		0.5508943883		2.5040850141

				211732_x_at		HNMT		-2.7648886982		-0.9175165162		0.3318457328		0.585774553		2.5040850141

				207351_s_at		SH2D2A		-2.7647823654		-0.6221611353		0.2250307811		0.7065378078		2.5040850141

				216756_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.7645037431		-0.7076352472		0.2559718897		0.675854067		2.5040850141

				211676_s_at		IFNGR1		-2.7636973129		-0.6094225521		0.2205098761		0.7131926576		2.5040850141

				217119_s_at		CXCR3		-2.7635307009		-1.0492584352		0.3796803975		0.5780697529		2.5040850141

				222258_s_at		SH3BP4		-2.7625542192		-0.602214135		0.2179917885		0.7071311726		2.5040850141

				214507_s_at		RRP4		-2.762180341		-1.0998429728		0.3981792776		0.5959668968		2.5040850141

				213653_at		METTL3		-2.7612749546		-0.7656897871		0.2772957419		0.6623470017		2.5040850141

				203247_s_at		ZNF24		-2.7610449372		-0.3888736863		0.14084294		0.7728699842		2.5040850141

				210831_s_at		PTGER3		-2.7609561989		-0.9830586366		0.3560573098		0.6012203437		2.5040850141

				210370_s_at		LY9		-2.7608746462		-0.8691279708		0.3148016778		0.6346379094		2.5040850141

				209765_at		ADAM19		-2.7608650017		-0.641121141		0.23221749		0.6868033624		2.5040850141

				221905_at		CYLD		-2.7604286558		-0.7692238955		0.2786610311		0.6574562118		3.1113177356

				216537_s_at		SIGLEC7		-2.7597040381		-0.6299585228		0.2282703196		0.6848291051		3.1113177356

				217760_at		TRIM44		-2.7596143834		-0.493008384		0.1786511865		0.7573389637		3.1113177356

				202478_at		TRB2		-2.7586471416		-0.7397661302		0.2681626509		0.6750174254		3.1113177356

				210409_at		MLLT4		-2.7585459674		-1.0217698016		0.3704015861		0.5429646421		3.1113177356

				204861_s_at		BIRC1		-2.7576577331		-0.9528191059		0.3455175363		0.6076971178		3.1113177356

				213208_at		KIAA0240		-2.756394603		-0.4772906566		0.1731575936		0.7424507951		3.1113177356

				218970_s_at		CGI-32		-2.7549727097		-0.2660191586		0.0965596348		0.8309691685		3.1113177356

				205723_at		CNTFR		-2.7549339369		-0.7309262134		0.2653153325		0.6865262583		3.1113177356

				218997_at		PAF53		-2.7543477656		-0.3383368297		0.1228373679		0.8065032849		3.1113177356

				221413_at		KCNAB3		-2.7542941456		-0.5540601692		0.2011623087		0.7046679852		3.1113177356

				202516_s_at		DLG1		-2.7533020935		-0.9072184076		0.3295019496		0.6417195362		3.1113177356

				215794_x_at		GLUD2		-2.7530294821		-0.3282160038		0.1192199379		0.8080161947		3.1113177356

				210054_at		MGC4701		-2.7523473572		-0.5434076506		0.1974342552		0.7018477156		3.1113177356

				205408_at		MLLT10		-2.7512910259		-0.3722228899		0.1352902642		0.795841103		3.1113177356

				215589_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.7499703186		-1.024083909		0.3723981681		0.55517867		3.1113177356

				210660_at		LILRB1		-2.74820782		-1.0506446661		0.3823017526		0.6151939419		3.1113177356

				217994_x_at		FLJ20542		-2.7466446953		-0.3116392294		0.1134617921		0.8240910898		3.1113177356

				220589_s_at		MDS028		-2.7455699684		-1.1142475548		0.4058346965		0.5589744837		3.1113177356

				36554_at		ASMTL		-2.7455194104		-0.3974506345		0.1447633672		0.7847618181		3.1113177356

				212069_s_at		MGC10526		-2.7450500245		-0.5990738534		0.2182378638		0.6996219924		3.1113177356

				204502_at		SAMHD1		-2.7446830955		-0.834155112		0.3039167303		0.6396876645		3.1113177356

				214898_x_at		MUC3B		-2.7443032236		-0.6210544387		0.2263067847		0.5482457841		3.1113177356

				209329_x_at		MGC2198		-2.7440273223		-0.4085303026		0.1488798232		0.7893488548		3.1113177356

				220012_at		ERO1LB		-2.7434222991		-1.152802838		0.4202061193		0.6070664004		3.1113177356

				218587_s_at		MDS010		-2.7430702754		-1.2823973849		0.467504386		0.5304460324		3.1113177356

				201839_s_at		TACSTD1		-2.7426680956		-1.5881131877		0.5790395091		0.6265032674		3.1113177356

				213947_s_at		NUP210		-2.7423838949		-0.447122417		0.1630415121		0.7516880586		3.1113177356

				210717_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.7421874818		-1.1900297514		0.4339709664		0.518910968		3.1113177356

				202340_x_at		NR4A1		-2.7397232598		-1.3131616844		0.479304499		0.4938321139		3.1113177356

				217044_s_at		KIAA0599		-2.7396818374		-1.00809236		0.3679596464		0.612779868		3.1113177356

				219267_at		GLTP		-2.739638151		-0.3976867583		0.1451603228		0.7616939896		3.1113177356

				201633_s_at		CYB5-M		-2.7391889047		-0.447350419		0.1633149208		0.7513416279		3.1113177356

				218014_at		PCNT1		-2.738552455		-0.2694138025		0.0983781786		0.8402091132		3.1113177356

				220142_at		BRAL1		-2.7381268246		-0.8452344942		0.308690776		0.6123208688		3.1113177356

				214122_at		ENIGMA		-2.7352347754		-0.8952334444		0.3272967471		0.6287279367		3.1113177356

				217444_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.7343447249		-0.452835866		0.1656103789		0.7689500494		3.1113177356

				205456_at		CD3E		-2.7333453063		-0.6646815878		0.2431751255		0.7086540598		3.1113177356

				201590_x_at		ANXA2		-2.7330464954		-0.6712526216		0.2456060015		0.7064941622		3.1113177356

				209477_at		EMD		-2.7326883436		-0.5944911196		0.2175480863		0.7057556839		3.1113177356

				219013_at		GALNT11		-2.7321945003		-0.4641601254		0.1698854622		0.764486354		3.1113177356

				215726_s_at		CYB5		-2.7320932188		-0.4938751171		0.180768033		0.7294840831		3.1113177356

				218769_s_at		ANKRA2		-2.7314140387		-0.3604630092		0.1319693771		0.8018089395		3.1113177356

				215067_x_at		PRDX2		-2.7313700162		-0.9186852107		0.3363459382		0.5809596725		3.1113177356

				209599_s_at		HTCD37		-2.7302379364		-0.7350551181		0.2692274942		0.6547135265		3.1113177356

				210539_at		KIAA0998		-2.7293804216		-0.7926157768		0.2904013565		0.5454003895		3.1113177356

				208683_at		CAPN2		-2.7278785644		-0.6970476185		0.2555273639		0.6946261688		3.1113177356

				201395_at		RBM5		-2.7278161521		-0.5038809666		0.184719548		0.7413644078		3.1113177356

				211900_x_at		CD6		-2.7264271707		-0.7278718744		0.2669691244		0.6570681566		3.1113177356

				202048_s_at		CBX6		-2.7263735879		-1.0381027055		0.3807631904		0.5937622833		3.1113177356

				211254_x_at		RHAG		-2.7260209459		-0.5297744433		0.1943398286		0.7374613963		3.1113177356

				216611_s_at		SLC6A2		-2.7254353963		-0.6029485147		0.2212301622		0.6558409396		3.1113177356

				215162_at		GARNL1		-2.7235721392		-0.7904677331		0.2902319794		0.6331218337		3.1113177356

				201970_s_at		NASP		-2.7230203504		-0.8617401491		0.3164648215		0.6414883696		3.1113177356

				202176_at		ERCC3		-2.7229892164		-0.3658274722		0.1343477491		0.8005400746		3.1113177356

				205885_s_at		ITGA4		-2.7227289659		-0.6554733519		0.2407413151		0.6899825556		3.1113177356

				203937_s_at		TAF1C		-2.7225132276		-1.0107535521		0.3712575358		0.5690032496		3.1113177356

				212596_s_at		HMG2L1		-2.721992633		-0.3205399341		0.1177592952		0.8002367935		3.1113177356

				207603_at		SLC4A7		-2.7219521078		-0.909929683		0.334293054		0.599770203		3.1113177356

				210416_s_at		CHEK2		-2.721788578		-0.444688196		0.1633808737		0.7707914056		3.1113177356

				209217_s_at		JM5		-2.7215394019		-0.238536097		0.0876474898		0.8556118225		3.1113177356

				216425_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.7215122871		-0.6862909032		0.2521726271		0.6972308058		3.1113177356

				203141_s_at		AP3B1		-2.7200349903		-0.5543358359		0.203797318		0.7315928778		3.1113177356

				216030_s_at		SEMG2		-2.7199826586		-0.9064146915		0.33324282		0.5880128019		3.1113177356

				215373_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.7197289174		-0.5148837461		0.1893143625		0.7193366608		3.1113177356

				217821_s_at		WBP11		-2.7157962346		-0.736894476		0.2713364378		0.6701908347		3.1113177356

				210948_s_at		LEF1		-2.7154309122		-1.2303862047		0.4531090072		0.5855469523		3.1113177356

				212571_at		HELSNF1		-2.7153427014		-0.3064714382		0.1128665778		0.7996453531		3.1113177356

				215607_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.7150987316		-0.7725051387		0.2845219327		0.6633603955		3.1113177356

				204014_at		DUSP4		-2.7145842795		-1.3196008441		0.4861152605		0.3968772762		3.1113177356

				220777_at		KIF13A		-2.7145032873		-0.5082752445		0.1872442914		0.7316249278		3.1113177356

				222109_at		FLJ10613		-2.7145016112		-0.8394989512		0.3092644881		0.644279		3.1113177356

				220521_s_at		FLJ10035		-2.7144900477		-1.2710250806		0.4682371489		0.6056062057		3.1113177356

				211207_s_at		FACL6		-2.713930973		-0.600529804		0.2212767421		0.6628058027		3.1113177356

				209884_s_at		SLC4A7		-2.7132604859		-0.604603946		0.2228329897		0.6791594794		3.1113177356

				219755_at		CBX8		-2.7131522695		-0.5143081044		0.1895610911		0.6473165389		3.1113177356

				222088_s_at		SLC2A14		-2.7116963412		-0.8686730138		0.3203430268		0.6534990737		3.1113177356

				214883_at		THRA		-2.7110456534		-1.0601881921		0.3910624636		0.5862845778		3.1113177356

				220694_at		HSPC054		-2.7104935532		-1.1290016702		0.4165299227		0.5749412955		3.1113177356

				214048_at		MBD4		-2.7100034002		-0.5902199617		0.2177930705		0.7106473238		3.1113177356

				208962_s_at		FADS1		-2.7094219404		-0.7890699792		0.2912318556		0.6549928206		3.1113177356

				201688_s_at		TPD52		-2.7085711261		-0.6822140218		0.2518722935		0.6983728379		3.1113177356

				219574_at		FLJ20668		-2.7084355684		-0.7320123796		0.2702712917		0.6218571747		3.1113177356

				221616_s_at		TAF9L		-2.7080169269		-0.4498676196		0.1661243751		0.7558788299		3.1113177356

				217074_at		C20orf16		-2.707176953		-0.4661846751		0.172203252		0.6795177916		3.1113177356

				222126_at		HRBL		-2.7071636778		-0.6044941245		0.2232942653		0.7141686157		3.1113177356

				205101_at		MHC2TA		-2.7068981822		-1.1900201683		0.4396250203		0.6745410573		3.1113177356

				203767_s_at		STS		-2.7054499881		-0.5815914361		0.214970315		0.6984466514		3.1113177356

				212142_at		MCM4		-2.7052008374		-0.7156761981		0.2645556619		0.683656949		3.1113177356

				216115_at		NF1		-2.7049868858		-0.6437349999		0.237980821		0.7007288919		3.1113177356

				215339_at		NKTR		-2.7043332253		-1.2533903789		0.4634748289		0.4745950497		3.1113177356

				202339_at		SYMPK		-2.7037637538		-1.0041860551		0.3714030317		0.5586904888		3.1113177356

				206848_at		HOXA7		-2.7037467565		-0.5565715868		0.2058519665		0.7356322702		3.1113177356

				208964_s_at		FADS1		-2.7029093279		-0.3632639989		0.1343974047		0.7952973826		3.1113177356

				213122_at		KIAA1750		-2.702549232		-0.5033856518		0.186263268		0.7562088235		3.1113177356

				205767_at		EREG		-2.7017043136		-1.4918393971		0.5521845561		0.5776964886		3.1113177356

				219929_s_at		ZFYVE21		-2.701655776		-0.5443713201		0.2014954403		0.7141741725		3.1113177356

				213189_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.7008081141		-0.5013833091		0.185641959		0.7501249237		3.1113177356

				213006_at		KIAA0146		-2.7007772853		-0.6892135128		0.2551907988		0.681547169		3.1113177356

				218617_at		IPT		-2.700092927		-0.3906116504		0.1446660026		0.7898024772		3.1113177356

				222266_at		C19orf2		-2.6986764533		-0.9104635492		0.3373741035		0.6301004534		3.1113177356

				205785_at		ITGAM		-2.6973545806		-0.5371476962		0.1991387043		0.7258227126		3.1113177356

				208269_s_at		ADAM28		-2.6969821077		-0.9947569446		0.3688407653		0.6221188983		3.1113177356

				214241_at		NDUFB8		-2.6964996403		-0.4319966389		0.1602064515		0.7557311067		3.1113177356

				203567_s_at		TRIM38		-2.696290304		-0.4546515183		0.1686211302		0.7589585045		3.1113177356

				222128_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.6954396178		-0.8381978872		0.3109688978		0.6267646867		3.1113177356

				201232_s_at		PSMD13		-2.6954372719		-0.2721506785		0.1009671719		0.8350676667		3.1113177356

				218460_at		FLJ20397		-2.6953059306		-0.3040341397		0.112801347		0.8213008048		3.1113177356

				205805_s_at		ROR1		-2.6948338263		-1.0053959638		0.3730827311		0.5563420458		3.1113177356

				221011_s_at		LBH		-2.6948192174		-0.6706123032		0.2488524272		0.7052157527		3.1113177356

				220411_x_at		FLJ23447		-2.6940022268		-1.0435825222		0.3873725537		0.6077363116		3.1113177356

				221737_at		GNA12		-2.6936347495		-0.5502060638		0.2042615703		0.7227296392		3.1113177356

				200844_s_at		PRDX6		-2.6932294826		-0.4005683747		0.1487316166		0.7839520282		3.1113177356

				215754_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.6926275535		-0.5165958766		0.1918556749		0.7524535506		3.1113177356

				204142_at		HSRTSBETA		-2.6923530315		-0.7201770575		0.267489831		0.7007746175		3.1113177356

				210594_x_at		MPZL1		-2.6912302709		-0.879941291		0.3269661837		0.638670617		3.1113177356

				212996_s_at		C21orf108		-2.6903552914		-0.799793079		0.2972815827		0.6674430191		3.1113177356

				201109_s_at		THBS1		-2.6903506167		-1.7496814327		0.6503544266		0.5925649016		3.1113177356

				215015_at		LOC92558		-2.6902343123		-1.0101892447		0.3755023271		0.620022865		3.1113177356

				201627_s_at		INSIG1		-2.6897125632		-0.3975922724		0.1478196138		0.759963342		3.1113177356

				204283_at		FARS1		-2.6897093039		-0.2723097961		0.1012413482		0.8360341895		3.1113177356

				212224_at		ALDH1A1		-2.6891750804		-1.4464717635		0.5378867944		0.5696202091		3.1113177356

				214833_at		KIAA0792		-2.6890523124		-0.9052311329		0.3366357466		0.5938885307		3.1113177356

				204055_s_at		MGEA6		-2.6867325796		-1.0744726524		0.3999179749		0.5602173464		3.1113177356

				212643_at		C14orf32		-2.6858602071		-0.3637911242		0.1354467828		0.8007267418		3.1113177356

				206938_at		SRD5A2		-2.6849637176		-1.0074622649		0.375223791		0.5434432505		3.1113177356

				201661_s_at		FACL3		-2.6849402661		-0.3920470022		0.1460170296		0.7831106983		3.1113177356

				215611_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.684906536		-1.325968942		0.4938603725		0.4700189136		3.1113177356

				210077_s_at		SFRS5		-2.6838573166		-0.6461472324		0.2407531982		0.7051383399		3.1113177356

				205671_s_at		HLA-DOB		-2.682547877		-1.5125109178		0.5638337085		0.694930451		3.1113177356

				219751_at		FLJ21148		-2.6816297766		-0.8615541662		0.3212800565		0.6535392697		3.1113177356

				212641_at		HIVEP2		-2.6808547845		-0.9634850241		0.3593947086		0.6251219048		3.1113177356

				221841_s_at		KLF4		-2.6808046243		-1.2266820107		0.4575797877		0.6156513717		3.1113177356

				204670_x_at		HLA-DRB3		-2.6803139867		-0.8630012075		0.3219776533		0.6865114283		3.1113177356

				220607_x_at		TH1L		-2.6784421369		-0.3561530458		0.1329702221		0.8055936386		3.1113177356

				211450_s_at		MSH6		-2.6777851088		-0.8418964779		0.3144003136		0.654399672		3.1113177356

				220739_s_at		CNNM3		-2.6777440504		-0.3625275045		0.1353854206		0.8090764318		3.1113177356

				213420_at		DHX57		-2.6771647927		-0.8291644088		0.3097173589		0.6404119865		3.1113177356

				210608_s_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.6771356479		-0.3215878408		0.1201238499		0.8183834942		3.1113177356

				202739_s_at		PHKB		-2.6770508113		-0.3347162651		0.1250317191		0.8120645398		3.1113177356

				215338_s_at		NKTR		-2.6767401959		-0.8417409968		0.3144649593		0.6661650818		3.1113177356

				204761_at		RNTRE		-2.6759766257		-0.7622532036		0.2848504715		0.6570452818		3.1113177356

				207224_s_at		SIGLEC7		-2.6758075392		-0.642761544		0.2402121732		0.7076547367		3.1113177356

				207786_at		CYP2R1		-2.675776507		-0.7302929059		0.2729274676		0.6860476904		3.1113177356

				210517_s_at		AKAP12		-2.675412472		-1.1037314608		0.4125462792		0.5908128783		3.1113177356

				209153_s_at		TCF3		-2.6726610776		-1.0964791609		0.4102574659		0.6034755942		3.1113177356

				214092_x_at		SFRS14		-2.6711481115		-0.5791155094		0.2168039679		0.7184185463		3.1113177356

				203411_s_at		LMNA		-2.6708436575		-0.6590473794		0.2467562553		0.6844181158		3.1113177356

				209619_at		CD74		-2.6707032672		-0.878602189		0.3289778388		0.6646376832		3.1113177356

				200959_at		FUS		-2.6687496163		-0.301331594		0.1129111522		0.8144051653		3.1113177356

				221958_s_at		FLJ23091		-2.6685832213		-1.2007511368		0.4499582877		0.6204571665		3.1113177356

				218462_at		RPF1		-2.6685200352		-0.3075745751		0.1152603582		0.822724591		3.1113177356

				210656_at		EED		-2.6681755868		-1.0955433738		0.4105964312		0.6202011287		3.1113177356

				219168_s_at		ARHGAP8		-2.6679290751		-0.8235359122		0.3086798371		0.6209140993		3.1113177356

				201817_at		KIAA0010		-2.6677524507		-0.3584423339		0.1343611675		0.8022541439		3.1113177356

				206594_at		PASK		-2.6672698793		-0.8457865517		0.3170982278		0.6469297873		3.1113177356

				215874_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.66684492		-1.1396529035		0.4273412732		0.4209016334		3.1113177356

				211871_x_at		GNB5		-2.6661917643		-0.4114665805		0.1543274516		0.7708466775		3.1113177356

				209180_at		RABGGTB		-2.6656218775		-0.3302271083		0.1238837028		0.8153360639		3.1113177356

				201018_at		EIF1A		-2.6653346647		-0.5044145482		0.1892499861		0.7356360876		3.1113177356

				212430_at		RNPC1		-2.6645771444		-0.5911878343		0.2218692882		0.6981400591		3.1113177356

				220173_at		C14orf45		-2.6641215005		-0.4970311347		0.1865647398		0.7102379127		3.1113177356

				217143_s_at		TRD		-2.6631247038		-0.9481004908		0.3560105501		0.6164899562		3.1113177356

				204899_s_at		SAP30		-2.6629821157		-0.5057082657		0.1899029898		0.7394045194		3.1113177356

				208894_at		HLA-DRA		-2.6617753145		-1.1975362038		0.4499013111		0.5969089089		3.1113177356

				218813_s_at		SH3GLB2		-2.6616293249		-0.6793565997		0.2552408757		0.6496404478		3.1113177356

				209840_s_at		LRRN3		-2.6608366118		-1.2633681308		0.4748010927		0.496734264		3.1113177356

				203482_at		C10orf6		-2.6588978581		-0.4349298437		0.1635752356		0.7738920288		3.1113177356

				205090_s_at		NAGPA		-2.6575996741		-0.4044895168		0.152201071		0.7900562297		3.1113177356

				203683_s_at		VEGFB		-2.6575814136		-0.9032081132		0.3398609384		0.6406865598		3.1113177356

				215333_x_at		GSTM1		-2.6575218949		-0.614161327		0.2311030168		0.7143558015		3.1113177356

				209696_at		FBP1		-2.6571369383		-0.5621978727		0.2115803159		0.7288635803		3.1113177356

				210904_s_at		IL13RA1		-2.6570096346		-0.831640717		0.3129987585		0.6340524646		3.1113177356

				205019_s_at		VIPR1		-2.657006206		-0.7490852021		0.2819282847		0.6920705373		3.1113177356

				202479_s_at		TRB2		-2.656611401		-0.7135570536		0.2685966993		0.6792387053		3.1113177356

				213593_s_at		TRA2A		-2.6564435138		-0.8618397172		0.3244336696		0.6174129353		3.1113177356

				214339_s_at		MAP4K1		-2.6560676093		-0.4240411691		0.1596499907		0.756236012		3.1113177356

				201152_s_at		MBNL1		-2.6560365271		-0.3767237601		0.1418368145		0.7969386226		3.1113177356

				218035_s_at		FLJ20273		-2.6554383942		-0.7924559945		0.2984275577		0.6695565741		3.1113177356

				204683_at		ICAM2		-2.6552983976		-0.6702075371		0.2524038495		0.7032456875		3.1113177356

				202636_at		RNF103		-2.6545720713		-0.4879373777		0.1838101828		0.7555510236		3.1113177356

				205884_at		ITGA4		-2.6543698644		-0.7543618777		0.2841962184		0.6770575975		3.1113177356

				218156_s_at		FLJ10534		-2.6542335642		-0.6494203269		0.2446733911		0.697592209		3.1113177356

				203189_s_at		NDUFS8		-2.652340046		-1.0360799671		0.3906286333		0.5920093004		3.1113177356

				206050_s_at		RNH		-2.6522878399		-0.4402380944		0.1659842826		0.7842009468		3.1113177356

				203267_s_at		DRG2		-2.6517944039		-0.5041144622		0.1901031473		0.7547527425		3.1113177356

				201586_s_at		SFPQ		-2.6515385453		-0.4492503707		0.1694300735		0.7731045156		3.1113177356

				32402_s_at		SYMPK		-2.6515289358		-0.5853128937		0.2207454295		0.707311359		3.1113177356

				216541_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.6514890331		-1.1617034948		0.4381324909		0.6274564578		3.1113177356

				212568_s_at		DLAT		-2.6511680664		-0.3669224847		0.1384003109		0.7986073575		3.1113177356

				213037_x_at		STAU		-2.6511577636		-0.291868439		0.1100909357		0.8231943341		3.1113177356

				202089_s_at		SLC39A6		-2.6496177451		-0.2916129568		0.1100585008		0.8332849012		3.1113177356

				216333_x_at		TNXB		-2.6493462863		-1.2825153731		0.4840874822		0.5219014792		3.1113177356

				214731_at		NEDD5		-2.6477757521		-0.8362521623		0.3158319437		0.6143559464		3.1113177356

				210336_x_at		ZNF42		-2.6477284768		-0.9353043186		0.3532478224		0.5715493298		3.1113177356

				214163_at		LOC51668		-2.6474550872		-0.7330501713		0.2768886146		0.6593338861		3.1113177356

				214918_at		HNRPM		-2.6469968585		-0.9350240003		0.353239558		0.6086803105		3.1113177356

				218638_s_at		SPON2		-2.6464018273		-0.6484179143		0.245018692		0.725211563		3.1113177356

				219207_at		FLJ21128		-2.6449740133		-0.7146963857		0.2702092278		0.6565967692		3.1113177356

				220469_at		FLJ13241		-2.6432746247		-1.0067411944		0.3808689362		0.6188452432		3.1113177356

				217555_at		SMC1L1		-2.6421331478		-0.8754503232		0.3313422429		0.6402515564		3.1113177356

				204793_at		GASP		-2.6419137917		-0.7130019305		0.2698808465		0.6803165584		3.1113177356

				220091_at		SLC2A6		-2.6414507461		-1.3860398242		0.5247267345		0.614379948		3.1113177356

				201889_at		FAM3C		-2.6410431556		-0.793500529		0.3004496641		0.6581063936		3.1113177356

				203869_at		USP46		-2.6408465214		-0.984259727		0.3727061452		0.6395748671		3.1113177356

				221618_s_at		TAF9L		-2.6406556203		-1.2298412446		0.4657332956		0.5438561716		3.1113177356

				215920_s_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.6401045538		-1.0650625755		0.4034168169		0.5817422434		3.1113177356

				202900_s_at		NUP88		-2.6392738876		-0.4524381946		0.1714252532		0.7478989003		3.1113177356

				205268_s_at		ADD2		-2.639272505		-1.7170780033		0.6505876146		0.5801683772		3.1113177356

				205308_at		CGI-62		-2.6392060972		-0.4766051779		0.1805865705		0.7640484305		3.1113177356

				222341_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.6387121583		-0.8910720223		0.3376920137		0.5982296251		3.1113177356

				221453_at		IGRP		-2.6364044034		-0.2911234674		0.1104244353		0.8281634041		3.1113177356

				217607_x_at		EIF4G2		-2.6358527314		-0.9792772149		0.3715219759		0.6318333428		3.1113177356

				212065_s_at		USP34		-2.6357067711		-1.1173245598		0.4239183858		0.5340114212		3.1113177356

				208868_s_at		GABARAPL1		-2.6345921654		-0.7899373129		0.2998328634		0.6665205153		3.7285312569

				218958_at		FLJ20850		-2.6340633473		-0.3939551377		0.1495617553		0.7824839022		3.7285312569

				215882_at		KIAA0912		-2.6340430323		-1.0066016761		0.3821508091		0.5656063811		3.7285312569

				219349_s_at		SEC5		-2.6338346443		-0.8161851225		0.3098847243		0.6394644824		3.7285312569

				205657_at		HAAO		-2.6327500502		-0.4967997081		0.188699914		0.7386508273		3.7285312569

				204837_at		MTMR9		-2.6321302807		-0.4645395113		0.1764880389		0.7418154588		3.7285312569

				202783_at		NNT		-2.6311429639		-0.5516917259		0.2096775939		0.7232889454		3.7285312569

				219158_s_at		TBDN100		-2.630901889		-0.6435820216		0.2446241056		0.6809445065		3.7285312569

				219774_at		FLJ10996		-2.6307864366		-0.3885360877		0.1476881902		0.7759084409		3.7285312569

				201820_at		KRT5		-2.629725427		-0.9190292483		0.3494772644		0.5366923836		3.7285312569

				212619_at		KIAA0286		-2.6293431222		-0.6280443249		0.238859782		0.7172493402		3.7285312569

				204247_s_at		CDK5		-2.6291698931		-1.2001889207		0.456489679		0.6471065507		3.7285312569

				212597_s_at		HMG2L1		-2.6290897026		-0.3377964236		0.1284841758		0.8102718529		3.7285312569

				218265_at		SBP2		-2.6288719594		-0.3552307436		0.1351266814		0.7899276208		3.7285312569

				203375_s_at		TPP2		-2.6280419865		-0.6249004121		0.237781746		0.6972942936		3.7285312569

				212232_at		FNBP4		-2.627314713		-0.4356077151		0.1657995949		0.7760978405		3.7285312569

				216232_s_at		GCN1L1		-2.6261349517		-0.4953349153		0.1886174642		0.7473871825		3.7285312569

				207645_s_at		CHD1L		-2.6239266432		-1.1138972749		0.4245154024		0.6014919572		3.7285312569

				218821_at		NPEPL1		-2.6237783286		-0.5007406006		0.190847144		0.7215929302		3.7285312569

				213805_at		ABHD5		-2.6235498347		-0.8437135827		0.3215923599		0.6484264734		3.7285312569

				211306_s_at		FCAR		-2.6233950688		-1.3228849222		0.5042644693		0.5241622943		3.7285312569

				201792_at		AEBP1		-2.6231292502		-0.8766035589		0.3341823735		0.6450719116		3.7285312569

				203876_s_at		MMP11		-2.6208759942		-1.0454817728		0.398905471		0.5515436944		3.7285312569

				216928_at		TAL1		-2.6203533094		-0.5325181717		0.2032238056		0.6778082475		3.7285312569

				206716_at		UMOD		-2.6197920394		-0.8465413849		0.3231330473		0.5886068225		3.7285312569

				209780_at		PHTF2		-2.6192211136		-0.4169876702		0.1592029279		0.7824418584		3.7285312569

				220119_at		EPB41L4A		-2.6182630312		-0.9697154054		0.3703659234		0.482156725		3.7285312569

				217594_at		KIAA0191		-2.6178768393		-1.0414479426		0.3978215961		0.557749287		3.7285312569

				214615_at		P2RY10		-2.617221351		-0.6406514398		0.2447830557		0.7005558675		3.7285312569

				220716_at		CKN1		-2.6167785028		-0.9361301895		0.3577414705		0.5611083809		3.7285312569

				200726_at		PPP1CC		-2.6165525187		-0.3595957773		0.1374311331		0.7999427967		3.7285312569

				201853_s_at		CDC25B		-2.6164148743		-0.4595124489		0.175626753		0.7659788994		3.7285312569

				202880_s_at		PSCD1		-2.616150023		-0.5894036351		0.2252942797		0.7130993923		3.7285312569

				214153_at		ELOVL5		-2.615786565		-0.8970890467		0.3429519284		0.6077208779		3.7285312569

				222133_s_at		CGI-72		-2.6151941222		-0.4455073586		0.1703534567		0.774627703		3.7285312569

				219846_at		FLJ20203		-2.6146105573		-0.4519509386		0.1728559297		0.7393309162		3.7285312569

				202550_s_at		VAPB		-2.6134240492		-0.245126226		0.0937950449		0.850061765		3.7285312569

				216510_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.6133922456		-1.2628237929		0.4832124971		0.7704160519		3.7285312569

				216538_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.6123910625		-0.7239442908		0.277119418		0.6829164432		3.7285312569

				209345_s_at		PI4KII		-2.6121244598		-0.5523018453		0.2114377986		0.7259832339		3.7285312569

				222118_at		BM039		-2.6120820347		-0.5741905662		0.2198210311		0.7154819257		3.7285312569

				202069_s_at		IDH3A		-2.6118679972		-0.4812205549		0.1842438268		0.749784417		3.7285312569

				215898_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.6117050587		-0.6638834588		0.2541954179		0.6946822658		3.7285312569

				207746_at		na		-2.6102812437		-0.7116092243		0.2726178361		0.6828657511		3.7285312569

				211085_s_at		STK4		-2.610147324		-0.6188223077		0.2370832872		0.6980348217		3.7285312569

				207292_s_at		MAPK7		-2.6093604542		-0.5500446266		0.2107967206		0.7588576927		3.7285312569

				48031_r_at		C5orf4		-2.6091091579		-0.6460634833		0.2476184185		0.7132161167		3.7285312569

				219687_at		FLJ10724		-2.6089518458		-0.8893120873		0.3408694909		0.6365354298		3.7285312569

				221548_s_at		ILKAP		-2.6071246113		-0.3505655869		0.1344644538		0.794254449		3.7285312569

				215573_at		CAT		-2.6061681338		-1.0609782039		0.407102746		0.6192215019		3.7285312569

				215208_x_at		FLJ14408		-2.6057089687		-1.0374351358		0.3981392965		0.6171657257		3.7285312569

				218524_at		E4F1		-2.6056980145		-0.3490197212		0.1339448084		0.7892554623		3.7285312569

				213939_s_at		RIPX		-2.6041958512		-1.5751744495		0.60486021		0.4897675052		3.7285312569

				210009_s_at		GOSR2		-2.6041191076		-0.9926549453		0.3811864605		0.6343885901		3.7285312569

				215185_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.6038247936		-1.0279326879		0.3947779783		0.586264492		3.7285312569

				218136_s_at		MSCP		-2.6036802313		-0.4931233232		0.1893947334		0.7441817825		3.7285312569

				219672_at		ERAF		-2.6032969505		-1.4326208264		0.550310185		0.5416575865		3.7285312569

				210466_s_at		PAI-RBP1		-2.6031014764		-0.5615821512		0.2157357891		0.7353454909		3.7285312569

				217028_at		CXCR4		-2.6030014501		-0.6594631249		0.2533471984		0.7041849401		3.7285312569

				218013_x_at		DCTN4		-2.6010277345		-0.4277379127		0.1644495778		0.755373627		3.7285312569

				215854_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.6006599246		-0.4532382537		0.1742781705		0.762635973		3.7285312569

				35148_at		TJP3		-2.6004763834		-0.8600191222		0.3307159902		0.5945600646		3.7285312569

				209585_s_at		MINPP1		-2.6003504534		-1.0109032005		0.3887565228		0.631222011		3.7285312569

				216682_s_at		P38IP		-2.6002515437		-0.6754893336		0.2597784569		0.7065800866		3.7285312569

				213785_at		IPO9		-2.6001861132		-0.91158362		0.3505839891		0.6664444971		3.7285312569

				209160_at		AKR1C3		-2.5999705567		-1.3002348072		0.5000959737		0.5800342772		3.7285312569

				210726_at		CYP3A4		-2.5993036772		-1.0545432324		0.4057022046		0.6191749914		3.7285312569

				211047_x_at		AP2S1		-2.5985227227		-0.4184672828		0.1610404555		0.7844301534		3.7285312569

				204087_s_at		SLC5A6		-2.5978532631		-0.3918955178		0.1508536003		0.7775265842		3.7285312569

				203939_at		NT5E		-2.5973987845		-1.1405458601		0.4391108007		0.5828501142		3.7285312569

				205235_s_at		MPHOSPH1		-2.5972617768		-0.5940810339		0.2287335991		0.7000565799		3.7285312569

				216229_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.5971265182		-0.5218450848		0.2009317148		0.7415559934		3.7285312569

				208701_at		APLP2		-2.5969217064		-0.4052809288		0.1560620514		0.7639546021		3.7285312569

				208282_x_at		DAZ2		-2.5964768082		-1.1459397598		0.4413441153		0.4901317123		3.7285312569

				204788_s_at		PPOX		-2.5963780794		-0.5461167519		0.210337915		0.7253405763		3.7285312569

				209657_s_at		HSF2		-2.5956611578		-0.599113316		0.2308133765		0.7556326531		3.7285312569

				213156_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.5951894824		-0.8398686173		0.3236251623		0.6373980929		3.7285312569

				217340_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.5949272825		-0.6056922728		0.2334139677		0.7089799513		3.7285312569

				216236_s_at		SLC2A14		-2.5948211307		-0.8509638088		0.3279470013		0.6655197201		3.7285312569

				213906_at		MYBL1		-2.5938677342		-1.2788982296		0.4930468168		0.60247293		3.7285312569

				210288_at		KLRG1		-2.5935614447		-0.534100291		0.205933155		0.7257020197		3.7285312569

				212266_s_at		SFRS5		-2.5933361387		-0.4545580146		0.1752792504		0.757673086		3.7285312569

				201512_s_at		TOMM70A		-2.5929062011		-0.2641665327		0.1018804817		0.840600317		3.7285312569

				215207_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.5922385629		-0.397377575		0.1532951406		0.7892975598		3.7285312569

				222006_at		FGFR3		-2.5909747568		-0.7107305218		0.2743100912		0.6794734337		3.7285312569

				218386_x_at		USP16		-2.5907358384		-0.3049579642		0.1177109452		0.828076836		3.7285312569

				216002_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.590317404		-1.1548463331		0.4458319785		0.635212401		3.7285312569

				200765_x_at		CTNNA1		-2.5897402917		-0.4683849974		0.180861764		0.7809521984		3.7285312569

				202368_s_at		TRAM2		-2.5889853805		-0.4500261522		0.1738233655		0.761552257		3.7285312569

				37566_at		KIAA1045		-2.5885734364		-1.0774756593		0.4162430334		0.5311291639		3.7285312569

				218848_at		MGC2655		-2.5885545205		-0.4742020322		0.1831918271		0.7182249416		3.7285312569

				218918_at		MAN1C1		-2.588169419		-0.6669044495		0.2576741865		0.6927498138		3.7285312569

				212383_at		ATP6V0A1		-2.5878852667		-0.3374053441		0.1303787878		0.8140608896		3.7285312569

				217254_s_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.5877470324		-0.8645430476		0.3340910208		0.5942193042		3.7285312569

				206255_at		BLK		-2.5875831582		-1.4455750025		0.5586583751		0.4285394241		3.7285312569

				212965_at		HIC2		-2.5859449305		-0.9103723418		0.3520462988		0.5679897196		3.7285312569

				203828_s_at		NK4		-2.5858051302		-1.5544915781		0.6011634674		0.5911909456		3.7285312569

				203579_s_at		SLC7A6		-2.5849714151		-0.3841540403		0.1486105564		0.7889846692		3.7285312569

				213397_x_at		RNASE4		-2.584004925		-0.6194017289		0.2397060946		0.7007882977		3.7285312569

				215117_at		RAG2		-2.5839722549		-0.8763182988		0.33913611		0.6181830927		3.7285312569

				215592_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.5833704731		-1.2687105801		0.4911067124		0.5402412315		3.7285312569

				208184_s_at		TMEM1		-2.5812695377		-0.3747584042		0.145183755		0.7894560363		3.7285312569

				221987_s_at		FLJ10534		-2.5810634657		-0.9052112976		0.3507125298		0.6418792087		3.7285312569

				203222_s_at		TLE1		-2.5809252963		-1.3144275131		0.5092853772		0.5589140218		3.7285312569

				201522_x_at		SNRPN		-2.5804816048		-0.4471513303		0.1732821228		0.7823729769		3.7285312569

				219955_at		FLJ10884		-2.5787446688		-0.8544323639		0.3313365508		0.6439751238		3.7285312569

				217828_at		FLJ13213		-2.5783775342		-0.3081537135		0.1195145821		0.8245515527		3.7285312569

				205443_at		SNAPC1		-2.5769448758		-0.6171610355		0.2394933013		0.7295081056		3.7285312569

				212243_at		GRINL1A		-2.5760250781		-0.3195374116		0.1240428186		0.8120401802		3.7285312569

				212237_at		ASXL1		-2.5756775837		-0.2771128678		0.107588337		0.8336777667		3.7285312569

				220238_s_at		SBBI26		-2.5735099471		-0.3870720593		0.1504062806		0.7755740738		3.7285312569

				206783_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.5726543708		-0.4613129609		0.1793140058		0.7660366902		3.7285312569

				216524_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.5719318444		-0.6143548748		0.2388690338		0.712472465		3.7285312569

				215390_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.5716691509		-0.918140825		0.3570213628		0.5748906706		3.7285312569

				205295_at		CKMT2		-2.5712373817		-0.5681076746		0.2209471901		0.6850283032		3.7285312569

				208631_s_at		HADHA		-2.5707478017		-0.399125013		0.155256386		0.7846462247		3.7285312569

				219708_at		NT5M		-2.5703812137		-0.6878340006		0.2675999953		0.6974445939		3.7285312569

				201044_x_at		DUSP1		-2.5698112153		-1.5424679738		0.6002261818		0.5764729233		3.7285312569

				217360_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.5693298535		-1.4586159691		0.5677028845		0.8331088398		3.7285312569

				221912_s_at		MGC1203		-2.5686896486		-0.8417501368		0.3276963168		0.6439203463		3.7285312569

				217049_x_at		PCDH11Y		-2.5683488059		-0.5327911431		0.2074450098		0.6874928053		3.7285312569

				210440_s_at		CDC14A		-2.5679124739		-0.7810335297		0.3041511491		0.6238050282		3.7285312569

				202514_at		DLG1		-2.5670248124		-0.4893491825		0.1906289258		0.755297466		3.7285312569

				214902_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.5665949344		-0.4712719501		0.1836175798		0.7604488771		3.7285312569

				214949_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.5665544638		-0.4045940188		0.1576409246		0.7651669003		3.7285312569

				204222_s_at		GLIPR1		-2.5664419277		-0.6226052886		0.2425947308		0.659689349		3.7285312569

				206363_at		MAF		-2.5652409085		-1.1072537646		0.4316373409		0.6229364741		3.7285312569

				212829_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.5650524499		-0.3978114856		0.1550890258		0.7945311495		3.7285312569

				205276_s_at		GTPBP1		-2.5644041701		-0.7622014962		0.2972236222		0.6870901074		3.7285312569

				213645_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.5643788052		-0.6780540932		0.2644126101		0.6872636428		3.7285312569

				220371_s_at		SLC12A9		-2.5636446868		-0.26219366		0.1022737906		0.8458844088		3.7285312569

				203096_s_at		PDZGEF1		-2.5635810892		-0.6238318998		0.2433439311		0.7234355393		3.7285312569

				214972_at		MGEA5		-2.563415231		-0.4418451215		0.1723658017		0.7639170737		3.7285312569

				204880_at		MGMT		-2.5630166508		-0.5696167535		0.2222446559		0.7317781179		3.7285312569

				222368_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.5629291248		-0.4354540624		0.1699048398		0.7676426436		3.7285312569

				222078_at		HCN3		-2.5612649119		-1.3524423804		0.5280368985		0.6275617628		3.7285312569

				220221_at		FLJ10619		-2.5607395878		-1.1933208384		0.4660063226		0.5208509976		3.7285312569

				209184_s_at		IRS2		-2.5595399745		-0.6342737187		0.2478077018		0.7143108164		3.7285312569

				209936_at		RBM5		-2.5591525423		-1.1968612292		0.4676787372		0.4661341526		3.7285312569

				207346_at		EPIM		-2.5573007921		-1.1206355443		0.4382102988		0.5858948371		3.7285312569

				201584_s_at		DDX39		-2.5560412578		-0.2850009091		0.1115009033		0.8347473246		3.7285312569

				219325_s_at		ELAC1		-2.5560351205		-0.559267371		0.2188026943		0.7148403035		3.7285312569

				214157_at		GNAS		-2.5560120804		-0.3841118261		0.150277782		0.7936485142		3.7285312569

				201845_s_at		RYBP		-2.5557256045		-0.4172239095		0.1632506669		0.7745596622		3.7285312569

				218125_s_at		FLJ10853		-2.5556726906		-0.4517968491		0.1767819685		0.7598437811		3.7285312569

				221780_s_at		DDX27		-2.5555008279		-0.3541689424		0.138590815		0.7996987436		3.7285312569

				201990_s_at		CREBL2		-2.5551446876		-0.3353785306		0.1312561798		0.7992757698		3.7285312569

				210184_at		ITGAX		-2.5549645968		-1.4714131543		0.5759035394		0.6780053908		3.7285312569

				216680_s_at		EPHB4		-2.5548606023		-0.6475057541		0.2534407371		0.6829039813		3.7285312569

				219202_at		FLJ22341		-2.5547078947		-0.6832933093		0.2674643589		0.6844550794		3.7285312569

				204141_at		TUBB		-2.5538815007		-1.2040541548		0.471460463		0.6150696917		3.7285312569

				211478_s_at		DPP4		-2.5537486449		-0.9281892531		0.3634614765		0.6507100376		3.7285312569

				213678_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.5537295471		-0.4572766415		0.1790622824		0.7479953219		3.7285312569

				201690_s_at		TPD52		-2.5531760462		-0.5717723863		0.2239455392		0.7232889514		3.7285312569

				212648_at		DHX29		-2.5527325283		-0.3811887778		0.1493257807		0.7913776967		3.7285312569

				211333_s_at		TNFSF6		-2.5525557249		-0.6966280461		0.2729139424		0.6797052154		3.7285312569

				204183_s_at		ADRBK2		-2.5522602232		-0.410414852		0.1608044698		0.7823193557		3.7285312569

				217791_s_at		PYCS		-2.5511924365		-0.4369279853		0.171264221		0.7741173782		3.7285312569

				213957_s_at		CAP350		-2.5511869686		-0.5198272263		0.2037589689		0.7421692749		3.7285312569

				201160_s_at		CSDA		-2.5506351787		-0.6586950717		0.258247466		0.6828108843		3.7285312569

				210031_at		CD3Z		-2.5504224984		-1.0178469324		0.3990895363		0.6108641141		3.7285312569

				205900_at		KRT1		-2.549936593		-0.6496473797		0.2547700133		0.6230043587		3.7285312569

				202727_s_at		IFNGR1		-2.5497199152		-0.54667542		0.2144060674		0.7326177475		3.7285312569

				209826_at		PPT2		-2.549492499		-0.7095181921		0.2782978151		0.6831955645		3.7285312569

				210954_s_at		KIAA0669		-2.5489017834		-0.8238055993		0.323200213		0.6626007121		3.7285312569

				203285_s_at		HS2ST1		-2.548760748		-0.3708783282		0.1455131983		0.8058802374		3.7285312569

				64371_at		SFRS14		-2.5477982124		-0.4299688533		0.1687609526		0.7816300307		3.7285312569

				201886_at		WDR23		-2.5474395661		-0.2515228801		0.0987355631		0.8482838704		3.7285312569

				220646_s_at		KLRF1		-2.5472903659		-1.1658964063		0.4577006304		0.5552499175		3.7285312569

				202477_s_at		TUBGCP2		-2.5471972059		-0.3403203647		0.1336058174		0.7990154286		3.7285312569

				218536_at		MRS2L		-2.5466699099		-0.4100893613		0.1610296488		0.7863240862		3.7285312569

				203556_at		ZHX2		-2.5466255752		-0.528531675		0.2075419646		0.7388995228		3.7285312569

				213514_s_at		DIAPH1		-2.5451274989		-0.4596400143		0.1805960662		0.7590828129		3.7285312569

				221426_s_at		OR3A3		-2.5449287592		-0.4133358549		0.1624154913		0.7617992611		3.7285312569

				201422_at		IFI30		-2.5439691712		-1.0757624096		0.4228677068		0.6766903665		3.7285312569

				201620_at		MBTPS1		-2.5431541199		-0.3360797255		0.1321507505		0.808454444		3.7285312569

				213158_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.542559595		-0.6506585185		0.25590689		0.7174128546		3.7285312569

				211994_at		PRKWNK1		-2.5418257032		-0.257090623		0.1011440803		0.8535774518		3.7285312569

				211930_at		LOC220988		-2.5417501235		-0.5982024773		0.2353506239		0.7434248726		3.7285312569

				217783_s_at		CGI-127		-2.5414975887		-0.4033918922		0.1587221227		0.7886965077		3.7285312569

				209100_at		IFRD2		-2.5408454878		-0.399482632		0.1572242916		0.7744516704		3.7285312569

				206777_s_at		CRYBB2		-2.5407478962		-0.9981662486		0.3928631605		0.5419294739		3.7285312569

				218225_at		SITPEC		-2.5405018294		-0.6493351426		0.2555932592		0.7231056656		3.7285312569

				202587_s_at		AK1		-2.5403953513		-0.7236077286		0.284840597		0.697564495		3.7285312569

				221417_x_at		EDG8		-2.5399177609		-0.5115374468		0.2013992164		0.7263615505		3.7285312569

				221904_at		MGC21688		-2.5397668864		-0.3523472722		0.1387321309		0.8116850178		3.7285312569

				204270_at		SKI		-2.5392676177		-0.7579979736		0.2985104714		0.6727519633		3.7285312569

				56829_at		T1		-2.5391637209		-0.209323105		0.0824378134		0.8738610815		3.7285312569

				211228_s_at		RAD17		-2.5388928792		-0.3039887664		0.1197328051		0.8143542646		3.7285312569

				204257_at		FADS3		-2.5377410564		-0.5706246983		0.2248553677		0.750648949		3.7285312569

				220262_s_at		EGFL9		-2.537705379		-0.8161770414		0.3216200936		0.5998675576		3.7285312569

				220890_s_at		DDX47		-2.5371953419		-0.4762538617		0.1877087877		0.7726481948		3.7285312569

				215105_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.537167877		-0.8257570988		0.3254641154		0.6060857403		3.7285312569

				210743_s_at		CDC14A		-2.5371109932		-0.8222034236		0.3240707347		0.6616452393		3.7285312569

				221141_x_at		EPN1		-2.5366088483		-0.9317742439		0.3673306764		0.641178899		3.7285312569

				201920_at		SLC20A1		-2.5364936774		-0.6645316886		0.2619883087		0.7126676017		3.7285312569

				218510_x_at		FLJ20152		-2.5363762319		-0.9348937656		0.3685942779		0.556621066		3.7285312569

				205005_s_at		NMT2		-2.5361598041		-0.4608151928		0.1816980113		0.7414324909		3.7285312569

				218751_s_at		FBXW7		-2.5346204776		-0.5484702054		0.216391452		0.7323546157		3.7285312569

				205262_at		KCNH2		-2.5334122133		-1.7146548781		0.676816378		0.5762088044		3.7285312569

				212697_at		LOC162427		-2.5331607274		-0.2914730493		0.1150629907		0.8328476704		3.7285312569

				201944_at		HEXB		-2.5326414133		-0.4093431227		0.1616269562		0.7941917405		3.7285312569

				200811_at		CIRBP		-2.5324781907		-0.4068198361		0.1606410028		0.7932345274		3.7285312569

				204317_at		FLJ10140		-2.5317655236		-0.8974356993		0.3544703058		0.6488248594		3.7285312569

				210012_s_at		EWSR1		-2.5314934899		-0.8772524349		0.3465355287		0.5554354874		3.7285312569

				207264_at		KDELR3		-2.530903864		-0.7715631598		0.3048567631		0.660834401		3.7285312569

				221338_at		LY6G6E		-2.5307679303		-1.0185320159		0.402459666		0.5796252927		3.7285312569

				210663_s_at		KYNU		-2.5299214957		-1.1313494441		0.4471875693		0.6459555691		3.7285312569

				210829_s_at		SSBP2		-2.5297632851		-0.5300079121		0.2095088957		0.7540897311		3.7285312569

				211655_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.5294982175		-1.1142315826		0.4404951049		0.6058623726		3.7285312569

				216715_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.529296309		-0.6274167077		0.2480597886		0.6831439881		3.7285312569

				208416_s_at		SPTB		-2.5292226718		-0.8334545977		0.329529941		0.6370129388		3.7285312569

				215367_at		KIAA1614		-2.528540897		-0.8206118366		0.3245396733		0.5268126346		3.7285312569

				222211_x_at		SCAND2		-2.5274943946		-0.8586697285		0.3397316055		0.5461578133		3.7285312569

				209246_at		ABCF2		-2.5269300824		-0.8652497321		0.3424114257		0.5838409501		3.7285312569

				205866_at		FCN3		-2.5269048872		-0.8271537868		0.3273387103		0.5816158239		3.7285312569

				200806_s_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.526807907		-0.6128393786		0.242535009		0.7344894474		3.7285312569

				211822_s_at		DEFCAP		-2.5266311935		-0.8022524728		0.3175186291		0.6556228791		3.7285312569

				202822_at		LPP		-2.5263326924		-0.304958469		0.1207119197		0.8176492584		3.7285312569

				218912_at		GCC1		-2.5257277877		-0.2936513621		0.116264058		0.8402042748		3.7285312569

				217430_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.5255445362		-0.2620430358		0.1037570441		0.8356016891		3.7285312569

				221592_at		RPL31		-2.5241874083		-0.4952078694		0.1961850644		0.7439407866		3.7285312569

				205521_at		ENDOGL1		-2.5239925084		-0.7688195351		0.3046045234		0.5413855437		3.7285312569

				210871_x_at		SSX2IP		-2.5239064264		-0.6945832005		0.275201645		0.7003955328		3.7285312569

				205592_at		SLC4A1		-2.5233078245		-1.4868516523		0.5892470343		0.4911496034		3.7285312569

				214142_at		ZG16		-2.523287743		-0.4183272787		0.1657865932		0.7427360775		3.7285312569

				203974_at		FAM16AX		-2.5226083005		-0.4228404467		0.1676203343		0.7810832173		3.7285312569

				206854_s_at		MAP3K7		-2.5224123793		-0.2909428039		0.1153430764		0.8331812603		3.7285312569

				217506_at		LOC339290		-2.5213748439		-0.7407040988		0.293769925		0.6671800993		3.7285312569

				220586_at		FLJ12178		-2.5202756934		-0.8244775958		0.3271378596		0.6685631696		3.7285312569

				207199_at		TERT		-2.5202085902		-0.8161360528		0.3238367078		0.5915517045		3.7285312569

				205639_at		AOAH		-2.5198699469		-1.0343805991		0.4104896764		0.5953381827		3.7285312569

				221989_at		RPL10		-2.5191395067		-0.7351868462		0.2918404655		0.6854249548		3.7285312569

				205495_s_at		GNLY		-2.5189194987		-1.2804887159		0.5083484075		0.5581590672		3.7285312569

				210714_at		R3HDM		-2.5188792962		-0.4829798132		0.1917439291		0.7549615468		3.7285312569

				216996_s_at		KIAA0971		-2.5185105496		-0.258557852		0.1026630014		0.8495849418		3.7285312569

				220642_x_at		SH120		-2.5177871535		-0.3326538299		0.1321215057		0.8155501686		3.7285312569

				217822_at		WBP11		-2.5177249133		-0.3617366558		0.1436760044		0.7939908697		3.7285312569

				206965_at		KLF12		-2.5176507023		-1.1445644894		0.4546160785		0.5918935721		3.7285312569

				219098_at		MYBBP1A		-2.5173424671		-0.5536017383		0.2199151468		0.7433260862		3.7285312569

				216305_s_at		C2orf3		-2.5170940551		-0.3060236405		0.1215781508		0.8214506037		3.7285312569

				218664_at		CGI-63		-2.515836536		-0.8983204936		0.35706632		0.6399166972		3.7285312569

				204715_at		PANX1		-2.515027013		-0.4596230366		0.1827507356		0.7598474263		3.7285312569

				215554_at		GPLD1		-2.513920265		-0.8021551422		0.3190853558		0.5388543823		3.7285312569

				211971_s_at		LRPPRC		-2.5131891668		-0.465939476		0.185397694		0.7713756362		3.7285312569

				210655_s_at		FOXO3A		-2.5122048448		-1.6081040593		0.6401166141		0.4350903959		3.7285312569

				211501_s_at		EIF3S9		-2.5113451147		-0.4095848659		0.1630938191		0.7650917176		3.7285312569

				215792_s_at		FLJ10737		-2.5110652372		-0.2855037263		0.1136982513		0.8298183547		3.7285312569

				219885_at		FLJ10260		-2.5107731483		-0.7505918489		0.298948493		0.6549938114		3.7285312569

				208776_at		PSMD11		-2.510643719		-0.8944062974		0.3562458068		0.6257268304		3.7285312569

				204742_s_at		APRIN		-2.5106383252		-0.7275318833		0.2897796453		0.6888236608		3.7285312569

				209482_at		RPP20		-2.5103748918		-0.4028696085		0.1604818507		0.7841965085		3.7285312569

				221150_at		MEPE		-2.5102281418		-0.5918453984		0.2357735493		0.6183201604		3.7285312569

				219094_at		HSPC056		-2.5101187891		-0.5218674159		0.2079054657		0.7304229293		3.7285312569

				222334_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.5093299073		-1.0006007588		0.3987521752		0.6024147652		3.7285312569

				210983_s_at		MCM7		-2.50918009		-0.4119199989		0.1641651791		0.7873880287		3.7285312569

				202115_s_at		DKFZP564C186		-2.5088671794		-0.4780987379		0.1905635905		0.7186568647		3.7285312569

				204815_s_at		DHX34		-2.5085169426		-0.5373800074		0.2142221957		0.6171407864		3.7285312569

				200796_s_at		MCL1		-2.5083325677		-1.1154701176		0.4447058305		0.583529709		3.7285312569

				209440_at		PRPS1		-2.5072768913		-0.2952718673		0.1177659589		0.8354056443		3.7285312569

				204862_s_at		NME3		-2.5071552614		-0.8674615438		0.3459943455		0.6479814167		3.7285312569

				206529_x_at		SLC26A4		-2.506276475		-0.817938805		0.3263561754		0.5765241589		3.7285312569

				222195_s_at		NAP1		-2.5061153854		-0.5159968864		0.2058951034		0.726543508		3.7285312569

				205541_s_at		GSPT2		-2.5060289436		-0.4142739058		0.1653109023		0.7925148385		3.7285312569

				201868_s_at		TBL1X		-2.5060200195		-0.5581772527		0.2227345545		0.7210023738		3.7285312569

				221155_x_at		PRO1496		-2.5057195504		-0.4141090933		0.1652655395		0.7610309278		3.7285312569

				217446_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.5051757834		-0.573538961		0.2289416035		0.6998759141		3.7285312569

				206739_at		HOXC6		-2.5049551061		-0.5888762147		0.2350845383		0.6467164206		3.7285312569

				201509_at		IDH3B		-2.5047449836		-0.3067972541		0.1224864232		0.8196770786		3.7285312569

				213470_s_at		HNRPH1		-2.5027199283		-0.7255969243		0.2899233414		0.5778318093		3.7285312569

				215916_at		CHRNE		-2.502672625		-0.470815512		0.1881250897		0.7510130143		3.7285312569

				221742_at		CUGBP1		-2.5026513089		-0.5989331044		0.2393194379		0.6894966147		3.7285312569

				202670_at		MAP2K1		-2.5022694225		-0.2928083277		0.1170171066		0.8229469725		3.7285312569

				53987_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.5022045318		-0.3632130139		0.1451572041		0.797808559		3.7285312569

				206835_at		STATH		-2.5021017981		-0.8822834259		0.3526169185		0.6646449181		4.6290337042

				218787_x_at		FLJ10998		-2.5020154084		-0.3993478269		0.1596104586		0.7888921671		4.6290337042

				37145_at		GNLY		-2.5012644378		-1.4193330428		0.5674462169		0.5355900137		4.6290337042

				205790_at		SCAP1		-2.501037139		-0.4833664172		0.1932663892		0.7767607272		4.6290337042

				211935_at		ARL6IP		-2.5009305846		-0.4159882244		0.1663333748		0.7905109678		4.6290337042

				220917_s_at		PWDMP		-2.5008102546		-0.6921409344		0.2767666732		0.7031372021		4.6290337042

				221062_at		HS3ST3B1		-2.500104738		-0.8318019892		0.3327068569		0.6664365412		4.6290337042

				207005_s_at		BCL2		-2.4999926254		-0.5719033446		0.2287620127		0.7339806679		4.6290337042

				216933_x_at		APC		-2.4999656824		-0.6034907653		0.2413996198		0.7138021463		4.6290337042

				212593_s_at		PDCD4		-2.4991786956		-0.532872449		0.2132190267		0.7229196586		4.6290337042

				203207_s_at		CHPPR		-2.4985558011		-0.3788116676		0.1516122504		0.7985613164		4.6290337042

				218893_at		FLJ23469		-2.4978509399		-0.4987237695		0.1996611413		0.76151702		4.6290337042

				200610_s_at		NCL		-2.4974198569		-0.4203156278		0.1682999463		0.7763868345		4.6290337042

				211391_s_at		ZNF278		-2.496745428		-0.3147912191		0.126080623		0.8252326692		4.6290337042

				209753_s_at		TMPO		-2.4935870103		-0.4124716259		0.165412967		0.7608414518		4.6290337042

				203017_s_at		SSX2IP		-2.4929539319		-0.528219774		0.2118850923		0.739568988		4.6290337042

				206468_s_at		CGI-01		-2.4921510477		-0.4287200628		0.1720281213		0.7756164044		4.6290337042

				208549_x_at		PTMA		-2.492058011		-0.5528279404		0.2218359035		0.7495993647		4.6290337042

				205383_s_at		ZNF288		-2.4911969647		-0.5322471061		0.2136511539		0.7531755358		4.6290337042

				218208_at		FLJ22378		-2.4911872871		-0.4484367135		0.1800092333		0.7550547235		4.6290337042

				202614_at		SLC30A9		-2.4908860851		-0.3070029024		0.1232504787		0.8330565863		4.6290337042

				218523_at		LHPP		-2.4897052251		-0.4514647535		0.1813326128		0.75510933		4.6290337042

				201103_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.4888561082		-0.407156749		0.1635919199		0.7884756384		4.6290337042

				204768_s_at		FEN1		-2.4888356727		-0.5363741564		0.2155120815		0.7475144981		4.6290337042

				214845_s_at		CALU		-2.4887816752		-0.3610885898		0.1450864868		0.7900949796		4.6290337042

				216423_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.4885962244		-1.0276370942		0.4129384607		0.4759063651		4.6290337042

				207087_x_at		ANK1		-2.4877705603		-0.9570767594		0.3847126317		0.627543159		4.6290337042

				220959_s_at		OBP2B		-2.4860872902		-0.8485596001		0.341323333		0.5846571096		4.6290337042

				211038_s_at		MGC12760		-2.4854233193		-0.5565760637		0.2239361236		0.7376649394		4.6290337042

				218886_at		PAK1IP1		-2.4853784749		-1.1750957043		0.4728035252		0.6637063652		4.6290337042

				212321_at		SGPL1		-2.4850302975		-0.2860804493		0.1151215137		0.8427419994		4.6290337042

				222059_at		ZNF335		-2.4846275345		-0.6451600639		0.2596606755		0.5888872542		4.6290337042

				214686_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.4845657698		-0.4000941381		0.1610318161		0.7795566502		4.6290337042

				201394_s_at		RBM5		-2.4842025516		-0.3453666363		0.1390251516		0.8105897153		4.6290337042

				215179_x_at		PGF		-2.4838397811		-0.409730123		0.1649583544		0.7945682073		4.6290337042

				206864_s_at		HRK		-2.483556142		-0.9262606422		0.3729574003		0.5903916539		4.6290337042

				218262_at		FLJ22318		-2.4832586873		-0.3823190581		0.153958611		0.7855156012		4.6290337042

				222378_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.4829456217		-0.9498085987		0.3825329844		0.7004588945		4.6290337042

				218277_s_at		DHX40		-2.4829198427		-0.3249005833		0.1308542377		0.8125655206		4.6290337042

				35617_at		MAPK7		-2.4821148945		-0.432300947		0.1741663724		0.7606437487		4.6290337042

				202731_at		PDCD4		-2.4814588501		-0.4126250561		0.1662832556		0.7454116109		4.6290337042

				215047_at		BIA2		-2.4814452963		-1.4855207324		0.5986514128		0.4021339121		4.6290337042

				215526_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.4814220776		-1.1393602733		0.4591561764		0.5603801194		4.6290337042

				209855_s_at		KLK2		-2.4813568667		-0.3910028877		0.157576241		0.7825676526		4.6290337042

				204995_at		CDK5R1		-2.4811235817		-0.9576802102		0.3859865011		0.5390614277		4.6290337042

				210446_at		GATA1		-2.4810879542		-0.630613483		0.2541681289		0.7038844576		4.6290337042

				212846_at		KIAA0179		-2.4809321559		-0.4446163681		0.1792134328		0.7846847259		4.6290337042

				210502_s_at		PPIE		-2.4808791765		-0.4025061059		0.1622433328		0.7881114761		4.6290337042

				210538_s_at		BIRC3		-2.4796636374		-0.9132837866		0.3683095452		0.6615820768		4.6290337042

				212105_s_at		DHX9		-2.4786263986		-0.7507498931		0.302889493		0.6412656415		4.6290337042

				212684_at		ZNF3		-2.4772254467		-1.1001563789		0.4441082988		0.5508529756		4.6290337042

				218820_at		C14orf132		-2.4769677217		-0.5567478444		0.2247699231		0.7252157686		4.6290337042

				214552_s_at		RABEP1		-2.4763791817		-0.3704108461		0.1495775965		0.789979762		4.6290337042

				212836_at		POLD3		-2.4763392171		-0.2933580316		0.1184643968		0.8289212179		4.6290337042

				216749_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.4757664684		-1.1045832209		0.4461580828		0.6487908409		4.6290337042

				211513_s_at		OGFR		-2.4752370049		-1.0301337701		0.4161758119		0.6273929926		4.6290337042

				211424_x_at		DKFZP586A0522		-2.4744318428		-0.6123607471		0.2474752937		0.703784201		4.6290337042

				217094_s_at		ITCH		-2.4742564571		-0.4011920121		0.1621464949		0.7803020674		4.6290337042

				202481_at		SDR1		-2.4737282204		-0.5217195648		0.2109041569		0.7551868379		4.6290337042

				212497_at		C14orf32		-2.4736894724		-1.1647323131		0.4708482314		0.5994817013		4.6290337042

				202139_at		AKR7A2		-2.4736680152		-0.2776634157		0.1122476476		0.8416950462		4.6290337042

				201246_s_at		FLJ20113		-2.4732917676		-0.9589166811		0.3877086778		0.6643985811		4.6290337042

				206214_at		PLA2G7		-2.4721339914		-1.024372505		0.4143677117		0.7390127278		4.6290337042

				201847_at		LIPA		-2.4717466101		-0.4925878759		0.1992873678		0.7461140521		4.6290337042

				203943_at		KIF3B		-2.471542866		-0.5370396345		0.2172892252		0.7269811573		4.6290337042

				221787_at		PHF10		-2.4715321957		-0.2821990766		0.11417981		0.8379848013		4.6290337042

				213384_x_at		PLCB3		-2.471102874		-0.5131957806		0.2076788409		0.7197859779		4.6290337042

				201539_s_at		FHL1		-2.4709359436		-0.4743421708		0.1919686231		0.7638125164		4.6290337042

				218396_at		FLJ10381		-2.4705231903		-0.4430625246		0.179339553		0.7810253522		4.6290337042

				207244_x_at		CYP2A6		-2.4704276712		-0.5639109284		0.2282644965		0.7444007994		4.6290337042

				215684_s_at		FLJ21588		-2.4696746626		-0.6198939821		0.2510022844		0.6862908591		4.6290337042

				201801_s_at		SLC29A1		-2.4694120432		-0.6311959492		0.2556057629		0.687102863		4.6290337042

				210046_s_at		IDH2		-2.4693976237		-0.5266565969		0.2132733068		0.7379887216		4.6290337042

				206591_at		RAG1		-2.4690570655		-1.1351908714		0.4597669642		0.4986514834		4.6290337042

				200892_s_at		SFRS10		-2.4686178275		-0.3292260802		0.1333645397		0.822030219		4.6290337042

				210528_at		MR1		-2.4680860615		-1.1111183766		0.4501943405		0.5796482266		4.6290337042

				205741_s_at		DTNA		-2.4675002177		-0.4557213665		0.1846894939		0.7760873421		4.6290337042

				212563_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.4672459133		-0.8530757583		0.3457603288		0.6596408104		4.6290337042

				205856_at		SLC14A1		-2.4671450098		-0.8473285381		0.3434449677		0.5996664519		4.6290337042

				220306_at		FLJ20202		-2.4661845342		-0.6547094149		0.2654746252		0.718483786		4.6290337042

				210056_at		RHO6		-2.4657655647		-0.7919736091		0.3211877157		0.6241313372		4.6290337042

				215766_at		GSTA1		-2.4654284665		-0.2966200972		0.120311784		0.8282531414		4.6290337042

				203573_s_at		RABGGTA		-2.4651707928		-0.337952781		0.137091021		0.8071454971		4.6290337042

				222284_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.4649593815		-0.9322361538		0.378195341		0.6501433839		4.6290337042

				208722_s_at		ANAPC5		-2.4644632676		-0.3647742327		0.1480136619		0.790948281		4.6290337042

				221925_s_at		FLJ22490		-2.4644130297		-0.3488330698		0.1415481356		0.7978932274		4.6290337042

				210246_s_at		ABCC8		-2.4639928422		-0.5535153051		0.2246416043		0.6717667276		4.6290337042

				217800_s_at		NDFIP1		-2.4638756039		-0.3741436937		0.1518516978		0.7878984075		4.6290337042

				215109_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.4638030523		-0.5291778995		0.2147809254		0.7153148851		4.6290337042

				220855_at		CLTC		-2.4629517564		-0.9056398072		0.3677050534		0.6969848264		4.6290337042

				213612_x_at		DJ328E19.C1.1		-2.4628382586		-0.4232446691		0.1718524014		0.7878399773		4.6290337042

				222225_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.4626777541		-1.0139848246		0.4117407659		0.6397509719		4.6290337042

				215831_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.4626171994		-0.8574535329		0.3481879088		0.6147962704		4.6290337042

				215164_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.4624403656		-1.1139476974		0.4523755024		0.6385833475		4.6290337042

				205171_at		PTPN4		-2.4622842035		-0.4736317495		0.1923546229		0.7734069355		4.6290337042

				200872_at		S100A10		-2.4621106739		-0.7730903892		0.3139949789		0.7010753194		4.6290337042

				209856_x_at		ABI-2		-2.4616384688		-0.4453678153		0.1809233244		0.7759058262		4.6290337042

				209531_at		GSTZ1		-2.4609313608		-1.0037763629		0.4078847459		0.5481298231		4.6290337042

				203048_s_at		KIAA0372		-2.4592265499		-0.3537042443		0.143827434		0.8074449215		4.6290337042

				221214_s_at		NELF		-2.4588524786		-0.4040095938		0.1643081874		0.7847303338		4.6290337042

				220143_x_at		LUC7L		-2.4583919626		-0.4586358794		0.1865592982		0.760375823		4.6290337042

				214983_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.4581887392		-0.3554055708		0.1445802615		0.7700038289		4.6290337042

				212089_at		LMNA		-2.4581385273		-0.7781652321		0.3165668751		0.6693547563		4.6290337042

				215376_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.4579721195		-0.3918355551		0.1594141577		0.7968063546		4.6290337042

				208807_s_at		CHD3		-2.4565337178		-0.367038134		0.1494130251		0.8005024739		4.6290337042

				219650_at		FLJ20105		-2.4556293168		-0.8802484576		0.3584614549		0.6559057437		4.6290337042

				33646_g_at		GM2A		-2.4554579125		-0.6440469176		0.26229198		0.7166097316		4.6290337042

				201188_s_at		ITPR3		-2.4549513786		-0.7704195856		0.3138227471		0.6659041409		4.6290337042

				213891_s_at		TCF4		-2.4538607014		-0.8872779188		0.361584469		0.656410879		4.6290337042

				201541_s_at		ZNHIT1		-2.453270917		-0.3053306203		0.1244585823		0.8237778009		4.6290337042

				201969_at		NASP		-2.4532504084		-0.3859542361		0.1573236204		0.7801690085		4.6290337042

				207133_x_at		LAK		-2.4528852882		-0.7749963779		0.3159529643		0.6715004553		4.6290337042

				209896_s_at		PTPN11		-2.4523124355		-0.5922459784		0.2415051075		0.7393463562		4.6290337042

				211197_s_at		B7H2		-2.4519318957		-1.0211660717		0.4164740764		0.5655595014		4.6290337042

				218051_s_at		FLJ12442		-2.4518834833		-1.0859406558		0.4429005959		0.6240999461		4.6290337042

				215631_s_at		BRMS1		-2.4515842277		-0.2935828178		0.1197522869		0.8279755257		4.6290337042

				205388_at		TNNC2		-2.4514135276		-0.7797989232		0.318101746		0.6768652363		4.6290337042

				201739_at		SGK		-2.451261372		-1.3545654384		0.552599349		0.7470570765		4.6290337042

				214291_at		RPL17		-2.4509969791		-0.8664597787		0.3535131973		0.6503056388		4.6290337042

				206279_at		PRKY		-2.4506142445		-0.6787354205		0.276965427		0.7154999867		4.6290337042

				210742_at		CDC14A		-2.4503489321		-0.5806673682		0.236973339		0.68140156		4.6290337042

				204541_at		SEC14L2		-2.4499993628		-0.736517633		0.3006195202		0.6701650335		4.6290337042

				211912_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.4498753691		-1.14735949		0.4683338199		0.608797921		4.6290337042

				218021_at		DHRS4		-2.4498692626		-0.418946132		0.1710075466		0.7872994465		4.6290337042

				221246_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.4493454185		-0.6476914086		0.2644344908		0.700332315		4.6290337042

				221264_s_at		AF311304		-2.4491999583		-0.7652039325		0.312430159		0.6980268902		4.6290337042

				200753_x_at		SFRS2		-2.4491954122		-0.2339909167		0.0955378716		0.8592088939		4.6290337042

				222250_s_at		DKFZP434B168		-2.4487772877		-0.8031400671		0.327975954		0.6562467589		4.6290337042

				213227_at		PGRMC2		-2.4485330871		-0.3713592904		0.1516660291		0.7919239771		4.6290337042

				215921_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.4484010624		-1.0234974131		0.418026862		0.5952772342		4.6290337042

				218564_at		FLJ10520		-2.4483188754		-0.5031457403		0.2055066214		0.7569682272		4.6290337042

				205389_s_at		ANK1		-2.4480995404		-0.6844119292		0.2795686687		0.703546542		4.6290337042

				218097_s_at		MGC2491		-2.4475630944		-0.230656558		0.0942392695		0.8651638491		4.6290337042

				219940_s_at		FLJ11305		-2.4475283929		-0.3848301934		0.1572321671		0.8058286804		4.6290337042

				214527_s_at		PQBP1		-2.4469787034		-0.4019052744		0.1642455138		0.790863608		4.6290337042

				211419_s_at		CHN2		-2.4452567869		-0.86455747		0.3535651039		0.6016681266		4.6290337042

				218228_s_at		TNKS2		-2.444489329		-0.6284940713		0.2571064901		0.6969646616		4.6290337042

				211828_s_at		KIAA0551		-2.444063976		-0.6971175017		0.2852288273		0.6519783855		4.6290337042

				200982_s_at		ANXA6		-2.4430375198		-0.4966729319		0.2033013934		0.7595982803		4.6290337042

				205042_at		GNE		-2.4429474668		-0.2784458902		0.1139794834		0.8376884134		4.6290337042

				208480_s_at		ABCC6		-2.4428707683		-0.4968639264		0.2033934553		0.6968860353		4.6290337042

				209584_x_at		APOBEC3C		-2.4427299477		-0.4700888042		0.1924440336		0.7733860578		4.6290337042

				210286_s_at		SLC4A7		-2.4426419927		-0.7572081274		0.3099955416		0.6847240425		4.6290337042

				201327_s_at		CCT6A		-2.4426157936		-0.4623484332		0.1892841414		0.7778046856		4.6290337042

				210568_s_at		RECQL		-2.4425483044		-0.4192485094		0.1716438969		0.773926868		4.6290337042

				202476_s_at		TUBGCP2		-2.4420749069		-0.450353117		0.184414129		0.7737761973		4.6290337042

				201729_s_at		KIAA0100		-2.4410434514		-0.3821549982		0.1565539515		0.7974380922		4.6290337042

				219289_at		FLJ20718		-2.4407041086		-0.6075478742		0.2489231988		0.7185331196		4.6290337042

				216971_s_at		PLEC1		-2.440197466		-1.1399036197		0.4671358099		0.5925129271		4.6290337042

				211084_x_at		PRKCN		-2.4392936177		-0.6355411259		0.260543102		0.7022497369		4.6290337042

				201314_at		STK25		-2.4385262886		-0.3175092827		0.1302053967		0.8144815517		4.6290337042

				209208_at		MPDU1		-2.4383004187		-0.8524634239		0.3496137791		0.6726421863		4.6290337042

				213770_at		KSR		-2.4381909877		-0.6781955988		0.2781552398		0.621602948		4.6290337042

				202515_at		DLG1		-2.4381417802		-0.4023235861		0.1650123834		0.7997489605		4.6290337042

				221087_s_at		APOL3		-2.4364051872		-0.5336612884		0.2190363455		0.7384056553		4.6290337042

				210819_x_at		DIO2		-2.4361843163		-0.6167686031		0.253169926		0.6974283802		4.6290337042

				202759_s_at		PALM2		-2.4360040025		-0.5101729342		0.2094302529		0.7659040722		4.6290337042

				209626_s_at		OSBPL3		-2.4356264907		-0.4053647685		0.1664314172		0.7915139296		4.6290337042

				209713_s_at		SLC35D1		-2.4351112415		-0.6575122233		0.2700132183		0.6423394868		4.6290337042

				206698_at		XK		-2.4349846896		-0.7044857991		0.2893183691		0.7037315311		4.6290337042

				210296_s_at		PXMP3		-2.4336679013		-0.2479313111		0.1018755727		0.8502373228		4.6290337042

				207622_s_at		ABCF2		-2.4335463171		-0.7113034863		0.2922909177		0.6854755937		4.6290337042

				201104_x_at		NOTCH2		-2.4334615337		-0.4218734445		0.1733635148		0.7810167789		4.6290337042

				208025_s_at		HMGA2		-2.4326056382		-0.4669277957		0.1919455371		0.7654652521		4.6290337042

				221218_s_at		TPK1		-2.4318417604		-0.4937838439		0.2030493316		0.7712337051		4.6290337042

				218940_at		C14orf138		-2.4306871819		-0.4741218607		0.1950567166		0.7661221919		4.6290337042

				39729_at		PRDX2		-2.429944816		-1.3220574356		0.5440689134		0.5727976776		4.6290337042

				203511_s_at		TRAPPC3		-2.4296213841		-0.275500051		0.1133921741		0.8466235865		4.6290337042

				203729_at		EMP3		-2.4294679462		-0.4301621806		0.1770602412		0.7914357218		4.6290337042

				214875_x_at		APLP2		-2.4289160671		-0.5038931038		0.2074559556		0.742743542		4.6290337042

				221769_at		SSB3		-2.4287079036		-0.4736249729		0.1950110889		0.7661810437		4.6290337042

				218299_at		C11orf24		-2.4279009381		-0.8681270423		0.3575627937		0.672159511		4.6290337042

				212380_at		KIAA0082		-2.4275119528		-0.3345840292		0.1378300234		0.8036828037		4.6290337042

				212205_at		H2AV		-2.4266494162		-0.2865471871		0.1180834715		0.8263186617		4.6290337042

				215812_s_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.4261341341		-0.8992489302		0.3706509535		0.6049085684		4.6290337042

				202958_at		PTPN9		-2.4260478868		-0.3451821841		0.1422816862		0.8164595581		4.6290337042

				214787_at		IRLB		-2.4252807462		-0.7718073797		0.3182342419		0.6734576206		4.6290337042

				214380_at		PRPF31		-2.4252117782		-0.6586830688		0.271598165		0.6192766215		4.6290337042

				213755_s_at		SKI		-2.4249458166		-0.6019369899		0.2482269854		0.739478364		4.6290337042

				213372_at		LOC152559		-2.4243699499		-0.4084266018		0.1684671112		0.780174439		4.6290337042

				207840_at		CD160		-2.42418103		-0.8529500392		0.3518508018		0.6651187349		4.6290337042

				218089_at		C20orf4		-2.4205013583		-0.2138267036		0.0883398404		0.871673583		4.6290337042

				211801_x_at		MFN1		-2.4196374774		-0.226591868		0.0936470319		0.8601122187		4.6290337042

				202901_x_at		CTSS		-2.4194306472		-0.7216373323		0.2982674181		0.7136509729		4.6290337042

				206056_x_at		SPN		-2.4192096741		-0.6790121148		0.2806751817		0.7009459287		4.6290337042

				219279_at		DOCK10		-2.419179761		-0.8471001004		0.3501600477		0.6550001941		4.6290337042

				217184_s_at		LTK		-2.418621093		-0.6146468921		0.254131122		0.7287139391		4.6290337042

				201122_x_at		EIF5A		-2.417575331		-0.4592088813		0.1899460486		0.7513089851		4.6290337042

				210681_s_at		USP15		-2.4172647768		-0.3709752405		0.1534690134		0.8105855623		4.6290337042

				209786_at		HMGN4		-2.4170656723		-0.3543117737		0.146587566		0.7970860627		4.6290337042

				203865_s_at		ADARB1		-2.4165014387		-1.2511668451		0.5177596111		0.604995781		4.6290337042

				213587_s_at		C7orf32		-2.4159967887		-0.4700906738		0.194574213		0.7595073105		4.6290337042

				204891_s_at		LCK		-2.4159735325		-1.114565357		0.4613317746		0.6568574986		4.6290337042

				203769_s_at		STS		-2.4153437935		-0.6168948795		0.2554066552		0.7142857143		4.6290337042

				221270_s_at		TGT		-2.4152860241		-0.8235603815		0.3409784072		0.6261374637		4.6290337042

				222036_s_at		MCM4		-2.4150393934		-0.8147487066		0.3373645618		0.6730583835		4.6290337042

				215011_at		CHC1		-2.414989121		-0.3945460244		0.163373831		0.7664872455		4.6290337042

				212623_at		KIAA0033		-2.4146671416		-0.3896657278		0.1613745104		0.7892992892		4.6290337042

				217591_at		SKIL		-2.4144081364		-1.0779408631		0.4464617422		0.5648297219		4.6290337042

				214997_at		GOLGA1		-2.4144074887		-0.730846774		0.3027023307		0.6790103011		4.6290337042

				216558_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.4142715927		-0.9747467282		0.4037436099		0.6809779243		4.6290337042

				222180_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.4137169509		-0.6231653563		0.2581766499		0.7226228031		4.6290337042

				210034_s_at		RPL5		-2.4132802952		-0.8417804619		0.3488117247		0.6539464401		4.6290337042

				211721_s_at		LOC90233		-2.4131974792		-0.6653106215		0.2756967166		0.7054893005		4.6290337042

				213808_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.4130688631		-0.9580022514		0.3970057656		0.6287970667		4.6290337042

				212614_at		MRF2		-2.4128487299		-0.7225507726		0.2994596236		0.7538884511		4.6290337042

				212199_at		MGC9651		-2.4125336338		-0.3478599751		0.1441886531		0.8112581658		4.6290337042

				203031_s_at		UROS		-2.4123922831		-0.5036994238		0.2087966486		0.7579345055		4.6290337042

				202501_at		MAPRE2		-2.411653801		-0.243800608		0.1010927057		0.8598498942		4.6290337042

				205531_s_at		GA		-2.410706903		-0.6552401191		0.2718041411		0.6273509571		4.6290337042

				209197_at		SYT11		-2.4105794904		-0.3696672899		0.1533520431		0.8055358573		4.6290337042

				207728_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.4105727184		-0.7942001631		0.3294653412		0.6737080676		4.6290337042

				202486_at		AFG3L2		-2.4104916577		-0.3040571396		0.1261390549		0.8379086245		4.6290337042

				220212_s_at		FLJ21877		-2.4103150347		-0.5576951849		0.2313785446		0.7390851754		4.6290337042

				205406_s_at		SPA17		-2.40990888		-0.5121416377		0.2125149386		0.7433157533		4.6290337042

				220199_s_at		FLJ12806		-2.4093096924		-0.4843932082		0.2010506203		0.7465905988		4.6290337042

				47069_at		ARHGAP8		-2.4090660919		-0.3369848632		0.1398819503		0.8134756836		4.6290337042

				213209_at		TAF6L		-2.4086191817		-0.3370997876		0.1399556186		0.7854967613		4.6290337042

				214473_x_at		PMS2L9		-2.4078776835		-0.3386858168		0.140657401		0.8150044575		4.6290337042

				215283_at		LOC339290		-2.4077509858		-0.3165644664		0.131477245		0.8269483193		4.6290337042

				206747_at		KIAA0514		-2.4074738921		-0.6737294268		0.2798491103		0.7236711215		4.6290337042

				215647_at		C13orf10		-2.4066898127		-0.7908724376		0.3286141959		0.6494392979		4.6290337042

				208970_s_at		UROD		-2.4065432485		-0.6393548233		0.2656735231		0.7166389003		4.6290337042

				215529_x_at		DIP2		-2.4057915492		-0.6273410054		0.260762827		0.6580181744		4.6290337042

				217772_s_at		MTCH2		-2.4055219075		-0.3141378863		0.1305903244		0.8307028328		4.6290337042

				211584_s_at		NPAT		-2.4052973187		-0.7501141199		0.3118592093		0.6581685436		4.6290337042

				203785_s_at		FLJ20399		-2.4052722547		-0.8328289881		0.3462514426		0.6708490514		4.6290337042

				201367_s_at		ZFP36L2		-2.4039718718		-0.737429006		0.3067544237		0.7024865079		4.6290337042

				204890_s_at		LCK		-2.401767842		-1.0664674612		0.4440343661		0.6658630377		4.6290337042

				221021_s_at		CTNNBL1		-2.4010164665		-0.3657064098		0.1523131619		0.8054780272		4.6290337042

				210915_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.4009128217		-0.9645917868		0.401760438		0.6931099388		4.6290337042

				206283_s_at		TAL1		-2.4008126182		-0.705741387		0.2939593793		0.7183804202		4.6290337042

				215249_at		FLJ14408		-2.40056799		-1.0550118195		0.4394842487		0.575958731		4.6290337042

				204207_s_at		RNGTT		-2.398666551		-0.350302289		0.1460404277		0.8013476168		4.6290337042

				202204_s_at		AMFR		-2.3984987917		-0.5095024646		0.2124255665		0.753253349		4.6290337042

				221229_s_at		FLJ20628		-2.3983610951		-0.4248465964		0.1771403803		0.7793287793		4.6290337042

				213538_at		SON		-2.3973621596		-0.4927260982		0.2055284373		0.7636128644		4.6290337042

				205127_at		PTGS1		-2.3973339322		-0.9471367165		0.3950791768		0.6641844275		4.6290337042

				217313_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.3964344067		-0.2962967916		0.123640685		0.8246424243		4.6290337042

				204629_at		PARVB		-2.3960583475		-0.3946794921		0.1647203176		0.7781794487		4.6290337042

				202915_s_at		FAM20B		-2.3959605673		-0.3492765636		0.1457772588		0.817830766		4.6290337042

				211245_x_at		KIR2DL4		-2.3956933401		-0.4322723558		0.1804372657		0.7694056767		4.6290337042

				78495_at		DKFZp762P2111		-2.3953581182		-0.3402994018		0.1420661901		0.8204834241		4.6290337042

				211397_x_at		KIR2DL2		-2.3950839675		-0.7825401119		0.3267276315		0.6142494844		4.6290337042

				218292_s_at		PRKAG2		-2.3949361398		-0.323470246		0.1350642468		0.8156686266		4.6290337042

				222064_s_at		MGC2744		-2.3946635661		-0.3497291008		0.1460451922		0.8063873854		4.6290337042

				214885_at		MYST1		-2.3943725849		-0.2567259772		0.1072205632		0.8419258512		4.6290337042

				201585_s_at		SFPQ		-2.3926622324		-0.2874062361		0.1201198532		0.8286051933		4.6290337042

				39248_at		AQP3		-2.3917611795		-0.8392115584		0.3508759844		0.6976664063		4.6290337042

				214605_x_at		GPR1		-2.391697505		-0.9963640883		0.4165928535		0.5903459821		4.6290337042

				214579_at		DJ462O23.2		-2.3915440586		-0.8490418745		0.3550182868		0.5865528141		4.6290337042

				201775_s_at		KIAA0494		-2.3911343312		-0.3114389493		0.1302473664		0.8209962768		4.6290337042

				214081_at		PLXDC1		-2.3908305576		-0.3291806474		0.1376846412		0.8136215482		4.6290337042

				209681_at		SLC19A2		-2.3905797785		-0.433635686		0.1813935221		0.7832373055		4.6290337042

				221980_at		EMILIN2		-2.3899160578		-0.6139138516		0.2568767424		0.7336746557		4.6290337042

				214789_x_at		SRP46		-2.3897282369		-0.3110083261		0.1301438052		0.8256040072		4.6290337042

				212141_at		MCM4		-2.3893149018		-1.1933801347		0.4994654048		0.6036311099		4.6290337042

				212263_at		QKI		-2.3890789961		-0.428634802		0.179414244		0.7638635248		4.6290337042

				217534_at		BM-009		-2.3888300287		-0.9661797047		0.4044572837		0.7123916662		4.6290337042

				218215_s_at		NR1H2		-2.3884337842		-0.306154661		0.1281821849		0.8267971803		4.6290337042

				218833_at		ZAK		-2.3875887739		-0.7353448342		0.3079863845		0.6957018564		4.6290337042

				215155_at		HEXA		-2.3874969163		-0.9362551901		0.3921492772		0.6137184639		4.6290337042

				219315_s_at		FLJ20898		-2.3874413522		-0.5483924413		0.2296988116		0.7283557059		4.6290337042

				216203_at		SPTLC2		-2.3874073804		-0.3640236089		0.1524765366		0.8144295598		4.6290337042

				210761_s_at		GRB7		-2.3868693207		-0.6885601418		0.2884783578		0.7042007574		4.6290337042

				211285_s_at		UBE3A		-2.386486145		-0.2310414112		0.0968123832		0.8621734058		4.6290337042

				201531_at		ZFP36		-2.3862479859		-0.5794159812		0.2428146549		0.7400229185		4.6290337042

				212922_s_at		SMYD2		-2.3859095255		-0.3494419966		0.1464607073		0.8215618271		4.6290337042

				205081_at		CRIP1		-2.3858719664		-1.2338069452		0.5171304087		0.6533060401		4.6290337042

				203668_at		MAN2C1		-2.3858585919		-0.2856067704		0.1197081719		0.8186946295		4.6290337042

				217127_at		CTH		-2.3853949608		-0.5456975255		0.2287661098		0.6793184504		4.6290337042

				211941_s_at		PBP		-2.3851460436		-0.435635293		0.1826451232		0.7821412752		4.6290337042

				205390_s_at		ANK1		-2.3848139561		-1.3623758398		0.5712713297		0.6037932889		4.6290337042

				219162_s_at		MRPL11		-2.3844620833		-0.3878810287		0.1626702439		0.7832950158		4.6290337042

				220774_at		FLJ20071		-2.3843976315		-0.9023652581		0.3784457953		0.5126301881		4.6290337042

				203221_at		TLE1		-2.3841255707		-0.391535032		0.1642258431		0.7953262658		4.6290337042

				207540_s_at		SYK		-2.3839428732		-0.5056368804		0.2121010894		0.755569793		4.6290337042

				208453_s_at		XPNPEP1		-2.3828056367		-0.2810293518		0.1179405267		0.8372361738		4.6290337042

				207692_s_at		AGC1		-2.3824461697		-0.3708768427		0.1556706075		0.7574894109		4.6290337042

				210036_s_at		KCNH2		-2.3816329353		-0.949025003		0.3984766036		0.6718121608		4.6290337042

				201334_s_at		ARHGEF12		-2.3814751423		-0.7421547859		0.3116365872		0.6844145034		4.6290337042

				221519_at		SHFM3		-2.3810018591		-0.3621199167		0.1520872045		0.8050652497		4.6290337042

				209273_s_at		MGC4276		-2.380728487		-0.469387814		0.1971614221		0.7115967053		4.6290337042

				213631_x_at		DHODH		-2.3799930204		-0.3590144269		0.1508468402		0.7969509666		4.6290337042

				212167_s_at		SMARCB1		-2.3786982478		-0.2809724231		0.1181202464		0.8346358961		4.6290337042

				208691_at		TFRC		-2.3782194021		-0.8439112057		0.3548500214		0.6827911924		4.6290337042

				207485_x_at		BTN3A1		-2.3781616495		-1.1605873107		0.4880186807		0.655995793		4.6290337042

				211937_at		EIF4B		-2.3772984609		-0.3759065934		0.1581234328		0.7968113158		4.6290337042

				208704_x_at		APLP2		-2.3769353381		-0.3984391766		0.1676272679		0.7558280048		4.6290337042

				218793_s_at		SCML1		-2.3759574878		-1.2052580676		0.5072725728		0.4723544811		4.6290337042

				208033_s_at		ATBF1		-2.3748065809		-0.8477713532		0.356985432		0.6389248644		4.6290337042

				205771_s_at		AKAP7		-2.3747320919		-0.4222285849		0.1778005133		0.7781936768		4.6290337042

				217838_s_at		EVL		-2.3744940605		-0.6729435461		0.283405024		0.7285001835		4.6290337042

				213555_at		RWDD2		-2.3739740292		-1.0199876475		0.4296540884		0.6415825431		4.6290337042

				202519_at		MONDOA		-2.3739540643		-0.5454172762		0.2297505602		0.6959165746		4.6290337042

				212418_at		ELF1		-2.3737383545		-0.5359938654		0.2258015777		0.7896853735		4.6290337042

				204993_at		GNAZ		-2.3733520784		-0.3410393372		0.143695215		0.8069512324		4.6290337042

				209377_s_at		HMGN3		-2.3731621393		-0.7173530321		0.302277295		0.7416244329		4.6290337042

				212650_at		KIAA0903		-2.3728400511		-0.9888252003		0.4167264455		0.6382871431		4.6290337042

				202784_s_at		NNT		-2.3726356347		-0.4537339956		0.1912362728		0.7764069163		4.6290337042

				207214_at		SPINK4		-2.3723693951		-0.5449846249		0.2297216555		0.7392722294		4.6290337042

				217610_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.3718101304		-0.3956208363		0.1668012254		0.7914168366		4.6290337042

				204553_x_at		INPP4A		-2.3715187743		-0.988857713		0.4169723317		0.6423164038		4.6290337042

				208945_s_at		BECN1		-2.371172035		-0.3088957427		0.1302713334		0.828425658		4.6290337042

				211578_s_at		RPS6KB1		-2.3710236211		-1.0052621641		0.4239781313		0.6588670559		4.6290337042

				213379_at		CL640		-2.3706948719		-0.2881996465		0.1215675834		0.8419566055		4.6290337042

				206003_at		KIAA0635		-2.3705397375		-0.4248795415		0.1792332501		0.7814980603		4.6290337042

				208353_x_at		ANK1		-2.3702821661		-1.0198728912		0.430274887		0.6390481556		4.6290337042

				200957_s_at		SSRP1		-2.370115807		-0.3014218274		0.1271759913		0.8233971333		4.6290337042

				212642_s_at		HIVEP2		-2.370008473		-0.6451716315		0.2722233439		0.7211043519		4.6290337042

				206994_at		CST4		-2.3695428793		-0.7721407174		0.3258606224		0.679482792		4.6290337042

				210379_s_at		TLK1		-2.3685067228		-1.1162701949		0.4712970346		0.4936411736		4.6290337042

				207392_x_at		UGT2B15		-2.3683939039		-0.7103151294		0.2999142703		0.711927891		4.6290337042

				214696_at		MGC14376		-2.3680192365		-0.8623832143		0.3641791422		0.7189854067		4.6290337042

				211654_x_at		HLA-DQB1		-2.3675362608		-0.9206040668		0.388844759		0.636149965		4.6290337042
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http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

IGLL1

ANAPC5

ASGR2

LOC55580

HLA-DRB3

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

ENC1

HBS1L

SLC35D1

CDC25C

TMF1

HDAC3

VIL2

TAF9L

SUSP1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

TTC11

MGST3

SMA3

KIAA0211

UROD

PER2

RIOK3

RHCE

VIL2

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

GA17

SLC25A14

ICOS

DDX18

IL10RA

SNW1

INPP4A

AUTS2

AKAP13

TNFSF8

SPIB

PDE4D

PER1

ADCY1

SNCA

RRM1

HUCEP11

ICSBP1

METAP2

TCF8

TCL1A

MYL4

DSIPI

FAM13A1

PAX5

SFRS11

FLJ21868

BTEB1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

RNGTT

MAD1L1

LLT1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

CD36

ALMS1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

ARFGEF2

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

MYL4

IDN3

KIAA0399

ACP33

SPTA1

SELENBP1

c-MIR

ARL7

MGC4308

LOC54103

TRIM10

CD44

GOLGA4

LEPROTL1

NR4A3

ZNF288

FLJ10244

PIGL

ARL7

RNASE6

SFRS6

IDH3B

EPB41L3

KIAA0459

SERPINF1

VIAF1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

HSRTSBETA

PSMD2

FAM13A1

DAF

ATRN

ARL7

NAGA

FECH

GGA2

SNRPN

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

FLJ21802

FLJ13910

RUFY2

PDCD8

MEF2C

KLHDC2

UPK3A

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

TGFBI

CD79A

BUB3

RISC

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

FLJ12687

FTSJ1

DKFZp434G2311

SIVA

MGEA5

ODC1

CARKL

CTSB

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

ALDH7A1

LRP8

TNFRSF21

HLA-DQB1

DIS3

TCF4

EIF3S10

IDS

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

LOC54103

EPB41L3

CRTAP

TEB4

CD1C

API5

CPSF4

MGC33602

BTEB1

ATP2B1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

BCL2L1

KCNA3

PPN

KIAA0754

TCF4

KEL

ZNF318

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

ALS2CR3

PDE4D

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

MGC8721

SNCA

ATP8B1

BPGM

TNXB

TREM1

FLJ21369

EFS

IDH3B

CYP3A4

ATP1A1

MGC17330

NF2

DNAI2

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

LYSAL1

CSPG2

GK001

API5

NMT2

NDUFB7

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

POLR2E

HNRPD

ATM

KIAA0146

C16orf35

BLNK

PIP5K2A

HRBL

CD79B

PQBP1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

ARIH2

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

ZNF297B

KIAA1025

CXCR4

GTF2H3

ZNF44

SUI1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

SNRPN

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

RNF19

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

PRKWNK1

PRNP

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

COPS6

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

NUDC

ALS2CR3

GRF2

FLJ12586

RFPL2

PDE8A

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

PRKAR2A

MKRN4

LGALS2

KPNB3

STK11

CGI-30

FLJ10300

ATP2B1

AKAP13

RASA2

C18orf1

GABRA6

SLC35E1

MALT1

KIAA0882

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

CUL4B

PPIL2

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

MOB

RDH14

CUL1

CDC27

PPP2R4

LOC51035

FLJ12681

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

DCTD

NR4A2

C13orf18

FKSG28

RAB20

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

HLA-DRB3

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

PCM1

FLJ10534

FLJ20059

MIS12

FLJ14346

HLA-DPA1

FLJ20006

GLO1

LGALS8

FAM13A1

RIMS3

dJ222E13.1

C1orf38

RPS6KA4

GYPE

COPEB

CD4

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

MGC23427

FLJ23306

PPIA

NDUFA10

RIPX

BTAF1

CD86

MYT1

KIAA0471

NR3C1

CRY2

BCL11B

INPP4A

UPF3A

RNASE4

ANKH

RAD23B

CLIC3

NSAP1

SLC16A1

NCOA2

ZNF238

C3orf4

FOXC2

RIN3

CG005

PRKDC

HLA-DQA1

KIAA0690

TCF4

NAGA

FLJ20700

HARC

MALT1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

LSM4

CREBL2

CDC27

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

ZBTB1

E2F1

C13orf18

DEFCAP

LGALS1

GBDR1

DKFZP586A0522

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

AKAP13

TOB1

ITK

IGHM

ABLIM1

UPF3A

REC14

SORBS1

KIAA1172

BACH

FLJ11164

PPP1R16B

PAIP1

TCF4

MS4A5

SLC11A2

KIAA0971

FGF9

FLJ10871

TRD

NR4A2

RHOIP3

USP12L1

MDS031

EBI2

PICALM

TXNRD2

RC3

NIPA2

AP2S1

UBE2G2

PRKCBP1

PAIP1

GABPB2

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

KIAA0063

USP14

TBL1X

EIF2AK3

G22P1

MICAL2

CDYL

QRSL1

RPL37A

GTF3C3

GOLGA6

FLI1

C14orf127

SR140

RNF139

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

KPNA1

CDC2L5

CSPG2

PDE4D

SUPV3L1

PPP1R8

C6orf29

CD7

KIAA0563

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

AUTS2

PCTK2

POU2AF1

DSIPI

SKP1A

FRAP1

KLHDC3

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

TRAM1

NFATC3

TNFRSF5

RPS14

MAN2A1

EIF5

GALNT10

HADHA

LEF1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

NCOA3

MCRS1

8D6A

PCSK7

FLJ30092

POU6F1

LGALS8

IL21R

CHAC

PCSK5

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

BCL2L1

FLJ22795

TRIM44

HNRPH1

PEA15

LPXN

C1orf38

CD28

IDH3A

BCAT2

TNFAIP3

NOTCH2

RNASEH1

CHST2

ANKTM1

MKRN1

SCA7

EIF5A

FADS1

RFP2

MYH10

FBXO34

HNRPDL

WDR7

na

NFATC3

GUK1

SLC11A1

TREX2

RBM3

AND-1

CD72

KRTHB6

GBAS

DPYSL2

CASP8

TNXB

UBE2G2

LOC115207

CD7

OIP106

GCNT3

USP34

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

ZNF451

UNC84A

CSNK1A1

MRPL9

B3GNT6

TGFBR2

YY1

KIAA1172

SMARCC1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

SH3BP2

CRI1

DTR

PRNP

GZMM

TFB2M

PASK

SLC16A7

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

PTP4A2

FLJ10439

CD22

CSPG2

PWP1

GSTM2

DKFZP586N0721

RECQL

ARL6IP4

VIL2

ZNF297B

GCLC

CDC16

CTSB

HNRPH1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

FBXO21

TCF4

CSF1R

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

DHX9

NR3C2

FOSL2

CD14

SLC23A2

PPP2R4

MCL1

DKFZP564J157

FLJ20274

GTF3C2

TM4SF9

KIR3DL2

FLJ20343

KIAA1237

COQ4

GGA2

MAGED1

DGCR14

SBBI26

TRA2A

RUNX3

FLJ21940

MCL1

p100

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

PECI

SSRP1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

ZNF24

C11orf23

IDH2

TRA

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

LOC285231

NF2

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

FLJ20211

SLC7A8

PSAP

MGC5395

FASTK

HLA-DRB3

SLC25A21

PSMC5

ENC1

FLJ21940

FUBP3

POLS

AKAP13

FLJ20701

KLF12

HLCS

PLCB1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

DEFCAP

RHAG

USP11

DHX29

CPT1B

FLJ90013

KIAA1731

CSPG2

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

RHD

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

STX18

SSSCA1

RICS

ABCF2

KIF22

MYCL1

CDK5RAP3

CAB2

ALAS2

SMARCC1

BNIP1

HNRPL

CHRNA4

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

HLA-DRB3

ZNFN1A1

KR18

CSNK1A1

TNXB

ATP1B3

ETS1

NEDD5

PEA15

MTH2

PSMD13

FLJ20647

KIAA0226

CD44

SKIV2L

HADHA

SLC11A2

LRP1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

RNASE6PL

UROD

FLJ10305

IGHM

KIAA0528

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

MADH1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

EIF2S1

MGC9515

KIAA0431

PDE8A

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

LOC90925

MAP3K1

SYTL2

UCP2

LYSAL1

LY9

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

KIAA0690

EPB41L3

PLAUR

PIP3AP

BAG1

UK114

CIAS1

DKFZp586I1420

ERdj5

NR4A2

MRP63

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

CXCR4

EPOR

MRPS12

USP7

DKFZP586M1523

FLJ10392

HYPB

KIAA1332

MUC4

MAPRE2

RUNX1

DRD2

SIAT7D

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

MAGED2

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

SLC7A7

BLVRB

PDE4A

CTSB

FBXO7

C6orf62

SLC3A2

KIAA0828

APEG1

NGLY1

NELL2

CD6

BIN3

FLJ10613

SLC23A2

GOLGIN-67

FLJ20686

FOSL2

PA2G4

GJA12

GLIPR1

USP36

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

PRKWNK1

KIAA0972

RAB4A

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

TNFRSF13B

KIAA1598

RFX5

S100A8

LDLR

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

FUSIP1

VPS45A

PMX1

NID

D10S170

PNOC

TRA

FASTK

VAMP2

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

CHD1

SFPQ

ADAM28

RAP2B

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

CD19

DTR

OIP106

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

RUVBL1

BTRC

HLA-DQB1

GAS7

POFUT1

PEG10

MOAP1

ZFP36L2

ASGR1

PEX16

PSAP

XPO7

MATK

PSMB1

SIAT9

HMBS

KIAA0187

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

BBS4

MRPL52

MSH3

PRO0365

RASSF4

HSP70-4

FLJ20152

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

PIGH

PP591

FYN

IL15

RHD

PLXNB2

TOSO

TIEG2

WSB1

UBXD2

SH2B

DDX51

nexilin

VprBP

FLJ10619

CD22

IBTK

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

ARFD1

GSTM1

RFC1

ARL7

FLJ14639

GOLGIN-67

AAK1

PPP1R16B

TXN2

RCE1

CESK1

OPN3

TM9SF4

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

SLC11A2

SS18

VPREB3

KIR2DS1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

ATP9B

CCNT1

SLC35D1

NFATC3

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

RLF

FLJ11126

ACO2

HNRPC

MEF2C

FLJ22659

PPP1R7

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

CDC27

APCL

TBCC

TFR2

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

SLC25A6

ZNF318

SLC1A5

CDC2L1

PEX1

HLA-DQB2

NACA

NS

GCLC

EPB41

HMGN4

VCP

NOLC1

TCERG1

ARIH1

BRD1

LGALS8

TCTEL1

PC4

AP4M1

IL13RA1

TAGLN

NDUFS8

CGI-150

RHOBTB3

HNRPR

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

AMMECR1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

INSIG1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

GDAP1L1

UTRN

RTN1

LDLR

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

PEG10

RASSF4

ZYG

PFKM

MAP3K2

RHD

RNU3IP2

TNFRSF1B

DZIP3

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

FLJ12168

FLJ11773

IPO9

EXT1

RFC5

HNRPD

KIAA0648

CHD3

ZAP

KCNJ10

COL6A1

ILF3

C7orf23

FLJ11183

CTSO

DNMT2

IL13RA1

TPARL

GLG1

BBX

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

NY-REN-7

CASP9

HLA-DRB3

PPAP2C

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

LDB3

MADH1

CHC1

TOSO

DJ465N24.2.1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

ALAD

ANKRD10

NDUFV1

C15orf12

RHCE

IL7R

PTK2

CARM1

DNPEP

GYPA

PCSK5

CAST

HRB2

SPTLC1

EIF4G2

TFRC

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

TMOD1

ARS2

MAPKAP1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

ARL5

GYPA

PKLR

TRIM3

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

GNA11

SPOCK2

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

CENTG2

ANXA2

CCR7

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

THBS1

MAP17

CTSB

NR2C1

PCAF

CCR1

PHC3

RNASE4

CIAS1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

PDZGEF1

CDK5RAP1

TXK

LAT

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

PRKDC

KPNA5

DDX3X

MGC2749

FLJ10460

RANGAP1

TREX1

PKLR

MYO1C

IRS1

AP2A2

TRIM38

ANXA2

INADL

SIVA

PSMC3

STAB1

SIAT7D

FLJ12377

TCF7

MGC5384

TRAF4

CD22

FMO5

PRKAR2B

DYRK2

NPHP4

ATM

NEIL1

RTN1

ACADS

KIAA0648

ELL3

SH3BP5

NFE2L2

LRP1

AHR

PHF10

FLJ21272

C20orf111

VDAC1

FYN

GAPCENA

HSPA4

PPP2R4

RANBP2

DRAP1

C14orf120

TCF3

KIAA1025

C12orf10

SLC4A7

SLC25A6

KIAA0033

POLR1B

EPS8L1

KLRB1

GRAF

LEPROTL1

BRD1

GARNL2

MYT1

FLJ21369

STAT6

MALT1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

GNB2L1

LOC55862

TNFRSF21

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

KIAA0608

DCT

PDZGEF1

SERPINB9

BTG1

TIMM23

MSL3L1

PDE4A

SH3BP5

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

GNRHR

KIAA0877

SNX4

GLUD1

C21orf33

DLG3

TMEM1

CLASP2

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

CD6

TFR2

RBAK

TPD52

C20orf103

SBNO1

NOLC1

HNRPA1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

KIAA1464

FACL6

C1QDC1

PSME4

RIN2

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

ELF2

FLJ20003

C5orf4

HCCS

WBSCR22

HLA-DMA

TNS

CENTA2

FLJ12171

KIR2DL4

UPF3A

SS18

APLP2

CLCN3

FLJ20003

DNCH1

ELOVL6

REC8L1

CTNND1

PTS

FLJ14639

FLJ22054

PSCDBP

KIAA1093

GYPB

MGC8685

TOPK

PSKH1

KLF3

METAP2

GTF2H2

TCF3

ZDHHC11

PLAUR

SPAP1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

KIAA0542

TMEM14B

AKAP11

C14orf116

DPM2

NCBP2

UBE2D2

KDELC1

FBXO21

NSBP1

ENTPD6

HLA-DRB3

P2RX7

384D8-2

CXorf6

PRKCL2

C15orf5

ATP2B1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

MGC11242

COX11

DNASE2

CAMK1

FUT1

KIAA0542

HT021

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=
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DKFZP434J154

TGFBR2

FLJ22195

ADAMTS2

FLJ10613

CYP1A2

BTBD5

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

CRY1

SRD5A1

EPB42

DSCR1L2

F2RL3

ET

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

AMD1

E2F1

CACNA2D3

NSAP1

GTF2I

HAGH

LOC152719

FLJ20399

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

ZCCHC4

PRKWNK1

PNAS-4

TCF4

TMPO

AP1B1

SGSH

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

CCT2

GOLGIN-67

CA3

KIAA1237

G3BP2

CD44

PWP2H

FXYD5

IKBKB

SLC38A1

TYMS

na

ITPR3

RDH11

CDC25A

KIAA0427

PDE4B

MBD3

KRT10

RPC5

SEMA4D

LTBP1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

TDG

HEMK

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

PRNPIP

FLJ11715

SEC24D

AES

CAST

RECQL

NUP210

CHST8

KIAA0247

CLTA

COQ7

HRASLS3

CD83

MAP4K5

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

CLOCK

PLEKHA1

CXADR

FYN

GYPA

SLC37A4

PRDM4

SULT1A3

PRKAR1B

MEF2C

SCA7

CIB1

FLJ10246

HSMPP8

NDRG3

GOLGIN-67

FLJ22573

GYPB

EPB49

PAM

FLJ12121

KCNN3

DLST

CPVL

EIF2S3

HNMT

SH2D2A

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

IFNGR1

CXCR3

SH3BP4

RRP4

METTL3

ZNF24

PTGER3

LY9

ADAM19

CYLD

SIGLEC7

TRIM44

TRB2

MLLT4

BIRC1

KIAA0240

CGI-32

CNTFR

PAF53

KCNAB3

DLG1

GLUD2

MGC4701

MLLT10

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

LILRB1

FLJ20542

MDS028

ASMTL

MGC10526

SAMHD1

MUC3B

MGC2198

ERO1LB

MDS010

TACSTD1

NUP210

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

NR4A1

KIAA0599

GLTP

CYB5-M

PCNT1

BRAL1

ENIGMA

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

CD3E

ANXA2

EMD

GALNT11

CYB5

ANKRA2

PRDX2

HTCD37

KIAA0998

CAPN2

RBM5

CD6

CBX6

RHAG

SLC6A2

GARNL1

NASP

ERCC3

ITGA4

TAF1C

HMG2L1

SLC4A7

CHEK2

JM5

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

AP3B1

SEMG2

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

WBP11

LEF1

HELSNF1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

DUSP4

KIF13A

FLJ10613

FLJ10035

FACL6

SLC4A7

CBX8

SLC2A14

THRA

HSPC054

MBD4

FADS1

TPD52

FLJ20668

TAF9L

C20orf16

HRBL

MHC2TA

STS

MCM4

NF1

NKTR

SYMPK

HOXA7

FADS1

KIAA1750

EREG

ZFYVE21

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

KIAA0146

IPT

C19orf2

ITGAM

ADAM28

NDUFB8

TRIM38

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

PSMD13

FLJ20397

ROR1

LBH

FLJ23447

GNA12

PRDX6

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

HSRTSBETA

MPZL1

C21orf108

THBS1

LOC92558

INSIG1

FARS1

ALDH1A1

KIAA0792

MGEA6

C14orf32

SRD5A2

FACL3

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

SFRS5

HLA-DOB

FLJ21148

HIVEP2

KLF4

HLA-DRB3

TH1L

MSH6

CNNM3

DHX57

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

PHKB

NKTR

RNTRE

SIGLEC7

CYP2R1

AKAP12

TCF3

SFRS14

LMNA

CD74

FUS

FLJ23091

RPF1

EED

ARHGAP8

KIAA0010

PASK

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

GNB5

RABGGTB

EIF1A

RNPC1

C14orf45

TRD

SAP30

HLA-DRA

SH3GLB2

LRRN3

C10orf6

NAGPA

VEGFB

GSTM1

FBP1

IL13RA1

VIPR1

TRB2

TRA2A

MAP4K1

MBNL1

FLJ20273

ICAM2

RNF103

ITGA4

FLJ10534

NDUFS8

RNH

DRG2

SFPQ

SYMPK

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

DLAT

STAU

SLC39A6

TNXB

NEDD5

ZNF42

LOC51668

HNRPM

SPON2

FLJ21128

FLJ13241

SMC1L1

GASP

SLC2A6

FAM3C

USP46

TAF9L

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

NUP88

ADD2

CGI-62

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

IGRP

EIF4G2

USP34

GABARAPL1

FLJ20850

KIAA0912

SEC5

HAAO

MTMR9

NNT

TBDN100

FLJ10996

KRT5

KIAA0286

CDK5

HMG2L1

SBP2

TPP2

FNBP4

GCN1L1

CHD1L

NPEPL1

ABHD5

FCAR

AEBP1

MMP11

TAL1

UMOD

PHTF2

EPB41L4A

KIAA0191

P2RY10

CKN1

PPP1CC

CDC25B

PSCD1

ELOVL5

CGI-72

FLJ20203

VAPB

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=
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PI4KII

BM039

IDH3A

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

na

STK4

MAPK7

C5orf4

FLJ10724

ILKAP

CAT

FLJ14408

E4F1

RIPX

GOSR2

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

MSCP

ERAF

PAI-RBP1

CXCR4

DCTN4

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

TJP3

MINPP1

P38IP

IPO9

AKR1C3

CYP3A4

AP2S1

SLC5A6

NT5E

MPHOSPH1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

APLP2

DAZ2

PPOX

HSF2

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=
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SLC2A14

MYBL1

KLRG1

SFRS5

TOMM70A

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

FGFR3

USP16

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

CTNNA1

TRAM2

KIAA1045

MGC2655

MAN1C1

ATP6V0A1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

BLK

HIC2

NK4

SLC7A6

RNASE4

RAG2

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

TMEM1

FLJ10534

TLE1

SNRPN

FLJ10884

FLJ13213

SNAPC1

GRINL1A

ASXL1

SBBI26

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=
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CKMT2

HADHA

NT5M

DUSP1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

MGC1203

PCDH11Y

CDC14A

DLG1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

GLIPR1

MAF

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

GTPBP1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

SLC12A9

PDZGEF1

MGEA5

MGMT

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

HCN3

FLJ10619

IRS2

RBM5

EPIM

DDX39

ELAC1

GNAS

RYBP

FLJ10853

DDX27

CREBL2

ITGAX

EPHB4

FLJ22341

TUBB

DPP4

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

TPD52

DHX29

TNFSF6

ADRBK2

PYCS

CAP350

CSDA

CD3Z

KRT1

IFNGR1

PPT2

KIAA0669

HS2ST1

SFRS14

WDR23

KLRF1

TUBGCP2

MRS2L

ZHX2

DIAPH1

OR3A3

IFI30

MBTPS1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

PRKWNK1

LOC220988

CGI-127

IFRD2

CRYBB2

SITPEC

AK1

EDG8

MGC21688

SKI

T1

RAD17

FADS3

EGFL9

DDX47

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

CDC14A

EPN1

SLC20A1

FLJ20152

NMT2

FBXW7

KCNH2

LOC162427

HEXB

CIRBP

FLJ10140

EWSR1

KDELR3

LY6G6E

KYNU

SSBP2

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

SPTB

KIAA1614

SCAND2

ABCF2

FCN3

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

DEFCAP

LPP

GCC1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

RPL31

ENDOGL1

SSX2IP

SLC4A1

ZG16

FAM16AX

MAP3K7

LOC339290

FLJ12178

TERT

AOAH

RPL10

GNLY

R3HDM

KIAA0971

SH120

WBP11

KLF12

MYBBP1A

C2orf3

CGI-63

PANX1

GPLD1

LRPPRC

FOXO3A

EIF3S9

FLJ10737

FLJ10260

PSMD11

APRIN

RPP20

MEPE

HSPC056

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

MCM7

DKFZP564C186

DHX34

MCL1

PRPS1

NME3

SLC26A4

NAP1

GSPT2

TBL1X

PRO1496

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

HOXC6

IDH3B

HNRPH1

CHRNE

CUGBP1

MAP2K1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

STATH

FLJ10998

GNLY

SCAP1

ARL6IP

PWDMP

HS3ST3B1

BCL2

APC

PDCD4

CHPPR

FLJ23469

NCL

ZNF278

TMPO

SSX2IP

CGI-01

PTMA

ZNF288

FLJ22378

SLC30A9

LHPP

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

FEN1

CALU

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

ANK1

OBP2B

MGC12760

PAK1IP1

SGPL1

ZNF335

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

RBM5

PGF

HRK

FLJ22318

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

DHX40

MAPK7

PDCD4

BIA2

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

KLK2

CDK5R1

GATA1

KIAA0179

PPIE

BIRC3

DHX9

ZNF3

C14orf132

RABEP1

POLD3

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

OGFR

DKFZP586A0522

ITCH

SDR1

C14orf32

AKR7A2

FLJ20113

PLA2G7

LIPA

KIF3B

PHF10

PLCB3

FHL1

FLJ10381

CYP2A6

FLJ21588

SLC29A1

IDH2

RAG1

SFRS10

MR1

DTNA

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

SLC14A1

FLJ20202

RHO6

GSTA1

RABGGTA

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

ANAPC5

FLJ22490

ABCC8

NDFIP1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

CLTC

DJ328E19.C1.1
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PTPN4

S100A10

ABI-2

GSTZ1

KIAA0372

NELF

LUC7L

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

LMNA

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

CHD3

FLJ20105

GM2A

ITPR3

TCF4

ZNHIT1

NASP

LAK

PTPN11

B7H2

FLJ12442

BRMS1

TNNC2

SGK

RPL17

PRKY

CDC14A

SEC14L2

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

DHRS4

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

AF311304

SFRS2

DKFZP434B168

PGRMC2

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

FLJ10520

ANK1

MGC2491

FLJ11305

PQBP1

CHN2

TNKS2

KIAA0551

ANXA6

GNE

ABCC6

APOBEC3C

SLC4A7

CCT6A

RECQL

TUBGCP2

KIAA0100

FLJ20718

PLEC1

PRKCN

STK25

MPDU1

KSR

DLG1

APOL3

DIO2

PALM2

OSBPL3

SLC35D1

XK

PXMP3

ABCF2

NOTCH2

HMGA2

TPK1

C14orf138

PRDX2

TRAPPC3

EMP3

APLP2

SSB3

C11orf24

KIAA0082

H2AV

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

PTPN9

IRLB

PRPF31

SKI

LOC152559

CD160

C20orf4

MFN1

CTSS

SPN

DOCK10

LTK

EIF5A

USP15

HMGN4

ADARB1

C7orf32

LCK

STS

TGT

MCM4

CHC1

KIAA0033

SKIL

GOLGA1

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=
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		MDS (multiple groups) vs NBM CD34+ cells:

		UP REGULATED GENES:

				Gene ID (Affymetrix probe #)		Gene Name		Score(d)		Numerator(r)		Denominator(s+s0)		Fold Change		q-value(%)

				203382_s_at		APOE		6.9940956818		4.0589350079		0.5803373578		14.984939759		0

				204545_at		PEX6		6.6835152989		2.6729466787		0.3999312576		6.5669221698		0

				214110_s_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		6.4571303843		3.3721291886		0.5222334052		9.5593875215		0

				218620_s_at		HEMK		5.3969577412		2.8265490432		0.5237300677		7.3120709382		0

				204195_s_at		PKNOX1		4.9308028049		2.6645902958		0.5403968484		6.3794820717		0

				216439_at		ACK1		4.8760122869		2.7631408017		0.5666804428		7.7325886991		0

				216327_s_at		SIGLEC8		4.7594817464		2.2940596091		0.4819977744		5.3149484536		0

				202044_at		GRLF1		4.6755180954		2.5709682619		0.5498787962		6.3401253918		0

				204263_s_at		CPT2		4.6059633645		3.3332547293		0.7236824233		9.8044207317		0

				212746_s_at		KAB		4.5778757434		2.6341612332		0.5754112564		5.3864457831		0

				200003_s_at		RPL28		4.3774782225		1.5995299604		0.365399867		3.1142392991		0

				219328_at		DDX31		4.247836997		1.8298462042		0.4307712856		3.4299957118		0

				209757_s_at		MYCN		4.220810629		2.1580457632		0.5112870377		4.4316897619		0.7196404766

				221812_at		KIAA1332		4.2083016366		2.8185740926		0.669765225		5.4418285086		0.7196404766

				218417_s_at		FLJ20489		4.1966292702		2.4608231291		0.5863808716		5.3420218894		0.7196404766

				206526_at		DKFZP566F0546		4.1731055438		3.4621903284		0.8296436052		9.0138206388		0.7196404766

				216491_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		4.1319588407		5.1245252663		1.2402169198		80.8781038375		0.7196404766

				221869_at		KIAA1196		4.1148937343		2.5534541749		0.6205395181		6.4512867647		0.7196404766

				214219_x_at		MAP4K1		4.1117280379		3.0643709959		0.745275701		10.2183777652		0.7196404766

				201191_at		PITPN		4.1062340149		2.897845775		0.7057186133		5.6969628286		0.7196404766

				218767_at		XPMC2H		4.0922513301		2.4847425931		0.6071823045		5.4628535451		0.7196404766

				219348_at		MDS032		4.0675587863		1.6527265546		0.4063190335		2.9886129335		0.7196404766

				217462_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		4.0151593191		2.4640471326		0.6136860176		5.2163135593		0.7196404766

				203285_s_at		HS2ST1		4.0071035165		1.4990062562		0.3740872303		2.7624204475		0.7196404766

				202586_at		POLR2L		4.0027262818		2.0801854044		0.5196921443		3.5391768293		0.7196404766

				210202_s_at		BIN1		3.9766770141		2.9430853063		0.7400865838		10.7179012346		0.7196404766

				212945_s_at		MGA		3.9622672181		2.5267769288		0.6377098741		4.7393534147		0.7196404766

				215089_s_at		RBM10		3.9491459774		3.8068353799		0.9639642094		19.8376897133		0.7196404766

				219587_at		FLJ20535		3.8915965743		3.0316461454		0.7790237471		8.9810987903		0.7196404766

				205887_x_at		MSH3		3.8665805977		1.8131028368		0.4689163438		3.4719070278		0.7196404766

				217665_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		3.7894938318		1.2571212606		0.3317385689		2.3965448769		1.1590669622

				219952_s_at		MCOLN1		3.7574612352		2.6720387162		0.7111287513		6.8235759494		1.1590669622

				221932_s_at		C14orf87		3.7215950442		1.5270721725		0.4103273339		2.9197124469		1.1590669622

				210263_at		KCNF1		3.7068042839		2.1296207446		0.5745166406		4.5525830258		1.5229600783

				209496_at		RARRES2		3.7054243324		2.6879810796		0.7254178843		7.2597770825		1.5229600783

				207521_s_at		ATP2A3		3.6905324527		2.5322532528		0.6861484854		6.8336267606		1.5229600783

				221900_at		COL8A2		3.674661247		2.4957358303		0.6791743953		5.4405487805		1.5229600783

				216875_x_at		HAB1		3.6465111099		3.1420356657		0.8616553113		5.9227972626		1.5229600783

				211979_at		GPR107		3.6428634857		2.4501437434		0.6725873075		6.28125		1.5229600783

				212630_at		SEC6		3.625393719		3.3308575105		0.9187574561		5.7711162988		1.5229600783

				205875_s_at		TREX1		3.6182719329		1.8115858388		0.5006770835		3.6355041288		1.5229600783

				211012_s_at		PML		3.6066400662		2.4055176354		0.6669691434		4.38955559		1.5229600783

				204497_at		ADCY9		3.579520671		2.4994772524		0.6982714956		7.1540858726		1.6270132514

				205872_x_at		PDE4DIP		3.5710211513		2.2399657995		0.6272619804		4.9745989305		1.6270132514

				209768_s_at		PNUTL1		3.5672187108		2.017927145		0.5656864097		4.2191742081		1.6270132514

				218891_at		FLJ13114		3.5542950042		2.0149991017		0.5669194874		3.7125168843		1.6270132514

				202152_x_at		USF2		3.5508966887		1.9305370312		0.543675922		4.3084565059		1.6270132514

				209775_x_at		SLC19A1		3.5499869542		2.0365533077		0.5736790963		3.89905549		1.6270132514

				210597_x_at		PRB1		3.5373664816		1.7026177775		0.4813235457		3.4238790407		1.6270132514

				215214_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		3.5021712985		4.2458144374		1.2123377401		27.5583603896		1.6270132514

				215101_s_at		CXCL5		3.4958483367		2.3912675979		0.6840307037		6.6822660099		1.6270132514

				213904_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		3.486214148		2.0995016947		0.6022296984		3.8182318415		1.6270132514

				208831_x_at		SUPT6H		3.4654719272		2.4978760083		0.7207895666		4.2519509476		1.6705939634

				222020_s_at		HNT		3.4584978715		2.6100751962		0.7546846328		8.3239095315		1.6705939634

				220080_at		FBXL8		3.4549918264		2.0270282102		0.5866955154		4.7519623234		1.6705939634

				202048_s_at		CBX6		3.4519861915		2.3496867022		0.6806767385		4.9145883157		1.6705939634

				222345_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		3.4451575111		2.3887637794		0.6933685243		3.6517620697		1.6705939634

				219961_s_at		C20orf19		3.4312383008		1.7136414851		0.4994236293		3.0768356914		1.6705939634

				217853_at		TENS1		3.428856138		1.8129086958		0.5287211311		3.7144182939		1.6705939634

				207550_at		MPL		3.423530723		1.2794142648		0.3737119273		2.5003232172		1.6705939634

				209153_s_at		TCF3		3.4149418536		1.8160592246		0.5317979932		3.236454961		1.6705939634

				218832_x_at		ARRB1		3.4093708482		1.6529764462		0.4848332786		2.9952495566		1.6705939634

				207769_s_at		PQBP1		3.3895523945		1.221833308		0.3604704001		2.2792240357		1.6705939634

				203550_s_at		C1orf2		3.3846371459		1.6569483333		0.4895497691		3.0714768993		1.6705939634

				206296_x_at		MAP4K1		3.3797263561		3.2112299702		0.950144962		6.9710933028		1.6705939634

				215737_x_at		USF2		3.3776641556		2.0111293798		0.5954201742		3.592379014		1.6705939634

				206814_at		NGFB		3.3540283353		2.0518615277		0.6117603439		4.1592205323		1.6705939634

				201212_at		LGMN		3.3521277868		3.0717075277		0.9163455939		5.6606762513		1.6705939634

				212775_at		KIAA0657		3.3470232795		2.3556359852		0.7038002991		5.4493884174		1.7309414106

				221797_at		LOC339229		3.3397960985		2.6312368773		0.7878435688		4.9180509868		1.7309414106

				218378_s_at		PRKRIP1		3.3389482316		2.4570084594		0.7358629991		5.231980116		1.7309414106

				205838_at		GYPA		3.3217405334		1.8091608743		0.5446424416		3.6339050132		1.7309414106

				215949_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		3.3200940734		2.9001790088		0.8735231426		7.8842297174		1.7309414106

				209265_s_at		METTL3		3.3161448216		1.0129675075		0.3054654009		2.0364214069		1.7309414106

				217360_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		3.3022311741		3.1658268534		0.9586932854		12.6290748899		1.7309414106

				201347_x_at		GRHPR		3.2906419858		1.3127315319		0.3989287007		2.5773262745		1.7309414106

				204979_s_at		SH3BGR		3.2905433705		1.9806964927		0.6019359934		3.6082063712		1.7309414106

				200092_s_at		RPL37		3.2813759522		1.1354479747		0.3460280051		2.1603585823		1.7309414106

				211639_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		3.2748435359		3.2082520204		0.9796657413		17.8875864719		1.7309414106

				218522_s_at		VCY2IP1		3.2668531816		2.2240864013		0.6808039045		3.7952625226		1.7309414106

				213891_s_at		TCF4		3.2653593071		1.5483530971		0.4741754127		2.8836640262		1.7309414106

				204074_s_at		KIAA0562		3.2547393769		1.8862186052		0.5795298446		3.2183106327		1.7309414106

				214333_x_at		IDH3G		3.2435516891		1.9198732108		0.5919046141		3.1355106888		1.7309414106

				214271_x_at		RPL12		3.2388710235		1.3235307428		0.4086395331		2.4586110587		1.7309414106

				200909_s_at		RPLP2		3.2371564833		1.0782905804		0.3330980711		2.1468064822		1.7309414106

				210456_at		PCYT1B		3.2334413824		1.8977051928		0.5868995192		3.4235378715		1.7309414106

				212191_x_at		RPL13		3.2263920563		1.4668498188		0.4546409095		2.7028364086		1.9548442796

				214669_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		3.2253776351		3.8595537772		1.1966207415		29.4666654549		1.9548442796

				204820_s_at		BTN3A3		3.2251354779		1.0826694863		0.3356973664		2.084031345		1.9548442796

				218747_s_at		TAPBP-R		3.2220743472		1.5948471516		0.4949752798		2.9996670514		1.9548442796

				205893_at		NLGN1		3.2123382624		2.2998413999		0.7159399827		6.3134458673		1.9548442796

				204857_at		MAD1L1		3.2012927		2.6719288947		0.8346406109		4.1350125945		1.9548442796

				203957_at		E2F6		3.196559677		1.4757527345		0.4616690704		2.8185682458		1.9548442796

				217658_at		MGC33488		3.1820469603		1.8612395725		0.5849189518		4.1705311973		1.9548442796

				209759_s_at		DCI		3.1809407547		2.1636747942		0.6801996519		4.2358167082		1.9548442796

				221888_at		FLJ20241		3.1805621541		2.6497001952		0.8330917828		3.600390625		1.9548442796

				221732_at		SHAPY		3.1762381506		2.4912110647		0.784327543		5.5916531932		1.9548442796

				218752_at		LOC55954		3.1746424989		1.8600193173		0.5858988273		3.3989490703		1.9548442796

				209285_s_at		RAP140		3.1700593966		1.8789830371		0.5927280224		3.200461285		1.9548442796

				206023_at		NMU		3.1633698995		2.5115101464		0.7939350206		4.9384336555		1.9548442796

				214038_at		CCL8		3.1572446305		2.2728098035		0.7198713022		4.4757306889		1.9548442796

				215778_x_at		HAB1		3.1531539931		1.8727230751		0.5939205885		3.5251909337		1.9548442796

				202471_s_at		IDH3G		3.148943664		1.0597243361		0.3365332788		2.0870803409		1.9548442796

				208324_at		AKAP13		3.1486446724		2.1133832804		0.6712041212		3.9946105702		1.9548442796

				207760_s_at		NCOR2		3.142992035		1.2787440787		0.4068556536		2.5543151264		1.9548442796

				202792_s_at		KIAA0685		3.1408905297		1.7140637663		0.5457254081		3.307173913		1.9548442796

				214097_at		RPS21		3.1366291024		1.2370498102		0.3943882971		2.4253836533		1.9548442796

				204142_at		HSRTSBETA		3.1321361656		1.6867072185		0.538516568		3.6149980697		1.9548442796

				208890_s_at		PLXNB2		3.1243904361		2.9981664645		0.9596004487		11.4649046794		1.9548442796

				218559_s_at		MAFB		3.1235759278		2.997443682		0.9596192797		6.0561042746		1.9548442796

				213364_s_at		SNX1		3.1191759804		1.745382712		0.5595653221		2.9023150151		1.9548442796

				217893_s_at		FLJ12666		3.1178726946		2.0149875142		0.6462699769		3.5723760092		1.9548442796

				211644_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		3.1168323495		4.4959642251		1.4424786838		57.4663143989		1.9548442796

				209360_s_at		RUNX1		3.103885565		1.9778739432		0.6372251495		3.9740920343		2.0525864936

				219550_at		RBIG1		3.1001970141		2.6382009026		0.850978467		7.6893972723		2.0525864936

				206128_at		ADRA2C		3.0939565138		2.0742608345		0.6704233965		3.9743424446		2.0525864936

				207000_s_at		PPP3CC		3.0843648355		2.0512904057		0.6650608845		3.5341676904		2.0525864936

				212535_at		MEF2A		3.0835718572		2.1589150265		0.7001344955		3.1810995872		2.0525864936

				210424_s_at		GOLGIN-67		3.0753750221		2.1237078788		0.6905524899		5.0947761194		2.0525864936

				217281_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		3.0723229242		4.5938795016		1.4952463055		80.3521400778		2.0525864936

				211732_x_at		HNMT		3.07049075		2.290218272		0.7458802056		4.4787517532		2.0525864936

				201054_at		HNRPA0		3.0695922814		1.3208750715		0.4303096146		2.5838669649		2.0525864936

				219530_at		FLJ21816		3.058417848		1.5690755553		0.5130350506		2.8678655199		2.0525864936

				211798_x_at		IGLJ3		3.0568337865		3.7041142747		1.2117486698		27.12364682		2.0525864936

				221000_s_at		FKSG28		3.0541824564		1.9071391013		0.6244352223		3.7078047435		2.0525864936

				212675_s_at		KIAA0582		3.0369195291		1.1560912184		0.3806789107		2.1912380383		2.0525864936

				215731_s_at		MPHOSPH9		3.0331008268		1.3105280328		0.4320753274		2.4791947439		2.0525864936

				213624_at		ASM3A		3.0326086935		2.0327522943		0.6702982481		3.7980625931		2.0525864936

				201978_s_at		KIAA0141		3.0250137322		1.4821610933		0.4899683851		2.7860704225		2.0525864936

				217390_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		3.0245818139		1.3503998572		0.4464748981		2.6443783576		2.0525864936

				203122_at		CGI-87		3.0127073607		2.4160750842		0.8019614237		3.8837980509		2.2112589189

				209129_at		TRIP6		3.0119952486		1.3019069321		0.4322406992		2.5570820433		2.2112589189

				212131_at		DKFZP434D1335		3.010205009		1.0695728161		0.3553156057		2.0597253886		2.2112589189

				216829_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		3.0086709843		2.8903950851		0.9606883239		10.5632022472		2.2112589189

				203926_x_at		ATP5D		3.0050751905		2.4605847827		0.8188097225		4.4709794438		2.2112589189

				203245_s_at		NPR2L		2.9930699039		2.0802507193		0.6950224305		4.6488326848		2.2112589189

				218985_at		SLC2A8		2.9855040552		1.7068626408		0.5717167384		3.7801094891		2.2112589189

				216289_at		GPR144		2.9819768066		2.0704304863		0.6943147518		5.2803524804		2.2112589189

				208747_s_at		C1S		2.9779187068		2.3443703722		0.7872512997		5.949941452		2.2112589189

				210657_s_at		PNUTL2		2.9778246696		1.5262859369		0.5125506389		2.9407894737		2.2112589189

				215554_at		GPLD1		2.9736663187		1.5614442368		0.5250906018		2.9222972973		2.2112589189

				215684_s_at		FLJ21588		2.9620079728		1.8595910798		0.6278143397		3.9146985353		2.2112589189

				214768_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.9610306308		3.8590934451		1.3032939967		30.1083889174		2.2112589189

				214143_x_at		RPL24		2.9543906065		1.0589618267		0.3584366347		2.0727884544		2.2112589189

				216401_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.9522972424		4.3193833701		1.4630584306		64.6286464411		2.2112589189

				222102_at		GSTA3		2.9507271661		1.7539628534		0.5944171571		3.4287066246		2.2112589189

				220911_s_at		KIAA1305		2.9500912221		2.3659936175		0.8020069345		5.6776541096		2.2112589189

				214114_x_at		FASTK		2.9498006975		1.5266508837		0.5175437395		2.9598149492		2.2112589189

				219840_s_at		TCL6		2.9497257219		1.7150947582		0.5814421136		3.6190347072		2.2112589189

				203191_at		ABCB6		2.9484180041		1.8928693079		0.6419948953		4.4830985915		2.2112589189

				203241_at		UVRAG		2.9481223955		0.9428886444		0.3198268314		1.9115764395		2.2112589189

				201069_at		MMP2		2.9449590287		1.7166616612		0.5829152951		3.7473304974		2.2112589189

				218596_at		FLJ10743		2.9379858919		2.3803828054		0.810209066		4.1439012097		2.2112589189

				204656_at		SHB		2.9376457155		1.7930847657		0.610381557		3.9619366626		2.2112589189

				212599_at		AUTS2		2.9355743596		1.1512621924		0.3921761302		2.239869798		2.2112589189

				219640_at		CLDN15		2.9283613719		2.4407128636		0.8334739309		4.2678760794		2.2112589189

				220372_at		C21orf55		2.9231404177		1.9927496152		0.6817153234		3.800295858		2.2112589189

				202661_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.9215613941		1.9312070685		0.6610188211		2.8841861731		2.2112589189

				220262_s_at		EGFL9		2.9132450558		1.3974402039		0.4796850856		2.5319537732		2.2112589189

				202382_s_at		GNPI		2.9119821121		1.7780337502		0.6105922639		3.067497245		2.2112589189

				202839_s_at		NDUFB7		2.9116517103		1.6034655256		0.550706501		3.1470218217		2.2112589189

				218095_s_at		TPARL		2.9113258601		1.4105231637		0.4844951172		2.805583524		2.2112589189

				214992_s_at		DNASE2		2.9102189317		1.5224088079		0.5231251819		2.9254345307		2.2112589189

				203891_s_at		DAPK3		2.9060768664		2.3356792841		0.8037224724		5.7877789047		2.2112589189

				205101_at		MHC2TA		2.9027626324		1.7651645819		0.6080981483		4.0282800521		2.2112589189

				209081_s_at		COL18A1		2.8891973419		1.9032974217		0.6587633853		4.3520851434		2.6139882016

				200031_s_at		RPS11		2.8868996623		0.9123703724		0.3160381306		1.8908135873		2.6139882016

				213595_s_at		CDC42BPA		2.8867513215		1.6090953396		0.5574069812		3.4557270512		2.6139882016

				217022_s_at		MGC27165		2.8866001731		5.9442176839		2.0592452461		155.8585509473		2.6139882016

				209902_at		ATR		2.8838642073		2.2848750159		0.7922963259		3.9458450047		2.6139882016

				201313_at		ENO2		2.8819881559		2.8787818607		0.9988874711		6.5915665939		2.6139882016

				211915_s_at		TUBB4Q		2.8812136649		2.6471816066		0.9187730986		10.6890547264		2.6139882016

				204288_s_at		ARGBP2		2.8770411872		1.8022463814		0.6264235595		3.8010423053		2.6139882016

				206072_at		UCN		2.8769165495		2.0945405838		0.7280505179		5.6540492958		2.6139882016

				207092_at		LEP		2.8769016809		2.2258794003		0.77370715		6.2166193182		2.6139882016

				200838_at		CTSB		2.8768469716		1.4829427103		0.5154750061		3.0311371111		2.6139882016

				216598_s_at		CCL2		2.875830714		4.4498749631		1.5473355026		198.7058823529		2.6139882016

				203575_at		CSNK2A2		2.8676822013		1.103784545		0.3849047654		2.1619272971		2.6139882016

				205354_at		GAMT		2.867207685		2.3246495894		0.8107712607		5.2481606376		2.6139882016

				201201_at		CSTB		2.8666872751		1.1123836051		0.3880380029		2.1298442003		2.6139882016

				218034_at		TTC11		2.8663875651		1.2572687178		0.4386248158		2.2569503164		2.6139882016

				218762_at		FLJ22059		2.8652900273		2.1110847751		0.7367787397		4.8372347592		2.6139882016

				218759_at		DVL2		2.8628657511		1.893828659		0.6615150076		3.1217550274		2.6139882016

				203806_s_at		FANCA		2.856939206		2.1370985448		0.7480378092		3.7772011453		2.6139882016

				218450_at		HEBP1		2.8556156564		1.3216086508		0.4628104093		2.5201440903		2.6139882016

				202587_s_at		AK1		2.852676332		1.1095407313		0.388947291		2.1786406282		2.6139882016

				220719_at		FLJ13769		2.8510301551		1.7743114011		0.622340454		2.9968853821		2.6139882016

				208929_x_at		RPL13		2.8502249406		1.1408491087		0.4002663413		2.220145556		2.6139882016

				212609_s_at		SDCCAG8		2.8491694239		2.1143927419		0.742108463		3.339750484		2.6139882016

				205382_s_at		DF		2.8481754865		2.8900173191		1.0146907495		9.5537244273		2.6139882016

				218958_at		FLJ20850		2.8478396747		1.8010432892		0.6324243971		3.4092062341		2.6139882016

				207826_s_at		ID3		2.8448439483		3.2372470709		1.1379348497		19.2153904187		2.6139882016

				210734_x_at		MAX		2.842795682		2.1458639121		0.754842821		3.2798102318		2.6139882016

				209871_s_at		APBA2		2.8385830177		1.9532226867		0.6880977849		5.0205047319		2.6139882016

				89476_r_at		NPEPL1		2.8358508147		1.2989293105		0.4580386612		2.4410610281		2.6139882016

				206894_at		APOA4		2.8324732952		2.1346242199		0.7536255411		5.4829817833		2.6139882016

				207163_s_at		AKT1		2.8322578906		2.0939026012		0.739305064		3.010909683		2.6139882016

				205082_s_at		AOX1		2.831559853		1.6743483512		0.5913166022		2.9371972318		2.6139882016

				205090_s_at		NAGPA		2.8308504582		2.2036740686		0.7784494805		4.8264502497		2.6139882016

				209460_at		NPD009		2.8284969249		2.330921909		0.8240850073		3.191518847		2.6139882016

				212647_at		RRAS		2.8264182267		1.7375472839		0.6147523631		3.9263347023		2.6139882016

				211046_at		KCNH6		2.8260279048		1.8531987622		0.6557609566		4.2924200278		2.6139882016

				218688_at		DKFZP586B1621		2.822011986		2.0904953656		0.7407818875		5.0384990253		2.6139882016

				213674_x_at		IGHM		2.8176149217		2.4685758205		0.8761224969		6.5922291994		2.6139882016

				220341_s_at		LOC51149		2.8169384407		1.296693259		0.4603200554		2.4715209845		2.6139882016

				206352_s_at		PEX10		2.8063461222		2.3527113435		0.8383539453		6.8233522325		2.6139882016

				219135_s_at		FLJ12681		2.8040360273		2.0863864331		0.7440654873		5.5983695652		2.6139882016

				215410_at		PMS2L2		2.8028283802		1.6896287924		0.6028299144		3.021221865		2.6139882016

				211430_s_at		IGHG3		2.7998776062		4.4640907569		1.5943878214		34.1966540469		2.6139882016

				201046_s_at		RAD23A		2.7983811775		1.3387928017		0.4784168834		2.6129490755		2.6139882016

				209266_s_at		BIGM103		2.7977298495		1.9438311269		0.6947887149		3.9313621964		2.6139882016

				221551_x_at		SIAT7D		2.7968270793		1.3903279073		0.4971089981		2.7245529574		2.6139882016

				205089_at		HT002		2.7940051757		0.9215920178		0.3298462099		1.9244451459		2.6139882016

				213319_s_at		CSDA		2.7892255385		1.533027264		0.5496247051		2.4952415813		2.6139882016

				206416_at		ZNF205		2.778772635		1.6822754824		0.6054023497		3.8908250356		2.6139882016

				204643_s_at		COVA1		2.77844298		1.5028101108		0.5408821133		2.550483189		2.6139882016

				215635_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.7768694694		1.8506375903		0.6664474548		4.5657894737		2.6139882016

				208089_s_at		TDRD3		2.7748505931		1.2870344167		0.4638211585		2.5779010239		2.8572113162

				206650_at		FLJ10547		2.771514436		1.1930808143		0.4304797402		2.2819035171		2.8572113162

				201701_s_at		PGRMC2		2.770729737		1.3031603467		0.4703310934		2.5533062373		2.8572113162

				212855_at		KIAA0276		2.7695566315		1.1404262182		0.4117721245		2.1876779179		2.8572113162

				203782_s_at		POLRMT		2.7650878942		1.478255543		0.5346143051		2.4049057516		2.8572113162

				213526_s_at		F25965		2.7607448491		1.2740337734		0.4614818982		2.2007045121		2.8572113162

				219862_s_at		NARF		2.7526998233		1.0678087847		0.3879132681		2.1852388152		2.8572113162

				206379_at		EYA3		2.7522228373		2.1407108609		0.7778116045		3.4546715017		2.8572113162

				213693_s_at		MUC1		2.7515111618		2.1216643502		0.7710905846		3.6097304128		2.8572113162

				220387_s_at		HHLA3		2.7505296345		1.7675635189		0.6426266042		2.9363030808		2.8572113162

				212498_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.7495771439		1.7913921957		0.6515155247		2.7855624058		2.8572113162

				212414_s_at		9/5/00		2.7488589868		1.2660036816		0.4605560662		2.6412487206		2.8572113162

				211861_x_at		CD28		2.7453206777		2.0566125668		0.7491338201		4.6993982495		2.8572113162

				202283_at		SERPINF1		2.7444160209		2.6214642848		0.9551993083		6.49527727		2.8572113162

				211352_s_at		NCOA3		2.7426716195		2.0217862824		0.7371594426		4.5069515963		2.8572113162

				204025_s_at		PDCD2		2.7388867478		1.4858368453		0.5424966353		2.871310257		2.8572113162

				206782_s_at		DNAJC4		2.734975079		1.9739758746		0.721752783		3.8622763133		2.8572113162

				206685_at		HCG4		2.728111543		1.9183000616		0.7031604212		4.981612447		2.8572113162

				204148_s_at		POMZP3		2.7228446161		1.9678714141		0.7227262997		3.3754884547		2.8572113162

				211304_x_at		KCNJ5		2.7225828001		1.2509850977		0.4594846841		2.2653631285		2.8572113162

				220178_at		FZR1		2.7196761107		2.125125141		0.7813890531		3.7726415094		2.8572113162

				212884_x_at		APOE		2.7194376163		1.1574415973		0.4256179992		2.311155914		2.8572113162

				214173_x_at		C19orf2		2.7188536511		0.9035248792		0.3323183206		1.8820758863		2.8572113162

				217897_at		FXYD6		2.7168250517		1.7341966924		0.638317396		3.1194139511		2.8572113162

				218220_at		C12orf10		2.7157886404		1.1774809518		0.4335687006		2.1004522811		2.8572113162

				201937_s_at		DNPEP		2.7147253147		1.4047388586		0.5174515635		2.4589834595		2.8572113162

				219762_s_at		RPL36		2.712691425		1.1171387981		0.4118193422		2.0585034652		2.8572113162

				209659_s_at		CDC16		2.7113393598		1.1739454428		0.432976211		2.3639817629		2.8572113162

				206372_at		MYF6		2.7108020646		1.8386578092		0.678270772		4.3577044025		2.8572113162

				217876_at		GTF3C5		2.7079177845		2.0046401846		0.7402884224		3.7893931668		2.8572113162

				209573_s_at		C18orf1		2.7066925773		1.6061980016		0.5934172263		2.8641791045		2.8572113162

				214671_s_at		ABR		2.703009892		1.8170141595		0.6722188346		3.7975391499		2.8572113162

				204379_s_at		FGFR3		2.7026292714		1.966446358		0.7276049212		5.9735079172		2.8572113162

				206224_at		CST1		2.6993384394		1.5652154209		0.5798514918		2.5847568988		2.8572113162

				217258_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.6991816211		3.4779503988		1.2885203321		23.1364317841		2.8572113162

				202947_s_at		GYPC		2.6979888489		1.5480475295		0.5737783276		3.1000307415		2.8572113162

				213834_at		KIAA1110		2.6974172365		1.7909907494		0.6639650422		3.3648308639		2.8572113162

				201871_s_at		LOC51035		2.6973679266		1.0588276102		0.3925410397		2.1551586372		2.8572113162

				212032_s_at		PTOV1		2.6916543265		2.2561049659		0.8381852542		6.6231684982		2.8572113162

				208305_at		PGR		2.689267964		1.8177537752		0.6759288399		4.4775747508		2.8572113162

				202659_at		PSMB10		2.6882602293		1.0636067348		0.395648726		2.0738462522		2.8572113162

				205466_s_at		HS3ST1		2.6855704333		2.4972362845		0.9298718267		7.4296391753		2.8572113162

				217198_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.6829286026		2.2599630723		0.8423493156		5.0323170732		2.8572113162

				216584_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.6825277989		1.4852245851		0.5536660555		3.0423387097		2.8572113162

				200088_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.6822065164		1.063376646		0.3964559177		2.0777238449		2.8572113162

				206890_at		IL12RB1		2.6809629231		1.5912188316		0.5935251166		3.4310296586		2.8572113162

				215718_s_at		PHF3		2.6789213042		1.3764754383		0.5138170487		2.3804177033		2.8572113162

				201561_s_at		CLSTN1		2.6786719654		1.0439841008		0.3897394359		2.1453950327		2.8572113162

				212933_x_at		RPL13		2.6773341257		1.0885912233		0.4065952071		2.1915174652		2.8572113162

				219280_at		C21orf107		2.6751770471		1.8044001266		0.6744974612		3.5320754717		2.8572113162

				211641_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.6735907883		2.2701780624		0.8491120153		6.8675252161		2.8572113162

				200022_at		RPL18		2.6722195733		1.0944181308		0.4095539685		2.1711939018		2.8572113162

				216032_s_at		SDBCAG84		2.6692143989		0.9207425908		0.3449489075		1.8784106617		3.0334708917

				205640_at		ALDH3B1		2.6689507629		2.3364863281		0.8754325335		2.1451390629		3.0334708917

				220444_at		MGC4054		2.6677365014		1.9394209516		0.7269911967		4.1830110497		3.0334708917

				217532_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.666562176		1.7915976032		0.671875428		4.1856435644		3.0334708917

				205124_at		MEF2B		2.6663895656		1.8786310904		0.7045598718		5.174137931		3.0334708917

				205462_s_at		HPCAL1		2.6596667443		2.1599372007		0.8121082107		4.5291519435		3.0334708917

				205778_at		KLK7		2.6596080071		1.8609572018		0.699711084		4.4297687861		3.0334708917

				218679_s_at		VPS28		2.6576976759		0.9286783242		0.3494296332		1.9375645105		3.0334708917

				209459_s_at		NPD009		2.6572790622		2.4502754129		0.922099394		2.0448813056		3.0334708917

				214203_s_at		PRODH		2.655454035		2.0825211842		0.7842429794		5.4395967469		3.0334708917

				217838_s_at		EVL		2.6536706447		1.1736022546		0.4422561846		2.3480781619		3.0334708917

				218328_at		COQ4		2.6535437925		1.6182088835		0.609829349		2.637780112		3.0334708917

				215384_s_at		MAP1A		2.6527476305		1.6758148332		0.631727954		2.7432719547		3.0334708917

				203577_at		GTF2H4		2.6518279131		1.2637698327		0.4765655518		2.4786706349		3.0334708917

				220448_at		KCNK12		2.6516176051		1.8166915372		0.6851257639		4.7093301435		3.0334708917

				213041_s_at		ATP5D		2.6502157045		1.6498091658		0.6225188248		3.3802121434		3.0334708917

				202111_at		SLC4A2		2.645396262		2.2698533849		0.8580390838		6.7044129892		3.0334708917

				219491_at		MGC3103		2.6450212129		2.0438210518		0.7727049756		6.6943430657		3.0334708917

				204083_s_at		TPM2		2.6439613965		2.7711252326		1.0480959504		14.0206022187		3.0334708917

				204829_s_at		FOLR2		2.6419811407		2.282625569		0.8639825371		5.389239259		3.0334708917

				210042_s_at		CTSZ		2.641711865		1.5744801969		0.5960075426		2.6823622684		3.0334708917

				214296_x_at		IMAGE		2.6411987405		1.8832260298		0.7130194335		3.2253340185		3.0334708917

				218754_at		FLJ23323		2.6393209995		0.8796715681		0.3332946498		1.8395166543		3.0334708917

				203098_at		CDYL		2.637874304		1.5051160333		0.570579133		2.759510391		3.0334708917

				200809_x_at		RPL12		2.6373151408		1.0461344707		0.3966664637		2.0640469662		3.0334708917

				202996_at		POLD4		2.6354064257		2.3343120165		0.885750294		4.2853427173		3.0334708917

				200758_s_at		NFE2L1		2.6350537193		1.4480790974		0.5495444312		2.4285522788		3.0334708917

				205051_s_at		KIT		2.6345798694		1.5748401048		0.5977575867		2.5898206173		3.0334708917

				213500_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.6315213262		1.6730643509		0.6357783743		3.1879615953		3.0334708917

				216308_x_at		GRHPR		2.630582098		1.1299997969		0.4295626423		2.2894600804		3.0334708917

				42361_g_at		C6orf18		2.6296720817		1.8346291147		0.6976645976		3.0198529412		3.0334708917

				221406_s_at		MSH5		2.6267692379		1.8881566895		0.7188133096		5.0336538462		3.0334708917

				222134_at		DDO		2.6228305083		1.2601956659		0.4804716363		2.1648052692		3.0334708917

				210474_s_at		CDC2L2		2.6226293094		2.4943428439		0.9510847892		4.8397120787		3.0334708917

				221822_at		LOC112869		2.621054822		1.0665321861		0.4069095301		2.0293080004		3.0334708917

				32128_at		CCL18		2.6175128257		2.8070210553		1.072400115		12.4967469096		3.0334708917

				212270_x_at		RPL17		2.6129733013		1.0852122422		0.4153170037		2.0641798438		3.0334708917

				218908_at		ASPSCR1		2.6099304026		2.2688912979		0.869330192		6.5413256956		3.0334708917

				209059_s_at		EDF1		2.6092403181		1.0785425892		0.4133550221		2.0062249304		3.0334708917

				205398_s_at		MADH3		2.6065259508		1.7526976231		0.6724266922		3.0559830041		3.0334708917

				202871_at		TRAF4		2.6037397545		1.7945810164		0.6892320991		3.1922433036		3.0334708917

				215621_s_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.6016046744		1.9762015653		0.759608708		3.1856306892		3.0334708917

				201262_s_at		BGN		2.59960739		1.6691754549		0.6420875172		4.2326086957		3.0334708917

				211868_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.5985448276		2.7706891551		1.0662464337		9.4398569571		3.0334708917

				212959_s_at		MGC4170		2.5953758981		1.1365048171		0.4378960358		2.3222557564		3.0334708917

				217023_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.5931971254		3.2108239735		1.2381719624		8.7140021653		3.0334708917

				206479_at		TRPM1		2.5928276354		1.4372262876		0.5543084577		2.4236393176		3.0334708917

				202942_at		ETFB		2.5925853638		1.2400515482		0.4783069308		2.2318142327		3.0334708917

				218345_at		HCA112		2.5920111371		2.08849594		0.8057434284		5.0926760268		3.0334708917

				215176_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.5919044127		3.5926617495		1.3861088904		27.3439869795		3.0334708917

				213801_x_at		LAMR1		2.5905243432		1.0057140699		0.3882279943		2.0103162373		3.0334708917

				215402_at		APPBP2		2.5884449152		2.1142015928		0.816784464		3.0827495622		3.0334708917

				201998_at		SIAT1		2.585180186		1.0924256618		0.4225723482		2.1364090552		3.0334708917

				207591_s_at		SMARCF1		2.5840095486		2.1775680094		0.8427089639		5.2777161863		3.0334708917

				206823_at		L3MBTL		2.5818402791		1.9360876846		0.7498866992		3.5026096033		3.0334708917

				208074_s_at		AP2S1		2.5814837152		1.3624726085		0.527786637		2.7490737929		3.0334708917

				221706_s_at		MDS032		2.5811339226		1.1113521185		0.4305673986		2.0321383207		3.0334708917

				217969_at		C11orf2		2.5780328876		1.3795413594		0.5351139491		2.7947689931		3.0334708917

				210776_x_at		TCF3		2.5756143117		1.1430001612		0.4437776867		2.2911167045		3.0334708917

				205429_s_at		MPP6		2.5734590337		1.7898772537		0.6955141816		2.8738191633		3.0334708917

				204150_at		STAB1		2.5730822219		1.4172675916		0.5508054035		2.8855394379		3.0334708917

				214870_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.5693504629		1.3797318253		0.5369963519		2.8478148136		3.0334708917

				200869_at		RPL18A		2.567987416		1.0686699256		0.4161507642		2.0257526462		3.0334708917

				209616_s_at		CES1		2.5659250924		2.096149053		0.8169174771		2.7879844961		3.0334708917

				202606_s_at		TLK1		2.5646663013		1.065533804		0.4154668401		1.9771745489		3.0334708917

				218844_at		FLJ20920		2.5637825677		1.177987942		0.4594726389		2.2394534546		3.0334708917

				61734_at		RCN3		2.5621195341		2.0452358294		0.7982593326		2.5831018519		3.0334708917

				221951_at		LOC283232		2.5618094458		1.4403801133		0.5622510744		2.5412811388		3.0334708917

				221709_s_at		C14orf131		2.5606424541		2.2924561462		0.8952660073		2.639199423		3.0334708917

				202256_at		CD2BP2		2.560450238		1.4413393491		0.5629241794		2.8131210894		3.0334708917

				212273_x_at		GNAS		2.5604236899		0.8564627948		0.3345004181		1.8468272752		3.0334708917

				207996_s_at		C18orf1		2.5604130106		1.1136970076		0.4349677193		2.2715301554		3.0334708917

				202365_at		MGC5139		2.5602543828		1.3747661576		0.536964673		2.9320988978		3.0334708917

				212537_x_at		RPL17		2.559899859		1.0330231701		0.4035404614		1.9969957119		3.0334708917

				222055_at		CGI-105		2.559545078		1.1812948595		0.4615253193		2.3526536313		3.0334708917

				219830_at		RAI1		2.5573228193		1.7434680997		0.6817551881		3.3962686567		3.0334708917

				207831_x_at		DHPS		2.5550503242		1.1714911287		0.4585002173		2.1227780832		3.0334708917

				60815_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.5541941916		1.5076438059		0.5902620133		2.980649785		3.0334708917

				209158_s_at		PSCD2		2.5536433875		1.2341589556		0.4832933845		2.3775139541		3.0334708917

				215703_at		CFTR		2.5534986628		1.7986833893		0.7043995815		4.5988538682		3.0334708917

				216894_x_at		CDKN1C		2.5511799603		2.0684021744		0.8107629436		5.0173130194		3.0334708917

				202214_s_at		CUL4B		2.5490949548		1.0054564445		0.3944366383		1.9161457403		3.0334708917

				213588_x_at		RPL14		2.5481342755		0.9518175079		0.3735350672		1.8987683648		3.3733651007

				215031_x_at		RNF126		2.5466770189		1.2274771312		0.4819916786		2.350069541		3.3733651007

				210962_s_at		AKAP9		2.5464142499		1.2428068913		0.4880615522		2.1986492948		3.3733651007

				218600_at		MGC10986		2.5463258066		2.3253377939		0.9132129863		2.5985828712		3.3733651007

				205866_at		FCN3		2.5441625756		1.7741188844		0.6973292121		3.4212255773		3.3733651007

				213542_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.5441253962		2.4403741593		0.9592192912		4.2733245729		3.3733651007

				218274_s_at		FLJ10415		2.5439657504		1.9075477238		0.7498323134		2.6477941176		3.3733651007

				214351_x_at		RPL13		2.5421925349		1.2007667555		0.4723350962		2.2670179026		3.3733651007

				220290_at		AIM1L		2.5388867931		1.5996666257		0.6300661495		3.2526686593		3.3733651007

				207085_x_at		CSF2RA		2.5373613568		2.1051007966		0.8296417028		3.4608853007		3.3733651007

				202632_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.5370676841		1.7361572343		0.6843164828		2.7642411912		3.3733651007

				218928_s_at		SLC37A1		2.5337623315		1.9742272842		0.7791682983		3.2436276741		3.3733651007

				51228_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.5329512601		1.2297260088		0.4854913824		2.174533195		3.3733651007

				206329_at		EXTL1		2.5327507145		1.9579629652		0.7730579066		3.7145522388		3.3733651007

				201406_at		RPL36A		2.5318535687		0.8981525981		0.3547411308		1.8278147809		3.3733651007

				221562_s_at		SIRT3		2.5317735852		1.7200558144		0.6793876927		2.8321135309		3.3733651007

				215735_s_at		TSC2		2.529085786		2.5648406985		1.0141374851		8.2611019737		3.3733651007

				214836_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.5268806723		2.6893564858		1.0642989656		11.7626559772		3.3733651007

				206816_s_at		SPAG8		2.5261166066		1.5537876359		0.6150894348		2.6618479579		3.3733651007

				214742_at		AZI1		2.5254078278		2.0519592881		0.8125259079		3.4049680948		3.3733651007

				218331_s_at		FLJ20360		2.5252801923		0.8548810911		0.3385292031		1.7804428044		3.3733651007

				217227_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.5247362309		2.4045944787		0.9524141371		7.2943467839		3.3733651007

				211796_s_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.5240472667		1.6787543886		0.6651041804		3.9320325747		3.3733651007

				217807_s_at		GLTSCR2		2.5236755698		1.2556775687		0.4975590301		2.6847033991		3.3733651007

				202624_s_at		CABIN1		2.5203838869		2.241195268		0.8892277401		2.8731038506		3.3733651007

				201987_at		TRAP240		2.5170220984		1.3295398934		0.5282193964		2.2755136198		3.3733651007

				218051_s_at		FLJ12442		2.5153648504		1.5136823751		0.6017744801		2.9975437447		3.3733651007

				212046_x_at		MAPK3		2.5152198032		1.65243119		0.6569728769		2.4672758513		3.3733651007

				210782_x_at		GRIN1		2.5149204598		1.5378637457		0.6114959778		3.1305405405		3.3733651007

				214871_x_at		SMARCE1		2.5120160564		1.9262879959		0.7668294918		2.6344957797		3.3733651007

				217604_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.5100864993		1.5007080324		0.5978710426		2.6197484996		3.3733651007

				221235_s_at		TGFBRAP1		2.5099519103		1.1260486975		0.4486335746		2.2561066874		3.3733651007

				210289_at		NAT8		2.5098269727		1.8300858374		0.7291681288		3.7733443709		3.3733651007

				214282_at		CP		2.5089193616		1.6962626303		0.6760929252		3.6561423651		3.3733651007

				214930_at		KIAA0918		2.5085027403		2.4596634962		0.9805305199		9.5803941909		3.3733651007

				219129_s_at		FLJ11526		2.5060333197		1.7732869601		0.7076070961		2.4435483871		3.3733651007

				202154_x_at		TUBB4		2.5040975196		0.9862528257		0.3938555979		2.0269205357		3.3733651007

				220307_at		CD244		2.5010247323		0.9659483116		0.3862210154		1.9933650329		3.3733651007

				221671_x_at		IGKC		2.50080953		3.06718523		1.2264769441		15.8572193192		3.3733651007

				212124_at		RAI17		2.4994050765		1.3013126163		0.520648945		2.6734268833		3.3733651007

				216763_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.4989372774		1.5349948746		0.6142590646		3.2950114679		3.3733651007

				217371_s_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.4977588456		1.6871475668		0.6754645549		2.3975830078		3.3733651007

				211752_s_at		NDUFS7		2.4968367025		0.938751164		0.3759761954		1.9469390031		3.3733651007

				200029_at		RPL19		2.4946254358		0.6574844407		0.2635603852		1.5864055076		3.3733651007

				213540_at		HSD17B8		2.4943113873		0.8990390842		0.3604357855		1.8944722386		3.3733651007

				217236_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.4838743341		2.021033884		0.8136618895		4.3359042013		3.3733651007

				200010_at		RPL11		2.4830363058		0.8501594613		0.3423870442		1.7542196591		3.3733651007

				204319_s_at		RGS10		2.4801759019		1.0725925926		0.4324663391		2.122748339		3.3733651007

				211232_x_at		GLP1R		2.4795611076		1.6270476605		0.6561837317		2.9679449649		3.3733651007

				201832_s_at		VDP		2.4776560688		0.7852352669		0.3169266617		1.7192785334		3.3733651007

				207175_at		APM1		2.4773959544		1.25666431		0.5072521039		2.4805355536		3.3733651007

				216510_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.4765761156		3.2669137008		1.3191250938		19.2513506876		3.3733651007

				212667_at		SPARC		2.4750276481		0.9700021285		0.3919156739		2.0027519657		3.3733651007

				215662_at		MAST205		2.4742788672		1.8808388723		0.7601563822		2.9513436482		3.3733651007

				221813_at		KIAA1332		2.4740606707		1.3175679795		0.532552817		2.2746944375		3.3733651007

				212911_at		KIAA0962		2.471065209		1.2880134623		0.5212381517		2.3256242906		3.3733651007

				201715_s_at		ACINUS		2.470690212		1.2442968447		0.5036231732		2.2808598415		3.3733651007

				214973_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.469848286		3.4547413415		1.398766621		22.4833920483		3.3733651007

				204695_at		CDC25A		2.4691301527		2.3716458041		0.9605187485		4.6575829384		3.3733651007

				203558_at		KIAA0076		2.4691223829		1.9395522118		0.785522915		5.672005571		3.3733651007

				218245_at		E2IG4		2.4690614705		1.4645514944		0.593161212		3.188377193		3.3733651007

				211633_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.4684955123		3.5070398206		1.4207195448		32.7596084119		3.3733651007

				213634_s_at		FLJ10140		2.4677140786		1.4765682013		0.5983546531		2.6145153774		3.3733651007

				206380_s_at		PFC		2.4672387603		3.6455113112		1.4775672991		1.1496002284		3.3733651007

				205514_at		ZNF415		2.4664446933		1.4004367387		0.5677957193		2.6547777593		3.3733651007

				213503_x_at		ANXA2		2.4654609588		1.3592041097		0.5512981679		2.8291509688		3.3733651007

				204787_at		Z39IG		2.4636675768		1.8653432703		0.7571408123		3.1084984884		3.3733651007

				210530_s_at		NR2C1		2.4615899363		1.6932034		0.6878494972		2.6763010284		3.3733651007

				205372_at		PLAG1		2.4593355275		1.6956145503		0.6894604381		2.8732867686		3.3733651007

				215379_x_at		IGLJ3		2.4580091064		3.1109238209		1.2656274596		25.8453220397		3.3733651007

				209912_s_at		KIAA0415		2.4577608136		1.884257739		0.7666562704		2.9465307582		3.3733651007

				213752_at		FLJ23703		2.4566344235		1.794511927		0.730475772		3.0791030064		3.3733651007

				219505_at		CECR1		2.4563872921		1.641393347		0.6682143945		2.4876865131		3.3733651007

				204044_at		QPRT		2.4555971245		1.628105853		0.663018309		3.5945531978		3.3733651007

				219536_s_at		ZFP64		2.4551558629		1.8408490967		0.7497890967		2.8574432296		3.3733651007

				221961_at		CLCN7		2.4550973278		1.1283521261		0.4595956801		2.1516373412		3.3733651007

				216982_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.4523764805		1.7099702112		0.697270678		3.1807142857		3.3733651007

				213468_at		ERCC2		2.4503349554		1.5183251092		0.6196398194		2.2377154069		3.3733651007

				202417_at		KEAP1		2.4500948386		1.1944505176		0.4875119521		2.4609388027		3.3733651007

				35846_at		THRA		2.4496315939		1.4547956984		0.5938834648		2.391509434		3.3733651007

				207650_x_at		PTGER1		2.444783587		1.8076779828		0.7394020446		4.7229209446		3.3733651007

				221651_x_at		IGKC		2.4438764472		2.9405314231		1.2032242573		13.2418520998		3.3733651007

				221501_x_at		LOC339047		2.4424634765		1.3725087689		0.5619362509		2.8443525024		3.3733651007

				219327_s_at		GPRC5C		2.442247156		1.6570695352		0.6785019817		3.2369822485		3.3733651007

				209431_s_at		ZNF278		2.4411399558		1.1174031107		0.4577382416		2.2480403979		3.3733651007

				203381_s_at		APOE		2.4406578782		2.0037288762		0.8209790049		3.1794710327		3.3733651007

				221816_s_at		PHF11		2.4399742105		1.403128885		0.5750588998		2.5891283056		3.3733651007

				208335_s_at		FY		2.4375201354		1.772275976		0.7270815737		4.861738149		3.8738956358

				219111_s_at		DDX54		2.436722818		1.2836888989		0.5268095696		2.5811947833		3.8738956358

				207977_s_at		DPT		2.4344511945		1.3249798562		0.5442622383		2.9177740864		3.8738956358

				214214_s_at		C1QBP		2.4339953407		1.2124050516		0.4981131358		2.2671125782		3.8738956358

				205146_x_at		APBA3		2.4338459043		2.5412436043		1.044126746		5.8877578001		3.8738956358

				205551_at		SV2B		2.4334467713		2.2909022495		0.9414227903		7.3884673748		3.8738956358

				203640_at		MBNL2		2.4326439222		1.3116035699		0.5391679226		2.3383365201		3.8738956358

				209756_s_at		MYCN		2.4317253379		1.2262866855		0.5042866752		2.6238019169		3.8738956358

				217384_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.4300242521		2.3651738426		0.973312855		7.1486486486		3.8738956358

				200763_s_at		RPLP1		2.4269494722		0.6700322699		0.2760800246		1.6069110443		3.8738956358

				217320_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.4250664675		2.0600672359		0.8494889783		8.13125		3.8738956358

				204415_at		G1P3		2.424330041		2.2886104765		0.944017703		9.0167166136		3.8738956358

				221692_s_at		MRPL34		2.423519521		0.9601913332		0.39619707		1.8842771794		3.8738956358

				216433_s_at		PRDM2		2.4234452812		1.7232907107		0.7110912402		3.9171580189		3.8738956358

				219211_at		USP18		2.4233186645		2.6835676797		1.1073936412		8.7862149533		3.8738956358

				213527_s_at		LOC146542		2.4233085901		1.9538357301		0.8062678184		2.3140366114		3.8738956358

				203690_at		TUBGCP3		2.4220148735		1.2473412056		0.515001464		2.3895435508		3.8738956358

				213204_at		PARC		2.4201027794		2.338618762		0.9663303484		4.177798683		3.8738956358

				214778_at		EGFL4		2.4200508341		1.7395467524		0.7188058729		3.4417098446		3.8738956358

				212998_x_at		HLA-DQB2		2.4192238492		2.4907425925		1.0295626811		5.0034135724		3.8738956358

				36545_s_at		KIAA0542		2.4169648534		1.4626120596		0.605144116		2.3199179073		3.8738956358

				212734_x_at		RPL13		2.414487619		0.9827835541		0.4070360711		1.955713953		3.8738956358

				222173_s_at		TBC1D2		2.4142500826		1.9598933127		0.8118021107		3.4889705882		3.8738956358

				209200_at		MEF2C		2.4133982396		1.0363989785		0.4294355409		2.0009928515		3.8738956358

				204928_s_at		SLC10A3		2.4129649445		2.3603297822		0.9781865201		4.4280059377		3.8738956358

				209837_at		AP4M1		2.4101004676		1.257830711		0.5218997		2.1799939877		3.8738956358

				200963_x_at		RPL31		2.4084795355		0.7404352805		0.3074285123		1.6803706279		3.8738956358

				203100_s_at		CDYL		2.4068430741		1.9095454051		0.7933817645		5.0279104478		3.8738956358

				205047_s_at		ASNS		2.4024302689		1.9976128129		0.8314966885		3.2066634806		3.8738956358

				201855_s_at		KIAA0431		2.4022925402		1.2054990477		0.5018119266		2.3616769304		3.8738956358

				219686_at		HSA250839		2.399483831		1.6579228779		0.690949802		3.2426915323		3.8738956358

				215121_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.3976654565		3.4231455417		1.4276994034		26.3684909025		3.8738956358

				209560_s_at		DLK1		2.3958387147		2.6313498719		1.0983000883		21.1058287116		3.8738956358

				214777_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.3949924799		3.9233872441		1.6381626569		56.1255749014		3.8738956358

				210304_at		PDE6B		2.3938043733		1.4620503606		0.6107643452		2.299689441		3.8738956358

				211840_s_at		PDE4D		2.3936358385		1.6409794138		0.6855593434		2.925		3.8738956358

				201851_at		SH3GL1		2.393323149		1.8859529812		0.7880059916		3.2855329949		3.8738956358

				218045_x_at		PTMS		2.3932662653		1.482558709		0.6194708589		3.4417655786		3.8738956358

				212343_at		MGC21416		2.3929839153		1.5971338165		0.6674235486		3.5404699739		3.8738956358

				214527_s_at		PQBP1		2.3924690006		1.0040515628		0.4196717126		1.928146156		3.8738956358

				37425_g_at		C6orf18		2.3915847108		2.1392650995		0.8944968957		3.7585510689		3.8738956358

				205366_s_at		HOXB6		2.3899699182		1.8893812246		0.7905460274		4.0476257773		3.8738956358

				37408_at		MRC2		2.3893819048		1.1050331125		0.4624765553		2.071347464		3.8738956358

				205584_at		FLJ23018		2.3877047156		1.5425827181		0.6460525491		3.1895796848		3.8738956358

				222228_s_at		FLJ20013		2.3860249193		1.7324295439		0.7260735334		3.5330971049		3.8738956358

				216541_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.3848828776		2.2084968716		0.9260399713		6.5151650312		3.8738956358

				201564_s_at		FSCN1		2.384629071		1.885627661		0.7907425452		4.163568038		3.8738956358

				212904_at		KIAA1185		2.3830365245		0.9784327405		0.4105823517		2.0338152186		3.8738956358

				212538_at		zizimin1		2.3819165221		1.7200564133		0.7221312743		4.5534846029		3.8738956358

				209894_at		LEPR		2.3787905676		1.7443418449		0.7332893734		3.1110216546		3.8738956358

				213746_s_at		FLNA		2.3779043337		2.1904567789		0.9211711119		2.2932937182		3.8738956358

				208539_x_at		SPRR2B		2.3767716353		1.4359848283		0.6041745058		2.4767624021		3.8738956358

				209138_x_at		IGL		2.37596229		3.4009183246		1.431385649		24.5067768363		3.8738956358

				204030_s_at		SCHIP1		2.375859457		1.3728868719		0.5778485204		2.3136095514		3.8738956358

				208449_s_at		FGF8		2.3735507401		1.9218573176		0.8096971702		5.4645985401		3.8738956358

				202074_s_at		OPTN		2.3718264165		1.3276766203		0.5597697247		2.6454526286		3.8738956358

				203092_at		TIMM44		2.3716402489		2.2862215749		0.9639832921		3.913598638		3.8738956358

				211027_s_at		IKBKB		2.3712444707		1.8047877663		0.7611141696		4.5935273159		3.8738956358

				203249_at		EZH1		2.3697357427		1.9394442417		0.8184221586		1.8984802432		3.8738956358

				203258_at		DRAP1		2.368586177		1.2105502563		0.5110855869		2.5338210702		3.8738956358

				200878_at		EPAS1		2.3685533173		2.4541684947		1.0361466119		4.7445235487		3.8738956358

				215505_s_at		STRN3		2.3647900681		1.8371064911		0.7768581727		4.3195416932		3.8738956358

				213502_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.3624389418		1.6211733072		0.6862286591		3.8170882498		3.8738956358

				218828_at		PLSCR3		2.3602826228		1.5278205633		0.6473040764		3.4911851683		3.8738956358

				217787_s_at		GALNT2		2.3581334693		1.309338932		0.5552437761		2.6563869034		3.8738956358

				201520_s_at		GRSF1		2.358015134		0.7822342766		0.3317342053		1.7291449426		3.8738956358

				219360_s_at		TRPM4		2.3568605023		1.1340003712		0.4811487019		2.2959363958		3.8738956358

				212614_at		MRF2		2.3568173332		1.2462121221		0.5287690754		2.4663846839		3.8738956358

				209374_s_at		IGHM		2.3564716872		1.9817390075		0.8409772196		5.9947491709		3.8738956358

				203713_s_at		LLGL2		2.3563393642		1.022680636		0.4340124566		1.949538378		3.8738956358

				212589_at		RRAS2		2.3559675527		1.5039875796		0.6383736388		2.293053961		3.8738956358

				201666_at		TIMP1		2.3559645031		1.0491721337		0.4453259513		2.1369797272		3.8738956358

				214551_s_at		CD7		2.3543874179		1.6973032204		0.720910759		4.0023952096		3.8738956358

				206665_s_at		BCL2L1		2.3542721208		1.8109434709		0.7692158672		4.8534385569		3.8738956358

				204137_at		TM7SF1		2.3527196935		2.1346069593		0.9072933615		4.5275876818		3.8738956358

				206230_at		LHX1		2.3513984755		1.6848975653		0.7165512706		3.953180212		3.8738956358

				211501_s_at		EIF3S9		2.3502410815		0.8354872796		0.355490033		1.8146090989		3.8738956358

				205583_s_at		FLJ23018		2.3491544068		1.1438358205		0.4869138517		2.1961835673		3.8738956358

				211043_s_at		CLTB		2.3487874407		2.2416899648		0.9544030788		3.7587869503		3.8738956358

				200701_at		NPC2		2.348075793		0.9020976667		0.3841859234		1.863714053		3.8738956358

				212222_at		PSME4		2.3472349669		0.786595034		0.3351155914		1.7369517232		3.8738956358

				202916_s_at		FAM20B		2.346494414		1.0012030759		0.4266803577		2.0502991184		3.8738956358

				212642_s_at		HIVEP2		2.3453046329		1.1248914165		0.479635524		2.1631533353		3.8738956358

				222191_s_at		B4GALT7		2.345270473		1.2480168729		0.5321419799		2.4146785281		3.8738956358

				221820_s_at		MYST1		2.3435459181		1.1611997587		0.495488375		2.2636254741		3.8738956358

				213299_at		FBI1		2.3419419714		1.9356050255		0.8264957241		4.4061780507		3.8738956358

				216218_s_at		PLCL2		2.3409392138		1.6089569214		0.687312559		2.2030712812		4.3498073304

				202799_at		CLPP		2.339459167		1.7039834795		0.728366412		2.6778944434		4.3498073304

				204335_at		FLJ10374		2.3390379875		2.2829900196		0.9760380258		4.6895848777		4.3498073304

				210940_s_at		GRM1		2.3366634567		1.8890259542		0.8084287657		5.4002242152		4.3498073304

				217021_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.3346502063		1.5677118129		0.6714975154		3.5580745342		4.3498073304

				221009_s_at		ANGPTL4		2.3345837572		1.4325113727		0.6136046172		2.3801751592		4.3498073304

				209163_at		CYB561		2.3320260526		1.3192145572		0.5656946052		2.2662318735		4.3498073304

				216107_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.3311593673		1.1356898437		0.4871781224		2.1802597403		4.3498073304

				209524_at		HDGFRP3		2.3309537826		0.8779683928		0.3766562852		1.8857868898		4.3498073304

				204136_at		COL7A1		2.330737481		2.0795626138		0.8922337375		2.9209480932		4.3498073304

				200904_at		HLA-E		2.3303113091		1.4742183765		0.6326272248		2.0751253369		4.3498073304

				202463_s_at		MBD3		2.3286139763		1.0970108363		0.4711003401		2.1402712332		4.3498073304

				212288_at		FNBP1		2.3268454773		1.1070256104		0.4757624093		2.1125994297		4.3498073304

				217627_at		FLJ30921		2.3266925739		1.0031550908		0.4311506823		2.0410901272		4.3498073304

				200781_s_at		RPS15A		2.3262718956		0.7474725934		0.3213178111		1.702390235		4.3498073304

				209428_s_at		ZFPL1		2.324381289		1.004725019		0.4322548214		2.1207274054		4.3498073304

				204468_s_at		TIE		2.3236693503		2.2242363299		0.957208619		4.298625		4.3498073304

				202836_s_at		DIM1		2.3198905575		0.868819018		0.3745086229		1.8643718102		4.3498073304

				204538_x_at		NPIP		2.3197960707		1.311846931		0.5655009712		2.8187625183		4.3498073304

				203865_s_at		ADARB1		2.3193756769		1.1798670651		0.5087002838		2.1379624439		4.3498073304

				201902_s_at		YY1		2.3188451672		1.5531201188		0.6697817262		3.6540381125		4.3498073304

				215244_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.3182047723		1.4354269959		0.619197671		2.120347941		4.3498073304

				214864_s_at		GRHPR		2.3167321276		0.9477420267		0.4090857184		1.9649861644		4.3498073304

				201102_s_at		PFKL		2.3159078472		0.930656005		0.4018536429		1.9059423575		4.3498073304

				200819_s_at		RPS15		2.315840786		0.8278075392		0.3574544262		1.8071492277		4.3498073304

				202180_s_at		MVP		2.3152171778		2.2393169498		0.9672167999		2.4800531915		4.3498073304

				217378_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.3148881974		3.7936063854		1.6387860069		47.0083454282		4.3498073304

				201644_at		TSTA3		2.3139301715		1.8869457572		0.8154722128		2.7247972001		4.3498073304

				221972_s_at		Cab45		2.3122831074		1.6762574986		0.7249361003		4.44125		4.3498073304

				206516_at		AMH		2.3109526759		1.4371103396		0.6218692207		3.0445425361		4.3498073304

				204292_x_at		STK11		2.3102129915		1.4487525899		0.6271078014		3.2225085911		4.3498073304

				202328_s_at		PKD1		2.3060164982		1.5130522605		0.6561324525		2.6570998872		4.3498073304

				209539_at		ARHGEF6		2.3040930922		0.9910949064		0.43014534		1.91029475		4.3498073304

				214347_s_at		DDC		2.3040328961		1.8491441907		0.8025684849		5.6322815534		4.3498073304

				212891_s_at		PLINP-1		2.3036297148		2.6450993394		1.1482311252		3.2803785702		4.3498073304

				219766_at		MGC4093		2.2996722667		1.631149588		0.7092965427		3.1729714912		4.3498073304

				204789_at		FMNL		2.2983788758		2.0920475379		0.9102274477		1.9164163922		4.3498073304

				213788_s_at		na		2.2982916567		1.6377651028		0.7126010739		2.963607975		4.3498073304

				211003_x_at		TGM2		2.2975468286		1.8837073274		0.8198776643		5.433299389		4.3498073304

				221663_x_at		HRH3		2.2968268191		1.4707151259		0.6403247792		2.4072052402		4.3498073304

				212267_at		FOE		2.2955284734		1.1418128257		0.4974073896		1.8978680155		4.3498073304

				201429_s_at		RPL37A		2.2951912548		0.7251132864		0.3159271738		1.6684630621		4.3498073304

				204238_s_at		RCL		2.2948872273		1.5619287409		0.6806124163		3.0337267841		4.3498073304

				200736_s_at		GPX1		2.2933382455		0.9492669344		0.4139236487		1.8711677645		4.3498073304

				211908_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.2923040317		2.832699775		1.235743486		16.5429906542		4.3498073304

				203698_s_at		FRZB		2.2913560847		1.7892500507		0.7808694871		5.3274647887		4.3498073304

				217058_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.2894553499		1.5031507921		0.6565538796		3.2660443407		4.3498073304

				200926_at		RPS23		2.2862138948		0.7256239528		0.3173911043		1.6540086881		4.3498073304

				211643_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.2861114333		2.5232713066		1.1037394196		12.126364608		4.3498073304

				219202_at		FLJ22341		2.2860525057		1.7757235387		0.7767641095		2.3058445532		4.3498073304

				216517_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.2858669546		2.1720604108		0.9502129625		5.3058729433		4.3498073304

				201094_at		RPS29		2.285385016		0.7127333717		0.3118657761		1.669087755		4.3498073304

				221847_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.2849387938		0.9081529722		0.3974517719		1.8356224984		4.3498073304

				202406_s_at		TIAL1		2.2834657223		0.8985208432		0.3934899633		1.9035962471		4.3498073304

				214677_x_at		IGLJ3		2.2819210027		3.1574150146		1.3836653463		17.3594940698		4.3498073304

				202574_s_at		CSNK1G2		2.2782247084		1.8384494572		0.8069658144		2.2242106908		4.3498073304

				221713_s_at		FLJ12748		2.2781460745		1.4880676498		0.6531923771		2.5539875287		4.3498073304

				208880_s_at		C20orf14		2.2774942554		0.8887048984		0.3902116971		1.9297114518		4.3498073304

				211797_s_at		NFYC		2.2773671985		0.7952630477		0.3492028199		1.7464129954		4.3498073304

				217650_x_at		SIAT4B		2.2766102663		1.9467386113		0.855104029		3.1560352234		4.3498073304

				202087_s_at		CTSL		2.2761549301		1.862855832		0.8184222468		6.459557082		4.3498073304

				201106_at		GPX4		2.2752704212		1.138773852		0.5005004422		2.3505233577		4.3498073304

				41577_at		PPP1R16B		2.2738630643		2.1768932454		0.9573545917		6.7645228216		4.3498073304

				220337_at		NGB		2.27312211		2.2034926007		0.9693683375		4.4073359073		4.3498073304

				204139_x_at		ZNF42		2.2730396177		1.3996351165		0.615754827		3.0902538726		4.3498073304

				202649_x_at		RPS19		2.2719024617		0.7435934253		0.3272998898		1.6498437314		4.3498073304

				202791_s_at		KIAA0685		2.2711238699		1.4069709672		0.6195042841		2.3039702233		4.3498073304

				209372_x_at		TUBB		2.2704114271		1.3998218398		0.6165498566		2.364064835		4.3498073304

				207556_s_at		DGKZ		2.2688404285		3.1779824613		1.4007077895		6.4114649682		4.3498073304

				222138_s_at		WDR13		2.2676428284		1.7605900172		0.7763965273		3.424994163		4.3498073304

				210130_s_at		TM7SF2		2.2660161244		1.5370532879		0.6783064213		2.9384277492		4.3498073304

				205723_at		CNTFR		2.2638252632		1.1603189616		0.512547934		2.0886218551		4.3498073304

				200651_at		GNB2L1		2.2587421895		0.9149582319		0.4050742206		1.8350486644		4.3498073304

				213377_x_at		RPS12		2.2576354679		0.8357050767		0.3701682971		1.7449314374		4.3498073304

				50374_at		LOC339229		2.253923951		1.3238528416		0.5873547069		2.7059273841		4.7635523918

				211990_at		HLA-DPA1		2.2526184705		1.2586272769		0.5587396593		2.4337541346		4.7635523918

				218705_s_at		SNX24		2.2525887601		1.4200373432		0.6304023923		2.4926294821		4.7635523918

				212938_at		COL6A1		2.2516673425		1.3546904548		0.6016388075		2.2093187661		4.7635523918

				213414_s_at		RPS19		2.251461393		0.7373330977		0.327490891		1.6536340694		4.7635523918

				208535_x_at		COL13A1		2.2502385631		1.1305067671		0.5023941842		2.4613587347		4.7635523918

				209636_at		NFKB2		2.2501200889		1.3700441353		0.6088760071		3.0241935484		4.7635523918

				203685_at		BCL2		2.2489012901		1.0453869711		0.4648434218		2.1206938976		4.7635523918

				210427_x_at		ANXA2		2.2480218759		1.256970428		0.5591451051		2.6372536416		4.7635523918

				201960_s_at		PAM		2.2477941427		0.8965558175		0.3988602873		1.7876044568		4.7635523918

				211637_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.2476044312		3.1323305811		1.3936307197		18.4604895105		4.7635523918

				210094_s_at		PARD3		2.2448382879		1.5022111126		0.6691845559		2.8659295551		4.7635523918

				213271_s_at		KIAA1117		2.2445715158		0.9294762753		0.4140996483		1.903974479		4.7635523918

				202773_s_at		SFRS8		2.2438580614		1.6313021657		0.7270077345		4.1233183857		4.7635523918

				209619_at		CD74		2.2414036094		1.4209742919		0.6339662727		2.9545780856		4.7635523918

				202072_at		HNRPL		2.2397924262		1.2945077473		0.577958802		2.3037202114		4.7635523918

				206746_at		BFSP1		2.2392815136		1.5252346374		0.6811267937		3.1770601336		4.7635523918

				209501_at		CDR2		2.2389935572		1.3391988277		0.5981253601		2.050796384		4.7635523918

				203139_at		DAPK1		2.2389129885		0.9005031962		0.4022055349		1.9603948456		4.7635523918

				40612_at		KIAA1117		2.2388478539		2.014496328		0.8997915265		4.849877451		4.7635523918

				201907_x_at		DVL3		2.2383583746		1.6197762658		0.7236447408		4.1087962963		4.7635523918

				209858_x_at		MPPE1		2.2364017911		0.8596748023		0.3844008736		1.7862876297		4.7635523918

				203230_at		DVL1		2.2363907245		1.0277562792		0.4595602494		1.9736590038		4.7635523918

				202411_at		IFI27		2.2340170019		2.104755726		0.942139529		10.9668215516		4.7635523918

				216984_x_at		IGLJ3		2.232689974		3.6764423855		1.6466425829		52.7825956938		4.7635523918

				203737_s_at		PRC		2.2320489224		0.9482139246		0.4248177157		1.8631759093		4.7635523918

				219041_s_at		REPIN1		2.2301186758		1.2231204754		0.5484553305		2.5410126994		4.7635523918

				215720_s_at		NFYA		2.2295807402		1.5736701913		0.7058143995		2.8940385941		4.7635523918

				217571_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.2290953914		1.2775501824		0.5731249489		2.6497933884		4.7635523918

				210022_at		NSPC1		2.2288308749		1.3554075579		0.6081249022		2.5255700732		4.7635523918

				214209_s_at		CAMKK2		2.2286988643		1.3498835058		0.6056823232		3.0459297984		4.7635523918

				202415_s_at		HSPBP1		2.2284342129		1.3185619707		0.5916988543		2.6956227758		4.7635523918

				211198_s_at		B7H2		2.2280250669		1.4402478708		0.6464235489		3.1561085973		4.7635523918

				215963_x_at		na		2.2264174315		0.8424480631		0.3783872921		1.78724853		4.7635523918

				205940_at		MYH3		2.2263909118		1.330080917		0.5974157144		3.0914634146		4.7635523918

				210613_s_at		SYNGR1		2.2260442233		0.9388364918		0.4217510515		2.0104875881		4.7635523918

				219209_at		MDA5		2.2255753582		1.6460573359		0.7396097957		3.2087110394		4.7635523918

				212565_at		STK38L		2.2254887148		1.7263314348		0.7757089143		2.5547486945		4.7635523918

				201592_at		EIF3S3		2.2254077342		0.9499838173		0.4268807926		1.9377511032		4.7635523918

				210336_x_at		ZNF42		2.2242245701		2.0320822975		0.9136138161		4.1086264403		4.7635523918

				215140_at		KIAA1199		2.2238683787		1.6642553839		0.7483605594		4.4160714286		4.7635523918

				221833_at		SIAH1		2.2227765773		1.6463644076		0.7406792138		3.4223553182		4.7635523918

				220532_s_at		LR8		2.2225640121		2.1864520583		0.9837521198		6.8441955193		4.7635523918

				218169_at		FLJ10305		2.2220316426		1.8238497268		0.8208027698		4.0311258278		4.7635523918

				217046_s_at		AGER		2.2219752377		1.0011961078		0.4505883283		2.0933147632		4.7635523918

				221777_at		FLJ14827		2.2208840132		1.9018229076		0.8563359889		5.0220619888		4.7635523918

				221604_s_at		PEX16		2.2198126858		1.5151558172		0.6825602119		2.9485844642		4.7635523918

				221889_at		PDIP1		2.2197792801		1.3962119561		0.6289868406		2.9344073648		4.7635523918

				219247_s_at		ZDHHC14		2.2194192112		1.3052927289		0.5881235606		2.7929447853		4.7635523918

				220772_at		BPESC1		2.2193486887		1.4856345165		0.6694011284		3.67125		4.7635523918

				209547_s_at		SF4		2.2193321263		1.6649213997		0.7501902847		3.6229686427		4.7635523918

				218110_at		XAB2		2.2173435482		1.799897889		0.8117361383		2.8501457254		4.7635523918

				219944_at		FLJ21069		2.2165716029		1.3819374478		0.6234571651		2.8250283126		4.7635523918

				216734_s_at		BLR1		2.2153854233		1.2773309883		0.5765728053		2.2853084416		4.7635523918

				201390_s_at		CSNK2B		2.2150450126		0.7203638518		0.3252140917		1.6258696117		4.7635523918

				215021_s_at		NRXN3		2.214523758		1.8680882536		0.8435620737		3.5720338983		4.7635523918

				211315_s_at		CACNA1G		2.2129188493		1.9190302371		0.8671941304		3.8665720369		4.7635523918

				208071_s_at		LAIR1		2.2120285764		0.8572091803		0.3875217479		1.8413350978		4.7635523918

				201093_x_at		SDHA		2.2107032148		0.7469800651		0.3378925132		1.7035082692		4.7635523918

				201485_s_at		RCN2		2.210440778		1.2936431643		0.585242173		2.2205958016		4.7635523918

				215051_x_at		AIF1		2.209899806		0.8598113297		0.3890725396		1.8183263531		4.7635523918

				210771_at		PPARA		2.2092849492		0.9517592329		0.4307996727		1.8880994671		4.7635523918

				216746_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.2085806028		0.9749114313		0.4414199011		1.8769674711		4.7635523918

				212803_at		STAT6		2.2084798803		1.2789696062		0.5791176173		2.7706146927		4.7635523918

				214031_s_at		KRT7		2.2073810842		1.547195857		0.7009192332		3.9775		4.7635523918

				218775_s_at		BOMB		2.2060590091		1.4163865357		0.642043812		2.9492671928		4.7635523918

				222135_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.2050552387		1.1811055907		0.5356353755		2.6058139535		4.7635523918

				209663_s_at		ITGA7		2.2042052935		1.3612641568		0.6175759403		2.9944148936		4.7635523918

				200823_x_at		RPL29		2.2040435238		0.9883376598		0.44842021		1.8475127299		4.7635523918

				205280_at		GLRB		2.2032315733		1.7409392975		0.7901753582		2.4632495164		4.7635523918

				218771_at		PANK4		2.2021704387		0.8828429327		0.4008967322		1.8895086637		4.7635523918

				218885_s_at		GALNT12		2.200762331		1.6400441022		0.745216364		2.3405295802		4.7635523918

				210017_at		MALT1		2.2003237657		1.9740024917		0.8971418309		3.1720588235		4.7635523918

				211225_at		FUT5		2.1991487735		1.7000751307		0.7730605365		4.279338843		4.7635523918

				218279_s_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		2.1991389965		1.1407982818		0.5187476933		2.0434604905		4.7635523918

				213616_at		DKFZP586M1523		2.1989634649		0.8510533857		0.3870247957		1.8226240423		4.7635523918

				212900_at		SEC24A		2.1975499928		0.8440638978		0.3840931494		1.7784266197		4.7635523918

				206824_at		CES1		2.1973776813		1.91180001		0.8700370566		6.0398044693		4.7635523918

				213082_s_at		SLC35D2		2.1967817898		2.0759552373		0.9449983821		3.3165983607		4.7635523918

				203235_at		THOP1		2.1953300639		1.3625412624		0.6206543994		2.9131726362		4.7635523918

				209237_s_at		SLC23A2		2.1933799935		1.4838969415		0.6765343652		2.3746384433		4.7635523918

				209983_s_at		NRXN2		2.193056757		1.3043660878		0.5947707845		2.9070605187		4.7635523918

				213084_x_at		RPL23A		2.1926633216		0.7242161364		0.3302906239		1.6622075914		4.7635523918

				217647_at		DHODH		2.1907716617		1.4821704139		0.6765517556		2.5126648161		4.7635523918

				222084_s_at		SBF1		2.1906618768		1.5155338009		0.6918154814		3.8157692308		4.7635523918

				218798_at		FLJ12949		2.1888694844		2.0851519613		0.9526159399		6.0094237435		4.7635523918

				214216_s_at		KIAA0217		2.188302198		1.516967415		0.6932166025		3.8519202363		4.7635523918

				204689_at		HHEX		2.1871521237		0.9021531763		0.4124784767		1.8511909111		4.7635523918

				201601_x_at		IFITM1		2.1863102419		1.431133404		0.654588437		2.7596836613		4.7635523918

				201638_s_at		CPSF1		2.1860678844		1.4913305142		0.6821977144		1.9269446755		4.7635523918

				216944_s_at		ITPR1		2.1860233859		1.5517703203		0.70985989		2.3976621283		4.7635523918

				200038_s_at		RPL17		2.1857489264		0.718336476		0.3286454667		1.6245969509		4.7635523918

				204247_s_at		CDK5		2.1844521602		1.4867477218		0.6806043863		2.3391576377		4.7635523918

				218608_at		HSA9947		2.1843172616		1.7950235134		0.8217778364		4.3182897862		4.7635523918

				214703_s_at		KIAA0935		2.1841726386		1.267696192		0.5804010954		2.7161279396		4.7635523918

				209330_s_at		HNRPD		2.1841531721		0.6825282666		0.3124910264		1.5894352371		4.7635523918

				209784_s_at		JAG2		2.1820351105		1.6153425967		0.7402917528		3.1773858921		4.7635523918

				200074_s_at		RPL14		2.1815362839		0.9850681006		0.4515478876		1.8260275866		4.7635523918

				212888_at		DICER1		2.1796482662		1.2504951813		0.5737142092		1.9476024446		4.7635523918

				208063_s_at		CAPN9		2.176647114		1.2743966842		0.5854861249		2.5025627883		4.7635523918

				206015_s_at		KIAA1041		2.1764814519		0.9542206618		0.4384235211		1.9421489498		4.7635523918

				203027_s_at		MVD		2.1745788951		1.7737524669		0.8156762999		4.5066740823		4.7635523918

				204559_s_at		LSM7		2.1731978687		1.1391761503		0.5241934785		2.1827979986		4.7635523918

				203839_s_at		ACK1		2.172488767		1.9483389318		0.896823478		2.0350367901		4.7635523918

				206082_at		HCP5		2.1715188001		2.0908369843		0.9628454445		3.3453918723		4.7635523918

				203774_at		MTR		2.1713352956		0.7916609581		0.364596366		1.6933648035		4.7635523918

				201590_x_at		ANXA2		2.1706697873		1.200510151		0.5530597782		2.5145007517		4.7635523918

				217767_at		C3		2.166900871		2.4121015638		1.1131573188		10.8362068966		5.4410220546

		DOWN REGULATED GENES:

				Gene ID		Gene Name		Score(d)		Numerator(r)		Denominator(s+s0)		Fold Change		q-value(%)

				206105_at		FMR2		-5.4725614219		-2.8646838374		0.5234630763		0.1458716299		0

				205019_s_at		VIPR1		-4.9658638644		-2.603251374		0.5242293074		0.1785234577		0

				71933_at		WNT6		-4.8857656621		-1.3076205617		0.267638821		0.406971719		0

				210914_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-4.6826348591		-2.3606540066		0.5041294224		0.1948352284		0

				222167_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-4.6085905803		-2.5404151117		0.5512347143		0.200736377		0

				206227_at		CILP		-4.5995233836		-1.348726157		0.2932317209		0.3937869651		0

				217358_at		KIAA0962		-4.593892229		-2.2919153481		0.4989049011		0.1883384677		0

				221302_at		KLF15		-4.591702752		-2.6676723489		0.580976708		0.1524161518		0

				207193_at		AGRP		-4.5585706871		-2.3463553049		0.5147129366		0.2197229141		0

				209988_s_at		ASCL1		-4.2946819687		-2.2193179358		0.5167595533		0.2426692107		0

				215458_s_at		SMURF1		-4.2825990594		-1.8525735415		0.4325815972		0.266160563		0

				206877_at		MAD		-4.2806052039		-1.7472590364		0.4081803748		0.3144549316		0

				218690_at		RIL		-4.2789358192		-2.1770403611		0.5087807934		0.2272956378		0

				214969_at		MAP3K9		-4.2332215777		-2.21792135		0.5239322604		0.244002573		0

				215789_s_at		SHREW1		-4.191742188		-2.517872501		0.6006744661		0.1846556585		0

				208384_s_at		MID2		-4.1785474817		-1.2713636363		0.3042597079		0.4114542829		0

				206932_at		CH25H		-4.1432490696		-2.6697077262		0.6443512522		0.1896641274		0

				216236_s_at		SLC2A14		-4.1238348211		-1.9750594202		0.478937568		0.272046589		0

				117_at		HSPA6		-4.1219686498		-3.8077473598		0.9237691218		0.0448969164		0

				221297_at		GPRC5D		-4.0650707617		-2.3427498097		0.5763121842		0.2311343559		0

				205249_at		EGR2		-4.0598200726		-2.5688441754		0.6327482818		0.1437671501		0

				200798_x_at		MCL1		-4.025450287		-2.4098992524		0.5986657592		0.2112199753		0

				221477_s_at		SOD2		-4.0142887524		-2.21575317		0.5519665641		0.2305864573		0

				210444_at		NPY6R		-3.9923577365		-2.459911162		0.6161549952		0.2226667208		0

				221716_s_at		BGR		-3.9508958247		-2.323934915		0.5882045536		0.2267655367		1.3097456673

				202497_x_at		SLC2A3		-3.9072585634		-2.9621733024		0.7581206245		0.1684075565		1.3097456673

				213716_s_at		SECTM1		-3.9064879912		-2.5941974624		0.6640740912		0.2032145782		1.3097456673

				218960_at		TMPRSS4		-3.9058877343		-1.3826060391		0.3539799741		0.3737955032		1.3097456673

				210032_s_at		SPAG6		-3.8788745613		-2.2698613048		0.58518554		0.2428416654		1.3097456673

				208034_s_at		PROZ		-3.872134234		-2.0382620288		0.526392399		0.2643203883		1.3097456673

				206323_x_at		OPHN1		-3.8015800629		-1.6661891237		0.438288579		0.3090419998		1.3097456673

				208035_at		GRM6		-3.7839523478		-1.4215943152		0.3756903324		0.3838832168		1.3097456673

				202643_s_at		TNFAIP3		-3.7799265077		-2.3861151929		0.6312596787		0.1776309533		1.3097456673

				208430_s_at		DTNA		-3.7729007013		-2.2818685038		0.6048048132		0.2392803598		1.3097456673

				207050_at		CACNA2D1		-3.7545864434		-2.0575614937		0.548012817		0.2571428571		1.3097456673

				202498_s_at		SLC2A3		-3.7517028536		-2.0602881231		0.5491607954		0.2613040467		1.3097456673

				221444_at		TAS2R16		-3.7480958738		-1.479788348		0.394810698		0.3617737701		1.3097456673

				216450_x_at		TRA1		-3.7423095934		-2.7864481761		0.7445798127		0.1582821257		1.3097456673

				216492_at		FLJ00060		-3.7355308743		-1.7078975597		0.4572034383		0.3096311191		1.3097456673

				35147_at		MCF2L		-3.7329836571		-1.416457221		0.3794437241		0.3811916529		1.3097456673

				203413_at		NELL2		-3.7201695366		-1.6019613932		0.4306151581		0.332385159		1.3097456673

				396_f_at		EPOR		-3.7136251092		-1.5751486166		0.4241539117		0.3546909959		1.3097456673

				207729_at		CDH9		-3.7003883748		-2.1598917866		0.5836932689		0.2460180801		1.3097456673

				51774_s_at		LOC51619		-3.6999205796		-1.0844296474		0.2930953852		0.474550088		1.3097456673

				222088_s_at		SLC2A14		-3.6948346274		-1.7860806839		0.4833993572		0.2995200642		1.3097456673

				33768_at		DMWD		-3.6897981891		-1.9455710047		0.5272838527		0.2829603241		1.3097456673

				216375_s_at		ETV5		-3.686332341		-2.2433073435		0.6085472323		0.2185088448		1.3097456673

				214275_at		TNRC11		-3.6672117914		-2.6440383228		0.7209941703		0.1960998906		1.3097456673

				208210_at		MAS1		-3.6607051686		-2.3310061545		0.6367642427		0.2325662483		1.3097456673

				215391_at		MAP1A		-3.6601528031		-1.875275938		0.5123490845		0.273385191		1.3097456673

				215189_at		KRTHB6		-3.6585112168		-1.4498320225		0.3962901674		0.3748730678		1.3097456673

				220163_s_at		HR		-3.6523339271		-1.9835442309		0.5430895067		0.2792009651		1.3097456673

				220496_at		CLEC2		-3.6430649539		-2.6134065312		0.7173647915		0.1958968537		1.3097456673

				33322_i_at		SFN		-3.6239080711		-1.2022790343		0.3317631161		0.432386464		1.3097456673

				209201_x_at		CXCR4		-3.6112269348		-1.7829609674		0.4937272012		0.3134221293		1.3097456673

				204626_s_at		ITGB3		-3.6064456427		-2.2774063562		0.6314822354		0.247176667		1.3097456673

				216153_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.6056952177		-1.2522206282		0.3472896495		0.4216003888		1.3097456673

				206154_at		RLBP1		-3.5966914784		-2.0300976552		0.56443475		0.251325128		1.3097456673

				210098_s_at		RARG-1		-3.5721898259		-2.2081129515		0.6181398691		0.2419917864		1.3097456673

				205758_at		CD8A		-3.565219407		-2.2825249246		0.6402200437		0.2324786048		1.3097456673

				204181_s_at		ZNF297B		-3.5624673279		-1.8202183908		0.5109431816		0.307778874		1.3097456673

				201026_at		IF2		-3.5289757387		-2.0471662562		0.5801021055		0.2749981938		1.3097456673

				38707_r_at		E2F4		-3.5225029155		-1.1377453037		0.3229934314		0.4590202908		1.3097456673

				221486_at		ENSA		-3.5146539906		-1.5374929994		0.4374521656		0.3596517119		1.3097456673

				220522_at		CRB1		-3.5135709909		-1.8786086679		0.5346721819		0.2909064155		1.3097456673

				221943_x_at		RPL38		-3.5036189435		-1.6796118073		0.4793934028		0.3085449589		1.3097456673

				220819_at		FRMD1		-3.5009944642		-2.229534392		0.6368288824		0.2074273353		1.3097456673

				64942_at		na		-3.5001115325		-1.2810502696		0.3660026996		0.4207776191		1.3097456673

				221220_s_at		FLJ10074		-3.4990648157		-2.5536794071		0.7298176917		0.2329374782		1.3097456673

				179_at		PMS2L5		-3.4938830042		-1.2785901635		0.3659510527		0.412706621		1.3097456673

				204501_at		NOV		-3.4708713881		-2.7717787381		0.7985829575		0.2128572095		1.3097456673

				215999_at		C17orf1A		-3.4562256281		-1.9953721929		0.5773269478		0.2761865794		1.3097456673

				217483_at		FOLH1		-3.4557614592		-1.6546035753		0.4787956561		0.3312891922		1.3097456673

				48030_i_at		C5orf4		-3.4531445702		-1.7663697516		0.5115249929		0.3108676208		1.3097456673

				213550_s_at		NDUFA2		-3.4480455701		-2.3350002493		0.6771952986		0.235016621		1.3097456673

				216291_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.4452662172		-2.1033475515		0.6105036357		0.2695936139		1.3097456673

				220379_at		FSCN3		-3.4319799453		-2.2054300007		0.6426115641		0.240736125		1.3097456673

				219916_s_at		RNF39		-3.4178575858		-1.807890929		0.5289544352		0.3177977528		1.3097456673

				210637_at		TACR1		-3.4160074372		-1.6673907586		0.4881109861		0.2985232068		1.3097456673

				217442_at		NECL1		-3.4051643484		-1.1141289143		0.3271880004		0.4674376141		1.3097456673

				216841_s_at		SOD2		-3.3916905259		-1.621979869		0.4782216587		0.3364027567		1.3097456673

				208892_s_at		DUSP6		-3.3749192654		-1.8769176074		0.5561370391		0.2859938278		1.3097456673

				202037_s_at		SFRP1		-3.3697877765		-1.618650483		0.4803419652		0.3317581564		1.3097456673

				221448_s_at		TEX15		-3.366817541		-1.9280154113		0.572652182		0.3034975555		1.3097456673

				336_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.3648138268		-2.5851358116		0.7682849467		0.2164667824		1.3097456673

				210076_x_at		PAI-RBP1		-3.3563749799		-1.3163255225		0.3921866688		0.3940640708		1.3097456673

				221374_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.3515257491		-2.0614026576		0.6150639475		0.2852467271		1.3097456673

				207554_x_at		TBXA2R		-3.3393937218		-1.5392021479		0.4609226333		0.3589285714		1.5229600783

				221451_s_at		OR2W1		-3.3356595971		-1.7948700708		0.5380855026		0.3090053763		1.5229600783

				31861_at		IGHMBP2		-3.3193211845		-0.9465125219		0.2851524361		0.5221745351		1.5229600783

				220737_at		RPS6KA6		-3.3177300956		-2.0470944241		0.6170165641		0.2954171904		1.5229600783

				216609_at		TXN		-3.309698944		-1.3325681297		0.402625179		0.3815994338		1.5229600783

				204729_s_at		STX1A		-3.2938371691		-1.9121230693		0.5805153598		0.3045874822		1.5229600783

				204365_s_at		FLJ13110		-3.2890315929		-2.3547434078		0.715938215		0.2612086777		1.5229600783

				205949_at		CA1		-3.2875597285		-2.4347231559		0.7405867443		0.2571644387		1.5229600783

				211986_at		MGC5395		-3.2813708036		-1.4601481349		0.4449811443		0.3830776873		1.5229600783

				220357_s_at		SGK2		-3.2811757627		-1.8651078345		0.5684266767		0.321299639		1.5229600783

				219950_s_at		TIAM2		-3.2750237151		-2.1710854751		0.6629220622		0.2722150487		1.5229600783

				202644_s_at		TNFAIP3		-3.2747311982		-2.4987509071		0.7630400042		0.1573512528		1.5229600783

				211262_at		PACE4		-3.2694328617		-1.9690892717		0.6022724292		0.3047471576		1.5229600783

				210763_x_at		NCR3		-3.261373059		-2.1068208712		0.6459919896		0.286683214		1.5229600783

				206731_at		CNK2		-3.2561450028		-1.6945711595		0.5204225113		0.350212766		1.5229600783

				210928_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.2538575689		-1.7355420761		0.5333798543		0.2690711778		1.6270132514

				207915_at		MYCL2		-3.2516692342		-1.7961252681		0.5523702255		0.3115745025		1.6270132514

				34471_at		MYH8		-3.2410718451		-2.2458403589		0.6929313716		0.2797894737		1.6270132514

				208961_s_at		COPEB		-3.232829762		-2.1522880002		0.6657597704		0.2708831373		1.6270132514

				219302_s_at		CNTNAP2		-3.221917336		-1.9586279211		0.6079075646		0.3201814954		1.6270132514

				217214_s_at		SLC6A2		-3.2206991139		-2.0867092466		0.6479056791		0.2246022032		1.6270132514

				200727_s_at		ACTR2		-3.2153084097		-1.5402040762		0.4790221901		0.3603486485		1.6270132514

				205589_at		MYL3		-3.2089756491		-1.639605691		0.5109436376		0.2904772779		1.6270132514

				203808_at		AKT2		-3.2051447253		-2.2249328195		0.6941754617		0.2736671824		1.6270132514

				221615_at		PPIE		-3.1986925391		-2.1401424962		0.6690678989		0.2911888296		1.6270132514

				213988_s_at		SAT		-3.1867726734		-1.4664422581		0.4601653172		0.3854940786		1.6270132514

				210293_s_at		SEC23B		-3.1794057136		-1.4820613733		0.4661441498		0.3802420581		1.6270132514

				219735_s_at		LBP-9		-3.1747001848		-2.2465505419		0.7076417964		0.2421362144		1.6270132514

				205338_s_at		DCT		-3.1702607516		-1.2395304845		0.3909869192		0.4383836761		1.6270132514

				212161_at		AP2A2		-3.1681938002		-1.3431888665		0.4239604492		0.4038837209		1.6270132514

				213441_x_at		PDEF		-3.1658862943		-2.1730155581		0.6863845875		0.2312825778		1.6270132514

				211405_x_at		IFNA17		-3.1646793085		-1.4450561874		0.4566201016		0.3920140083		1.6270132514

				220941_s_at		C21orf91		-3.1634757636		-1.2530409036		0.3960962553		0.4101011507		1.6270132514

				207001_x_at		DSIPI		-3.160582974		-3.212612258		1.0164619263		0.1538476631		1.6270132514

				217144_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-3.1591745379		-1.5797923478		0.5000649153		0.3429176215		1.6270132514

				211587_x_at		CHRNA3		-3.1551897756		-1.9536579858		0.6191887413		0.2620319521		1.6270132514

				220265_at		GPR107		-3.1548853755		-2.1899528013		0.6941465507		0.2785149919		1.6270132514

				207021_at		ZPBP		-3.1419838371		-1.6306352451		0.5189826968		0.3521515613		1.6705939634

				219442_at		MGC3020		-3.1388161096		-1.7595561737		0.5605795664		0.3460517961		1.6705939634

				213232_at		KIAA1467		-3.1340313185		-2.0688264647		0.6601167169		0.2161591356		1.6705939634

				205456_at		CD3E		-3.1329590839		-1.7794585771		0.5679801521		0.3311838752		1.6705939634

				218319_at		PELI1		-3.1248352252		-1.5401929511		0.4928877333		0.3491431414		1.6705939634

				208106_x_at		PSG6		-3.1238476946		-1.3137068599		0.4205412646		0.4166242605		1.6705939634

				38710_at		FLJ20113		-3.1120705101		-0.9767774968		0.3138674055		0.5158241077		1.6705939634

				213169_at		SEMA5A		-3.1070535094		-2.1368179103		0.6877312875		0.2885053111		1.6705939634

				210682_at		LPO		-3.1068815173		-1.7207884766		0.5538635661		0.3096484667		1.6705939634

				206917_at		GNA13		-3.1064964322		-2.2593018548		0.7272829389		0.2749553431		1.6705939634

				215100_at		MGC12335		-3.0948501981		-0.9883020964		0.31933762		0.5082573606		1.6705939634

				212362_at		ATP2A2		-3.0889658732		-1.7796031954		0.5761161724		0.3184931507		1.6705939634

				211919_s_at		CXCR4		-3.0868966524		-1.721622894		0.5577196414		0.3389139965		1.6705939634

				37793_r_at		RAD51L3		-3.0829597366		-1.3197445247		0.4280771199		0.4210737765		1.6705939634

				202028_s_at		RPL38		-3.0769310765		-1.2415847568		0.4035139969		0.4056304884		1.6705939634

				217324_at		EPHB1		-3.0744963163		-2.0801555632		0.6765841781		0.2890487005		1.6705939634

				211439_at		SFRS7		-3.0721607115		-1.8222788742		0.5931587066		0.3127590017		1.7309414106

				205123_s_at		TMEFF1		-3.0713702616		-2.0236961602		0.6588903284		0.2810293174		1.7309414106

				205220_at		HM74		-3.0619969562		-2.4753710368		0.8084172101		0.2331557247		1.7309414106

				204268_at		S100A2		-3.0604445373		-2.1585696491		0.7053124547		0.2738578959		1.7309414106

				204038_s_at		EDG2		-3.059376009		-1.1675529739		0.3816310811		0.450417382		1.7309414106

				206199_at		CEACAM7		-3.0523962412		-2.0003851389		0.6553491031		0.3050330033		1.7309414106

				209114_at		TSPAN-1		-3.0488294741		-1.1879554224		0.389643118		0.4414715719		1.7309414106

				211863_x_at		HFE		-3.0435478314		-1.3485953767		0.4430997807		0.4144933201		1.7309414106

				216096_s_at		NRXN1		-3.0429176554		-1.863972555		0.6125609583		0.3113060862		1.7309414106

				214851_at		HNF4A		-3.0396116829		-1.9898829396		0.6546503788		0.2986725664		1.7309414106

				208497_x_at		NEUROG1		-3.0203242042		-2.0676622139		0.6845828706		0.3181858407		1.7309414106

				207998_s_at		CACNA1D		-3.0129612256		-1.7846988542		0.5923404652		0.303902477		1.7309414106

				202749_at		WRB		-3.005721838		-1.150763857		0.3828577357		0.45840873		1.7309414106

				214054_at		DOK2		-2.9962213484		-2.0103298831		0.6709550628		0.275033906		1.7309414106

				206579_at		ZNF192		-2.9957064879		-2.1212562564		0.7080988291		0.2902653705		1.7309414106

				204967_at		APXL		-2.992671619		-1.4398859248		0.4811372941		0.3868265828		1.9548442796

				220902_at		FLJ12616		-2.9895794071		-1.9466747792		0.6511533946		0.3391148325		1.9548442796

				214056_at		MCL1		-2.9888818048		-2.6709726546		0.8936360917		0.2473876594		1.9548442796

				208013_s_at		ACRV1		-2.987073961		-1.4682267835		0.4915267592		0.3961674651		1.9548442796

				204680_s_at		GFR		-2.9825181277		-1.2688251552		0.4254207689		0.4340590493		1.9548442796

				214759_at		WTAP		-2.9803081324		-1.6197578827		0.543486717		0.3567127345		1.9548442796

				210592_s_at		SAT		-2.9770029291		-1.3920048063		0.4675859713		0.4201676474		1.9548442796

				205983_at		DPEP1		-2.976947724		-1.5998808635		0.5374232307		0.3785554936		1.9548442796

				213561_at		ASF1A		-2.9658716582		-1.9425288804		0.6549605325		0.3186232382		1.9548442796

				221300_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.9651651994		-1.6931228803		0.5710045702		0.3536048245		1.9548442796

				208000_at		GML		-2.9638458846		-1.9074011442		0.6435561154		0.3323186362		1.9548442796

				204437_s_at		FOLR1		-2.9590131717		-2.0865956022		0.7051660405		0.3062912201		1.9548442796

				210197_at		ITPK1		-2.9589311004		-1.6034903649		0.5419154115		0.3592829077		1.9548442796

				207529_at		DEFA5		-2.9511405761		-2.20146974		0.745972509		0.3045026711		1.9548442796

				214569_at		IFNA5		-2.9486102571		-2.0124667226		0.682513641		0.2860290306		1.9548442796

				217395_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.946222447		-2.4264028937		0.823564051		0.293144208		1.9548442796

				221465_at		OR6A1		-2.9450502074		-2.1019974537		0.7137390896		0.2982092409		1.9548442796

				213819_s_at		FLOT1		-2.9428547894		-1.6477725837		0.5599231704		0.3225227712		1.9548442796

				206044_s_at		BRAF		-2.932264806		-1.3066873576		0.4456239269		0.4191797162		1.9548442796

				213418_at		HSPA6		-2.9228454345		-4.5304701991		1.5500204512		0.022698462		1.9548442796

				221173_at		USH1C		-2.922632743		-2.0790460042		0.7113606761		0.2014959901		1.9548442796

				209653_at		KPNA4		-2.9098717313		-1.6244993808		0.5582718177		0.3419436015		1.9548442796

				212283_at		AGRN		-2.9096965322		-2.0488007779		0.7041286798		0.2396644369		1.9548442796

				208180_s_at		HIST1H4H		-2.9076268042		-1.8901644936		0.6500712165		0.2613251482		1.9548442796

				201984_s_at		EGFR		-2.9068277408		-2.5749519374		0.8858288715		0.3037848606		1.9548442796

				215865_at		SYT12		-2.9039975064		-1.5355335875		0.5287654635		0.3339507106		1.9548442796

				211157_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.9009604785		-1.5258089074		0.5259668026		0.3845237004		1.9548442796

				207698_at		C6orf123		-2.8945400929		-1.7760459088		0.6135848362		0.2826303223		2.0525864936

				221032_s_at		TMPRSS5		-2.8937240153		-1.9182562306		0.6629022742		0.314120674		2.0525864936

				220340_at		FLJ13687		-2.8935633851		-1.9622475785		0.6781422479		0.3033919598		2.0525864936

				205143_at		CSPG3		-2.8900626797		-2.1685158302		0.7503352247		0.2848563545		2.0525864936

				219626_at		FLJ12649		-2.8881172037		-1.1727393242		0.4060566942		0.4479318927		2.0525864936

				218665_at		FZD4		-2.8863593927		-1.9055363623		0.6601867969		0.3335042354		2.0525864936

				214509_at		HIST1H3I		-2.8806756405		-1.7647585434		0.6126196641		0.2949318946		2.0525864936

				213055_at		CD47		-2.880378444		-1.7092376552		0.5934073207		0.3571049106		2.0525864936

				221469_at		GPR32		-2.8798742581		-1.4901949545		0.5174513958		0.3657806668		2.0525864936

				215659_at		PRO2521		-2.8782362103		-1.7874406884		0.621019457		0.2481169027		2.0525864936

				214416_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.8768654572		-1.9966691464		0.6940432829		0.3033614378		2.0525864936

				216698_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.8743657462		-1.4964685596		0.5206256586		0.3967739586		2.0525864936

				206191_at		ENTPD3		-2.872226741		-1.8642687836		0.6490674141		0.3285004143		2.0525864936

				219883_at		KCNK4		-2.8708196224		-2.1227286363		0.7394155382		0.3145833333		2.0525864936

				221006_s_at		SNX27		-2.870657022		-1.455942434		0.5071809077		0.3677761942		2.0525864936

				210462_at		BLZF1		-2.8656805892		-2.4221061893		0.8452115		0.2706065319		2.0525864936

				121_at		PAX8		-2.8606868858		-0.9268960156		0.3240116981		0.5393439295		2.0525864936

				210259_s_at		DLX4		-2.8593529105		-2.1518997456		0.7525827741		0.3096735349		2.0525864936

				221910_at		ETV1		-2.8574653076		-1.8740430086		0.6558410363		0.3515354255		2.0525864936

				220852_at		PRO1768		-2.8573090691		-1.6994292764		0.5947656467		0.3687059577		2.0525864936

				202147_s_at		IFRD1		-2.8543559907		-1.5963756362		0.5592769933		0.3477712556		2.0525864936

				201159_s_at		NMT1		-2.8537020518		-1.6345924084		0.5727971521		0.3602262494		2.0525864936

				215959_at		PPFIBP2		-2.8529684218		-0.9765231481		0.3422831955		0.5182923		2.0525864936

				203945_at		ARG2		-2.8518995159		-1.5799429437		0.5539967081		0.3106275576		2.0525864936

				216146_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.8507572611		-1.8424019729		0.646285111		0.3397116219		2.0525864936

				207908_at		KRT2A		-2.8475045455		-1.1952615562		0.4197575586		0.4554015759		2.0525864936

				215466_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.8462385602		-2.2762139674		0.79972705		0.2861292665		2.0525864936

				206625_at		RDS		-2.8445644587		-1.9297421116		0.6783963379		0.3047637113		2.0525864936

				214321_at		NOV		-2.8394128744		-2.0782081349		0.7319147397		0.282531153		2.0525864936

				208893_s_at		DUSP6		-2.8364791542		-1.5909752693		0.5608979241		0.3372892739		2.0525864936

				220571_at		PRDM11		-2.8342469782		-1.1600146935		0.4092849714		0.4708526226		2.0525864936

				216914_at		CDC25C		-2.8317081478		-1.5062037542		0.5319064238		0.3327294686		2.0525864936

				216431_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.8279169882		-1.5924172956		0.5631060962		0.3704743547		2.0525864936

				205566_at		ABHD2		-2.8225662551		-1.1333861555		0.4015445708		0.4747143025		2.0525864936

				201265_at		FTL		-2.820095004		-2.0081358022		0.7120809048		0.3308221515		2.0525864936

				221546_at		PRPF18		-2.8185779267		-1.7744836647		0.6295670054		0.3334510025		2.0525864936

				217744_s_at		PIGPC1		-2.818338635		-1.9710268059		0.699357693		0.3844758065		2.0525864936

				206936_x_at		NDUFC2		-2.8151732152		-1.1682965774		0.414999891		0.4716042155		2.0525864936

				220536_at		C14orf115		-2.8137854155		-1.5194078499		0.5399871083		0.325228833		2.0525864936

				217120_s_at		CRSP2		-2.8098475876		-1.5327930642		0.5455075467		0.3730272266		2.0525864936

				203455_s_at		SAT		-2.8092956299		-1.0997604112		0.3914719403		0.4750217511		2.0525864936

				220067_at		SPTBN5		-2.8088654322		-2.0195522842		0.7189921814		0.3151139439		2.0525864936

				220309_at		FLJ20619		-2.8041441544		-1.8444616157		0.6577627662		0.2684267436		2.0525864936

				205797_s_at		FLJ11336		-2.8039521085		-1.6533854642		0.5896625192		0.3837746305		2.0525864936

				208241_at		NRG1		-2.8013254635		-1.5967082839		0.56998314		0.382290109		2.2112589189

				204876_at		KIAA0296		-2.7986107462		-1.638645589		0.5855210808		0.3793904959		2.2112589189

				221490_at		UBAP1		-2.7974982204		-1.0820754356		0.3868011167		0.4748853594		2.2112589189

				206463_s_at		DHRS2		-2.7955627204		-1.3608795359		0.4867998582		0.4118242001		2.2112589189

				220781_at		11/30/00		-2.7952511032		-2.0872605331		0.7467166476		0.3388238626		2.2112589189

				206031_s_at		USP5		-2.7872007824		-0.9616878618		0.345037167		0.5161192086		2.2112589189

				205975_s_at		HOXD1		-2.7857614079		-1.1685587474		0.4194755316		0.4528877759		2.2112589189

				200761_s_at		JWA		-2.7826179908		-0.9516706952		0.3420055136		0.520928128		2.2112589189

				215078_at		SOD2		-2.7797344392		-1.5041717304		0.5411206586		0.3582349863		2.2112589189

				212972_x_at		FLJ14001		-2.7770194678		-1.4555716229		0.5241488725		0.3846254174		2.2112589189

				218062_x_at		CDC42EP4		-2.7741282887		-1.1980324325		0.4318590591		0.460441989		2.2112589189

				202981_x_at		SIAH1		-2.7729195504		-1.0940321723		0.3945416203		0.4724445425		2.2112589189

				220881_at		PRO1787		-2.7695114626		-1.9998279787		0.7220869116		0.3570770244		2.2112589189

				208156_x_at		EPPK1		-2.7686388894		-1.9170745183		0.6924249044		0.3586165049		2.2112589189

				208205_at		PCDHA3		-2.7671807904		-2.1260555086		0.7683110247		0.3084277003		2.2112589189

				205716_at		MCFP		-2.7663009255		-1.0198579122		0.3686720786		0.4961313101		2.2112589189

				205261_at		PGC		-2.7623865558		-1.7016416002		0.6160041565		0.3785236718		2.2112589189

				211188_at		CD84		-2.7603009478		-1.9159925904		0.6941245272		0.3327904452		2.2112589189

				220048_at		EDAR		-2.7593045996		-1.1790918658		0.4273148626		0.4696240207		2.2112589189

				210345_s_at		DNAH9		-2.7557235925		-1.9050918902		0.6913218348		0.3535607888		2.2112589189

				211402_x_at		NR6A1		-2.7508087926		-1.9887839141		0.7229815171		0.3278882576		2.2112589189

				210753_s_at		EPHB1		-2.7463020207		-1.5215645872		0.5540412437		0.3277896179		2.2112589189

				220869_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.7449815384		-2.0801775962		0.7578111426		0.3250923483		2.2112589189

				218595_s_at		FLJ10359		-2.7429323934		-0.9251975515		0.3373023534		0.5266554749		2.2112589189

				219227_at		FLJ14166		-2.7412786784		-2.0711647208		0.7555469413		0.32859375		2.2112589189

				214922_at		BA526D8.4		-2.7390266352		-1.8898284462		0.6899635155		0.2919208646		2.2112589189

				205654_at		C4BPA		-2.7326346738		-2.0467651277		0.7490079619		0.3364928031		2.2112589189

				207211_at		USP2		-2.7300335304		-1.8163715131		0.6653293789		0.3403919898		2.2112589189

				203961_at		NEBL		-2.7273672258		-1.9218138272		0.7046406545		0.3561405478		2.2112589189

				213875_x_at		C6orf62		-2.7241171952		-1.2336405041		0.452858822		0.4492674986		2.2112589189

				205522_at		HOXD4		-2.7172978006		-1.9403081127		0.7140579558		0.343753195		2.6139882016

				220701_at		C14orf107		-2.7138745906		-1.81416561		0.6684780558		0.2930597015		2.6139882016

				208763_s_at		DSIPI		-2.7128091612		-2.4100331753		0.8883902376		0.2966437469		2.6139882016

				211426_x_at		GNAQ		-2.7083792411		-1.4063816018		0.5192705588		0.4202313331		2.6139882016

				217676_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.7070692973		-2.0062461778		0.7411137128		0.363155304		2.6139882016

				206947_at		B3GALT5		-2.7063031891		-2.0894904188		0.7720829016		0.3379931179		2.6139882016

				208244_at		BMP3		-2.7061933032		-1.7022181034		0.6290083201		0.3337288638		2.6139882016

				214883_at		THRA		-2.7011481854		-1.6527511272		0.6118698471		0.3184739789		2.6139882016

				205942_s_at		SAH		-2.6999658778		-1.4544823597		0.5387039783		0.3258771685		2.6139882016

				215796_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.699889563		-1.8209412099		0.6744502571		0.3117247835		2.6139882016

				221871_s_at		TFG		-2.6989732214		-1.7004345563		0.6300301696		0.3513900245		2.6139882016

				216015_s_at		CIAS1		-2.6972154594		-2.374342623		0.8802940138		0.2174212863		2.6139882016

				215748_at		FLJ33790		-2.6947338832		-2.3378794634		0.8675734098		0.2392769026		2.6139882016

				206861_s_at		CGGBP1		-2.6898939236		-0.9679979965		0.3598647471		0.528024708		2.6139882016

				208570_at		WNT1		-2.6885088599		-1.9697411191		0.7326518981		0.3711244316		2.6139882016

				91920_at		BCAN		-2.682216623		-1.2114092654		0.451644828		0.4474892954		2.6139882016

				201124_at		ITGB5		-2.6820877049		-1.479160469		0.5514959359		0.40518008		2.6139882016

				209728_at		HLA-DRB3		-2.6786316307		-3.7252774079		1.3907389748		0.0208475481		2.6139882016

				212164_at		C1orf37		-2.6783364676		-0.9499637045		0.3546842288		0.5328837468		2.6139882016

				210246_s_at		ABCC8		-2.6779687993		-1.4331112461		0.5351485971		0.3937438746		2.6139882016

				219649_at		ALG6		-2.677632352		-0.7972709292		0.2977522021		0.5764455423		2.6139882016

				216871_at		HIP14		-2.6759358028		-2.0316875981		0.7592437741		0.321290144		2.6139882016

				89977_at		FLJ20581		-2.6740972979		-1.6666277323		0.6232487253		0.379030607		2.6139882016

				216838_at		LOC92249		-2.6737515003		-1.8291446226		0.6841116769		0.3385387926		2.6139882016

				36004_at		IKBKG		-2.6735662345		-0.8427217985		0.3152051322		0.5527052239		2.6139882016

				221489_s_at		SPRY4		-2.6730848067		-1.984491697		0.742397582		0.3384969757		2.6139882016

				203502_at		BPGM		-2.6720548721		-1.007997995		0.3772370117		0.4960729942		2.6139882016

				220446_s_at		CHST4		-2.6693869462		-1.0124537511		0.379283248		0.5133891859		2.6139882016

				220749_at		FLJ13031		-2.6678202401		-1.9237566251		0.7210967951		0.3336291453		2.6139882016

				208844_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.6657888491		-1.6228001487		0.6087504452		0.3734541395		2.6139882016

				210988_s_at		HTCD37		-2.6614720267		-1.0361182973		0.3893027193		0.4994757811		2.6139882016

				207665_at		ADAM21		-2.6599860983		-1.4376618141		0.5404771909		0.4120150141		2.6139882016

				219026_s_at		RASAL2		-2.6594106558		-1.4527434757		0.5462651932		0.3179347826		2.6139882016

				204952_at		C4.4A		-2.6581859867		-1.2971084547		0.4879675317		0.3866721273		2.6139882016

				208382_s_at		DMC1		-2.6564718587		-1.6606970788		0.6251513914		0.3771228017		2.6139882016

				210849_s_at		VPS41		-2.653806228		-0.8420303529		0.3172915731		0.5590676027		2.6139882016

				206225_at		KIAA1084		-2.6526360185		-1.540904648		0.5808956213		0.3739113378		2.6139882016

				209443_at		SERPINA3		-2.6512392372		-1.0749979237		0.4054699812		0.4854716138		2.6139882016

				211372_s_at		IL1R2		-2.6497743985		-2.2780703028		0.8597223613		0.1313861253		2.6139882016

				207009_at		PHOX2B		-2.6437148334		-1.7126780147		0.6478300886		0.3584308912		2.6139882016

				214813_at		ZNF75		-2.6408709816		-2.0298534629		0.768630303		0.3260475944		2.6139882016

				203810_at		DNAJB4		-2.6396679019		-1.2543811641		0.4752041585		0.3868222761		2.6139882016

				221084_at		HTR3B		-2.6395858797		-1.8284985155		0.692721737		0.4109680284		2.6139882016

				215286_s_at		PHTF2		-2.6348181768		-2.1258501497		0.8068299241		0.3354237932		2.6139882016

				207834_at		FBLN1		-2.63250719		-1.9870271791		0.7548040843		0.2787779414		2.8572113162

				207795_s_at		KLRD1		-2.6324837802		-1.9846918325		0.7539236699		0.3107325383		2.8572113162

				205426_s_at		HIP1		-2.6321820081		-1.9709846051		0.7488025521		0.3548016701		2.8572113162

				221482_s_at		ARPP-19		-2.6314196771		-0.8633835173		0.3281055944		0.5543643539		2.8572113162

				210752_s_at		TCFL4		-2.6308657051		-1.4601291364		0.5549994945		0.4115498519		2.8572113162

				219946_x_at		MYH14		-2.6236114916		-1.9695488171		0.750701399		0.3267880364		2.8572113162

				214849_at		C6orf69		-2.6229374155		-0.9472603944		0.361144871		0.5221285171		2.8572113162

				219572_at		CADPS2		-2.6228578013		-1.9024668728		0.7253412182		0.3923924449		2.8572113162

				221382_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.6226045778		-1.8146228802		0.6919163093		0.2874069615		2.8572113162

				220660_at		EST-YD1		-2.6220528629		-1.2768297584		0.4869580536		0.442818649		2.8572113162

				210796_x_at		SIGLEC6		-2.621574504		-0.9338871711		0.3562314059		0.5383770662		2.8572113162

				209992_at		PFKFB2		-2.6167022838		-1.5372414892		0.5874728274		0.3565630568		2.8572113162

				213921_at		SST		-2.6162154988		-2.1654711971		0.827711325		0.3422081094		2.8572113162

				205643_s_at		PPP2R2B		-2.6145855987		-1.2949613446		0.4952835911		0.4396597791		2.8572113162

				33323_r_at		SFN		-2.6141255956		-1.0462978461		0.400247734		0.4509255994		2.8572113162

				209895_at		PTPN11		-2.610291562		-1.2411732362		0.4754921842		0.4507844602		2.8572113162

				215115_x_at		NTRK3		-2.6088608941		-1.3341968731		0.5114097406		0.4283510937		2.8572113162

				221402_at		OR1F1		-2.608841098		-1.1556180141		0.4429622084		0.4811965812		2.8572113162

				209712_at		SLC35D1		-2.6084914964		-0.9847823403		0.3775294424		0.5246852314		2.8572113162

				219588_s_at		FLJ20311		-2.6074343565		-1.2096420631		0.4639204282		0.4339270226		2.8572113162

				215788_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.6072799177		-1.410028173		0.5408042932		0.4073804457		2.8572113162

				206104_at		ISL1		-2.6063497381		-1.828459317		0.7015402769		0.3577154309		2.8572113162

				208314_at		RRH		-2.6053711649		-1.9800905314		0.7600032418		0.3475249066		2.8572113162

				215206_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.6044065825		-2.2523719675		0.8648311606		0.3017778224		2.8572113162

				215518_at		KIAA1006		-2.6017031501		-0.9153767453		0.3518375051		0.5442550852		2.8572113162

				211583_x_at		NCR3		-2.6011740738		-1.5726826304		0.6046049152		0.2915890751		2.8572113162

				216488_s_at		ATP11A		-2.6002910049		-1.9654781628		0.755868539		0.2243799886		2.8572113162

				204259_at		MMP7		-2.6001451795		-3.0592530768		1.1765701011		0.0540891792		2.8572113162

				214838_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.5973449291		-1.1464352282		0.4413873627		0.4838625363		2.8572113162

				215622_x_at		PHF7		-2.5913851717		-1.3477415368		0.5200853781		0.4447705579		2.8572113162

				220544_at		TSKS		-2.5913219036		-1.6616328981		0.6412298278		0.3489562425		2.8572113162

				210399_x_at		FUT6		-2.5894417259		-1.7492312542		0.6755244718		0.3897273195		2.8572113162

				206511_s_at		SIX2		-2.5886611079		-1.103276588		0.4261958372		0.4947106409		2.8572113162

				203903_s_at		HEPH		-2.5878918671		-1.8672659421		0.7215393989		0.3482098664		2.8572113162

				214885_at		MYST1		-2.5864202998		-1.322091578		0.5111665641		0.414455415		2.8572113162

				200979_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.5861982197		-0.8442025887		0.3264260961		0.5635735473		2.8572113162

				208960_s_at		COPEB		-2.5852298848		-1.8055333032		0.6984033852		0.3457184263		2.8572113162

				204309_at		CYP11A1		-2.5841118006		-1.5718269357		0.6082658403		0.352205006		2.8572113162

				211410_x_at		KIR2DL5		-2.5809219237		-1.6461561656		0.6378171112		0.3782934585		2.8572113162

				214230_at		CDC42		-2.5744945148		-2.0535926545		0.7976682967		0.2308968136		2.8572113162

				203312_x_at		ARF6		-2.5735482773		-0.8618879439		0.3349025746		0.542698589		2.8572113162

				212365_at		MYO1B		-2.5735112961		-1.0411702433		0.4045718567		0.4981679671		2.8572113162

				202628_s_at		SERPINE1		-2.5717195106		-3.0724076532		1.1946900276		0.2675276753		2.8572113162

				203007_x_at		LYPLA1		-2.5702923674		-1.074716953		0.4181302355		0.4955372544		2.8572113162

				202213_s_at		CUL4B		-2.5642451401		-0.8345853787		0.3254702001		0.5588211708		2.8572113162

				205831_at		CD2		-2.5622724185		-1.8981449618		0.7408052899		0.3345363482		2.8572113162

				208409_at		SLC14A2		-2.5588355425		-1.7106061878		0.6685096246		0.3188325991		2.8572113162

				221036_s_at		PSFL		-2.5587591342		-0.8531509334		0.3334236982		0.5564792907		2.8572113162

				204311_at		ATP1B2		-2.5559312439		-1.7907797664		0.700636909		0.3647467819		2.8572113162

				204285_s_at		PMAIP1		-2.5548930148		-1.9602738851		0.7672626109		0.2831455871		2.8572113162

				221209_s_at		OTOR		-2.5513230721		-1.7007587745		0.6666183492		0.3667013798		2.8572113162

				204602_at		DKK1		-2.5511641678		-1.6818998513		0.6592675895		0.3462046601		2.8572113162

				215688_at		RASGRF1		-2.5482591217		-1.0014874562		0.3930084848		0.4976359746		2.8572113162

				213960_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.5473166929		-2.037918079		0.8000254089		0.341683158		2.8572113162

				202908_at		WFS1		-2.5471048539		-0.9290159459		0.3647340801		0.5337290404		2.8572113162

				220213_at		C20orf17		-2.5451910681		-1.7590506723		0.6911271591		0.3554720576		2.8572113162

				216363_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.5442972625		-1.7938336265		0.7050408979		0.356332816		2.8572113162

				58900_at		LOC51619		-2.5439728746		-0.9210277082		0.3620430538		0.5399092468		2.8572113162

				218122_s_at		SENP2		-2.5433113252		-0.9174978709		0.3607493357		0.5211879754		2.8572113162

				207216_at		TNFSF8		-2.5432920006		-1.5541616969		0.611082682		0.3826127383		2.8572113162

				210614_at		TTPA		-2.5393896238		-1.9466148111		0.7665679945		0.3709170094		2.8572113162

				208059_at		CCR8		-2.537537687		-1.598156621		0.6298060633		0.4002342419		2.8572113162

				215356_at		FLJ13072		-2.5366083394		-0.9688810927		0.3819592791		0.505003574		2.8572113162

				216293_at		CLTA		-2.5358007568		-1.5804053178		0.623237182		0.3572946816		2.8572113162

				205294_at		BAIAP2		-2.5346569642		-1.134517459		0.4476019734		0.4913004298		2.8572113162

				210775_x_at		CASP9		-2.5311264892		-0.8531589557		0.3370668986		0.5581540047		2.8572113162

				217441_at		USP33		-2.5302316052		-2.0672986713		0.8170393046		0.3697138427		2.8572113162

				221346_at		OR10J1		-2.5261712348		-1.6718052887		0.6617941277		0.3979967873		3.0334708917

				215525_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.524751536		-1.3375019793		0.529755883		0.4346895075		3.0334708917

				211203_s_at		CNTN1		-2.5232876716		-1.6407562383		0.6502454146		0.328697644		3.0334708917

				221817_at		DOLPP1		-2.5198272276		-0.7669147599		0.3043521205		0.5888829928		3.0334708917

				218655_s_at		FLJ20291		-2.519792536		-0.7602195048		0.3016992446		0.5825061305		3.0334708917

				205404_at		HSD11B1		-2.5187806791		-1.8430651793		0.7317291238		0.361497545		3.0334708917

				201559_s_at		CLIC4		-2.5177136371		-1.7459615255		0.6934710523		0.3639526792		3.0334708917

				215452_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.5152393788		-0.9138245201		0.3633151293		0.5445091785		3.0334708917

				206035_at		REL		-2.5141419786		-2.0918987356		0.8320527454		0.2498027769		3.0334708917

				214516_at		HIST1H4B		-2.5130222107		-1.547104733		0.6156351211		0.3187729811		3.0334708917

				218711_s_at		SDPR		-2.5120813216		-1.3991790263		0.5569799888		0.4012612351		3.0334708917

				220686_s_at		PIWIL2		-2.5109558694		-0.9596899138		0.3822010277		0.5273155573		3.0334708917

				207504_at		CA7		-2.5105762479		-1.3146884147		0.5236600226		0.436897053		3.0334708917

				203074_at		ANXA8		-2.5048119248		-1.0293600338		0.4109530235		0.5104154578		3.0334708917

				216750_at		APBB2		-2.5042421989		-1.0974995738		0.4382561616		0.5010178178		3.0334708917

				216692_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.5040411367		-1.8762499013		0.7492887692		0.3542827298		3.0334708917

				217739_s_at		PBEF		-2.503602632		-1.6365707533		0.6536863048		0.2605755194		3.0334708917

				217155_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.5026969643		-1.9168788134		0.7659252561		0.1899650781		3.0334708917

				216402_at		SEC14L4		-2.5026755556		-1.7031354611		0.6805258705		0.4037970192		3.0334708917

				220705_s_at		ADAMTS7		-2.5023794704		-1.7199539456		0.6873273882		0.4057142857		3.0334708917

				216118_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.5017159121		-2.0728257922		0.8285616213		0.3224113331		3.0334708917

				211559_s_at		CCNG2		-2.5015396257		-2.0615938482		0.8241299986		0.3298311203		3.0334708917

				208036_at		OPN1SW		-2.5009160959		-1.5026164488		0.6008264137		0.338422769		3.0334708917

				215125_s_at		UGT1A10		-2.4995314422		-1.5061953528		0.6025910806		0.3883776414		3.0334708917

				221962_s_at		UBE2H		-2.4985816709		-1.6140096865		0.645970354		0.2974941995		3.0334708917

				205575_at		CRF		-2.4985117996		-1.8235207048		0.7298427428		0.2981549582		3.0334708917

				215975_x_at		GK		-2.4976729976		-1.8781202335		0.7519480073		0.3567038844		3.0334708917

				221516_s_at		FLJ20232		-2.4975622828		-1.0489099756		0.4199735009		0.4865240544		3.0334708917

				204154_at		CDO1		-2.4972696589		-1.5767775527		0.6314005967		0.4106152402		3.0334708917

				210199_at		CRYAA		-2.4970832464		-1.6478820893		0.6599227685		0.2745349583		3.0334708917

				209660_at		TTR		-2.4963293601		-1.5849205231		0.6349004056		0.4002552391		3.0334708917

				208203_x_at		KIR2DS3		-2.4960443478		-1.0541267473		0.4223189176		0.4929617117		3.0334708917

				211364_at		MTAP		-2.4954673441		-1.0787780786		0.4322950092		0.4932204597		3.0334708917

				1494_f_at		CYP2A6		-2.4951729067		-1.2935136315		0.518406411		0.4437831028		3.0334708917

				204052_s_at		SFRP4		-2.4950863409		-1.9722606046		0.790457858		0.324382716		3.0334708917

				203130_s_at		KIF5C		-2.4930240205		-2.3256672185		0.9328699601		0.3942185802		3.0334708917

				219584_at		PLA1A		-2.492817081		-1.3088795136		0.525060392		0.3867292225		3.0334708917

				212354_at		SULF1		-2.4916963899		-2.1151006161		0.8488596864		0.1287868063		3.0334708917

				216504_s_at		BIGM103		-2.491292891		-1.0732685978		0.4308078756		0.4836420067		3.0334708917

				221862_at		KIAA1193		-2.4906566391		-1.7211271413		0.6910334866		0.3477783058		3.0334708917

				216663_s_at		ZMYND10		-2.4891174063		-1.6267381583		0.6535401481		0.3535591494		3.0334708917

				217065_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.4890561636		-2.0365028335		0.8181827567		0.3749410841		3.0334708917

				202142_at		COP9		-2.4884752158		-1.1185247804		0.4494819853		0.4468988518		3.0334708917

				202499_s_at		SLC2A3		-2.4883555603		-1.5340021515		0.6164722502		0.3617362273		3.0334708917

				206719_at		SYNGR4		-2.4879746105		-1.9065029126		0.7662871255		0.3816474526		3.0334708917

				201874_at		FLJ21047		-2.4826645061		-0.9352656503		0.3767185006		0.5236109254		3.0334708917

				220441_at		FLJ13236		-2.4817818994		-1.8639713543		0.7510617088		0.3675974964		3.0334708917

				212002_at		DKFZp566C0424		-2.4810627476		-1.0548933875		0.4251780365		0.4970753876		3.0334708917

				217125_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.4809224047		-2.0160391372		0.8126167644		0.3045401875		3.0334708917

				204167_at		BTD		-2.4801440648		-1.8621328554		0.7508164069		0.390736053		3.0334708917

				204637_at		CGA		-2.4789756257		-1.8811631486		0.7588469726		0.3100494861		3.0334708917

				218033_s_at		SNN		-2.4768383937		-1.8305492416		0.7390668871		0.3730784391		3.0334708917

				213823_at		HOXA11		-2.4767106679		-1.2398129189		0.5005885164		0.446961895		3.0334708917

				204392_at		CAMK1		-2.4765613118		-1.6599670049		0.6702709103		0.3201692525		3.0334708917

				209647_s_at		SOCS5		-2.4763373332		-1.0365430978		0.4185791184		0.4792532893		3.0334708917

				204286_s_at		PMAIP1		-2.4722616409		-1.8020657011		0.7289138299		0.2947292429		3.0334708917

				204505_s_at		EPB49		-2.472042322		-0.9499753611		0.3842876607		0.5282493282		3.0334708917

				215226_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.4707836127		-1.8307313575		0.7409517159		0.3964713715		3.0334708917

				217249_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.4694259495		-0.8529793146		0.3454160327		0.5558418878		3.0334708917

				216046_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.4664852288		-1.4412532516		0.58433484		0.4224045186		3.0334708917

				205567_at		CHST1		-2.4655269871		-1.2076230381		0.4898032122		0.4554061262		3.0334708917

				218439_s_at		PTD002		-2.464294265		-1.1167062077		0.4531545699		0.4544215412		3.0334708917

				207400_at		NPY5R		-2.4642660789		-1.8627275229		0.7558954525		0.3480911734		3.0334708917

				36907_at		MVK		-2.4632503809		-1.024884242		0.4160698603		0.4999626047		3.0334708917

				220599_s_at		CARD14		-2.4624796146		-1.5739648488		0.639178834		0.4019575856		3.0334708917

				206281_at		ADCYAP1		-2.4603523057		-1.4025826965		0.5700739253		0.4167577314		3.0334708917

				206165_s_at		CLCA2		-2.4602241405		-1.3820844222		0.5617717506		0.4059365404		3.0334708917

				217052_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.4593698129		-1.3402532223		0.5449579869		0.4110615612		3.0334708917

				206176_at		BMP6		-2.4558404864		-1.999049279		0.8139980142		0.3451259472		3.0334708917

				217173_s_at		LDLR		-2.4548968933		-1.5606143604		0.6357148297		0.3176695966		3.0334708917

				207265_s_at		KDELR3		-2.4540100074		-1.1088780436		0.4518637007		0.4986407767		3.0334708917

				216126_at		MGC39821		-2.4530228908		-1.6373722699		0.667491639		0.4277396714		3.0334708917

				215476_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.4530014183		-0.8632170582		0.3519023886		0.5655629139		3.0334708917

				210608_s_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.4526913441		-1.1621819502		0.4738394633		0.4834845049		3.0334708917

				201116_s_at		CPE		-2.4511202478		-1.1753811065		0.479528129		0.4097134761		3.0334708917

				205209_at		ACVR1B		-2.4494016522		-1.8986217488		0.7751369593		0.2428087986		3.0334708917

				206662_at		GLRX		-2.4489216914		-1.2452792781		0.5085010609		0.4004668379		3.0334708917

				203443_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.4486400615		-1.6076274375		0.6565388939		0.3779301547		3.0334708917

				211260_at		BMP7		-2.4481135987		-0.9696429504		0.3960775966		0.5360396767		3.0334708917

				216090_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.445147025		-1.7521411984		0.716579077		0.3696074965		3.0334708917

				208124_s_at		SEMA4F		-2.4446246054		-1.2364711585		0.5057918323		0.4642189137		3.0334708917

				208182_x_at		IFNA14		-2.443573369		-1.3406873682		0.5486585282		0.4382119972		3.0334708917

				201580_s_at		DJ971N18.2		-2.4430238735		-1.1472276312		0.4695932953		0.4777964703		3.0334708917

				211524_at		NFKB2		-2.4425055736		-1.673431234		0.6851289316		0.3336516425		3.0334708917

				206157_at		PTX3		-2.4424965305		-1.7999517761		0.7369311496		0.2575377308		3.0334708917

				207022_s_at		LDHC		-2.4423679473		-1.4531301113		0.5949677291		0.3920328656		3.0334708917

				220987_s_at		SNARK		-2.4421868005		-1.1803567134		0.483319586		0.4000895125		3.0334708917

				214421_x_at		CYP2C9		-2.4415145128		-1.3427782119		0.5499775671		0.4245867769		3.0334708917

				217741_s_at		ZNF216		-2.4414937067		-1.3934123675		0.5707212612		0.4203795865		3.0334708917

				216832_at		CBFA2T1		-2.4414532105		-1.8268669103		0.7482702935		0.4050355633		3.0334708917

				212949_at		BRRN1		-2.4402525692		-1.7905564254		0.7337586478		0.3674370017		3.0334708917

				210739_x_at		SLC4A4		-2.4396543054		-0.9066817592		0.3716435387		0.5513148114		3.0334708917

				203824_at		TM4SF3		-2.4381519376		-1.8719982187		0.7677939138		0.3765574527		3.0334708917

				207116_s_at		GAPDS		-2.4372146915		-1.5563920931		0.6385945803		0.3984439265		3.0334708917

				220435_at		DKFZp547M236		-2.4368717846		-1.6547973216		0.6790662242		0.3699426837		3.0334708917

				207376_at		VENTX2		-2.436251275		-1.2021159302		0.4934285484		0.4777212362		3.0334708917

				220158_at		PPL13		-2.434246936		-1.1648402041		0.4785217912		0.4850164601		3.0334708917

				208337_s_at		NR5A2		-2.4260283571		-1.8076024342		0.7450871004		0.3873848841		3.3733651007

				212574_x_at		C19orf6		-2.4258272872		-1.3395692861		0.5522113191		0.426701427		3.3733651007

				213966_at		HMG20B		-2.4257337294		-1.9357455892		0.7980041526		0.3874446903		3.3733651007

				218171_at		VPS4B		-2.4256717157		-0.8574396842		0.3534854608		0.5540569392		3.3733651007

				212928_at		TSPYL4		-2.4207446631		-1.2483142043		0.5156736368		0.4217479675		3.3733651007

				201308_s_at		FLJ10849		-2.4199624251		-2.0714098782		0.8559677856		0.3549625029		3.3733651007

				200713_s_at		MAPRE1		-2.4199583647		-1.0254321259		0.4237395737		0.4940195405		3.3733651007

				222106_at		PRND		-2.4107804175		-1.8553526813		0.7696066667		0.4224004139		3.3733651007

				201151_s_at		MBNL1		-2.4103684869		-1.5719068815		0.6521438071		0.4047847426		3.3733651007

				208026_at		HIST1H4F		-2.4090198775		-1.7399524633		0.7222657146		0.3438968139		3.3733651007

				207039_at		CDKN2A		-2.4058735316		-1.6247836524		0.6753404246		0.3485897864		3.3733651007

				209816_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.4053183787		-2.0496992733		0.8521530004		0.3787282117		3.3733651007

				216955_at		TAF1		-2.4052684708		-1.2136140256		0.5045648917		0.4796759522		3.3733651007

				207649_at		KRTHA7		-2.4051731859		-1.7866411895		0.7428326575		0.3793091929		3.3733651007

				213265_at		PGA5		-2.4050398666		-1.5868355786		0.6597959563		0.3972199397		3.3733651007

				204397_at		EML2		-2.4038485552		-1.7517444404		0.7287249592		0.3705889874		3.3733651007

				217305_s_at		SAC		-2.4023008195		-1.5457302533		0.643437425		0.3901802657		3.3733651007

				210702_s_at		PTGIS		-2.4016923379		-1.5542856946		0.6471626986		0.2940386681		3.3733651007

				221991_at		NXPH3		-2.4016155614		-1.106718667		0.4608225749		0.4844633445		3.3733651007

				201772_at		OAZIN		-2.4001880834		-1.3432317869		0.5596360536		0.4196169501		3.3733651007

				218566_s_at		CHORDC1		-2.3942333689		-1.3814243657		0.5769798315		0.3599426179		3.3733651007

				210440_s_at		CDC14A		-2.393599618		-1.4088720622		0.5885997189		0.4222483707		3.3733651007

				209797_at		TMEM4		-2.3935342382		-1.031394694		0.4309086862		0.5185732288		3.3733651007

				220883_at		PRO2012		-2.3933746887		-1.8872167768		0.7885170616		0.3801345609		3.3733651007

				215150_at		DKFZp451J1719		-2.393293293		-1.6811007761		0.7024215465		0.3758573878		3.3733651007

				220224_at		HAO1		-2.393176529		-1.9599095774		0.8189573789		0.4114291713		3.3733651007

				210768_x_at		LOC54499		-2.3929983018		-0.9557850475		0.3994089953		0.5112974125		3.3733651007

				212907_at		SLC30A1		-2.392371919		-2.6055347519		1.0891010429		0.1362772209		3.3733651007

				201187_s_at		ITPR3		-2.39160997		-1.2009134461		0.5021359925		0.4753825271		3.3733651007

				208134_x_at		PSG2		-2.3909964571		-1.3791894811		0.5768262337		0.3886010363		3.3733651007

				201695_s_at		NP		-2.3866106455		-1.0888973859		0.4562526309		0.4701174801		3.3733651007

				208076_at		HIST1H4D		-2.3865468476		-1.1304994506		0.4736967354		0.4938690321		3.3733651007

				207602_at		HAT		-2.3861602626		-2.0296572398		0.8505955244		0.3784430901		3.3733651007

				208191_x_at		PSG4		-2.3839967996		-1.6386876316		0.6873698957		0.3948957965		3.3733651007

				211205_x_at		PIP5K1A		-2.3828987226		-0.9087578253		0.3813665334		0.5294183113		3.3733651007

				203672_x_at		TPMT		-2.3815120485		-1.0439124316		0.4383401849		0.5203531014		3.3733651007

				213519_s_at		LAMA2		-2.3787110485		-1.5420429581		0.648268296		0.2920111868		3.3733651007

				201712_s_at		RANBP2		-2.378566118		-0.8483074829		0.3566465849		0.5662046294		3.3733651007

				217061_s_at		ETV1		-2.3785642973		-1.6628723495		0.6991075883		0.3741098275		3.3733651007

				206319_s_at		SPINLW1		-2.3784720303		-1.8251076732		0.7673446019		0.4091358839		3.3733651007

				207583_at		ABCD2		-2.376902168		-1.9039658171		0.8010282639		0.2719853431		3.3733651007

				208110_x_at		TCBAP0758		-2.3760234632		-0.9848640206		0.4145009659		0.5278187178		3.3733651007

				205698_s_at		MAP2K6		-2.3759745764		-0.9218767989		0.3879994374		0.5053699997		3.3733651007

				202058_s_at		KPNA1		-2.3754039088		-0.9364927364		0.394245683		0.5422350819		3.3733651007

				208126_s_at		CYP2C18		-2.3753516119		-1.5693433691		0.6606783439		0.3944331659		3.3733651007

				216493_s_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.3751041215		-1.605783741		0.6760898297		0.4171893375		3.3733651007

				207725_at		POU4F2		-2.3740420622		-1.3124748081		0.5528439572		0.4492044064		3.3733651007

				208235_x_at		GAGE4		-2.3719262797		-1.347969251		0.5683014951		0.4429515419		3.3733651007

				219205_at		SRR		-2.3706158301		-0.7390589348		0.3117582045		0.604181317		3.3733651007

				220122_at		FLJ22344		-2.3702831543		-1.1312708992		0.4772724715		0.4306360792		3.3733651007

				220469_at		FLJ13241		-2.3700904266		-1.2224272822		0.515772423		0.4158557527		3.3733651007

				213544_at		ING1L		-2.3691332031		-1.9235328878		0.8119141994		0.3988846154		3.3733651007

				206667_s_at		SCAMP1		-2.36832233		-1.5296704728		0.6458877888		0.4154216467		3.3733651007

				214479_at		GFRA3		-2.366799084		-1.3635029719		0.5760957832		0.3891296157		3.3733651007

				213406_at		WSB1		-2.3663110036		-1.5873631256		0.6708176242		0.3888191671		3.3733651007

				214944_at		KIAA0931		-2.3660138171		-1.6824512073		0.7110910322		0.3754229641		3.3733651007

				204093_at		CCNH		-2.3656309438		-0.9742217665		0.4118232259		0.510775711		3.3733651007

				220639_at		FLJ22800		-2.3646386453		-1.7448118235		0.7378767267		0.4029622063		3.3733651007

				209300_s_at		DKFZP566B183		-2.3642900718		-1.125854508		0.4761913614		0.4654221785		3.3733651007

				200921_s_at		BTG1		-2.363623379		-1.2016061309		0.5083746174		0.4194772074		3.3733651007

				209003_at		SLC25A11		-2.3608914292		-0.8996340498		0.3810569341		0.5428032715		3.3733651007

				221804_s_at		HT011		-2.3601733848		-0.9257322907		0.3922306288		0.5440685782		3.3733651007

				205103_at		CROC4		-2.3573834835		-1.3188166575		0.559440866		0.4144214482		3.3733651007

				216213_at		NEK1		-2.3557035619		-1.2906802444		0.5478958666		0.4361028316		3.3733651007

				215745_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.353411604		-1.5311616197		0.6506136101		0.3918668274		3.3733651007

				222005_s_at		GNG3		-2.3486184671		-1.6077350301		0.6845450007		0.4225460615		3.3733651007

				202627_s_at		SERPINE1		-2.3465446503		-2.3951951973		1.0207328452		0.3593855276		3.3733651007

				206309_at		LECT1		-2.345238314		-1.3292847019		0.5668015459		0.4509439616		3.3733651007

				205694_at		TYRP1		-2.344600977		-1.7184384497		0.7329342888		0.4463991527		3.3733651007

				217799_x_at		UBE2H		-2.3442247317		-1.6494857066		0.7036380447		0.2843710771		3.3733651007

				216404_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.3429350643		-1.8495788888		0.7894281481		0.3807336927		3.8738956358

				216137_s_at		MAPK8IP3		-2.3428263349		-1.4508183167		0.6192598636		0.3473360656		3.8738956358

				200729_s_at		ACTR2		-2.3414609244		-0.9317489734		0.3979348806		0.5514492619		3.8738956358

				213570_at		EIF4EL3		-2.3410698739		-1.4979656115		0.6398636915		0.4134631114		3.8738956358

				221367_at		MOS		-2.3402017974		-1.4318703555		0.6118576428		0.4179286244		3.8738956358

				216519_s_at		PROSC		-2.3396234603		-1.8760851171		0.8018748097		0.4148351648		3.8738956358

				200639_s_at		YWHAZ		-2.336128743		-0.9396605079		0.4022297618		0.518932905		3.8738956358

				210708_x_at		CASP10		-2.3343458524		-1.2863314195		0.551045775		0.4644428627		3.8738956358

				210963_s_at		GYG2		-2.3341836714		-0.9749410113		0.4176796467		0.5349464804		3.8738956358

				207064_s_at		AOC2		-2.3326345947		-1.9260915625		0.8257150806		0.3695271039		3.8738956358

				210879_s_at		GAF1		-2.3306984214		-0.8234510783		0.3533065757		0.5743544964		3.8738956358

				201196_s_at		AMD1		-2.3304832854		-1.33094639		0.5711031691		0.3668066947		3.8738956358

				220957_at		CTAGE-2		-2.3300919738		-1.0546999177		0.4526430414		0.5052583448		3.8738956358

				207044_at		THRB		-2.3276154346		-1.1309499228		0.4858834952		0.4829787912		3.8738956358

				211888_x_at		CASP10		-2.3272877197		-1.4653131759		0.6296226992		0.4470938897		3.8738956358

				208514_at		KCNE1		-2.3266171942		-1.6297452428		0.7004784659		0.4089653903		3.8738956358

				219992_at		TAC3		-2.3255592592		-1.5783821772		0.6787107965		0.4336578986		3.8738956358

				208334_at		NDST4		-2.324820383		-1.7901842236		0.7700311975		0.4466341463		3.8738956358

				207082_at		CSF1		-2.3227738816		-1.6633820976		0.7161188227		0.2790523691		3.8738956358

				211371_at		MAP2K5		-2.3227370513		-1.5883366275		0.6838211095		0.3828610919		3.8738956358

				206010_at		HABP2		-2.3226687849		-1.3014246871		0.5603143657		0.4627172381		3.8738956358

				213597_s_at		C3orf8		-2.3212302813		-1.1537309782		0.4970342613		0.3881118881		3.8738956358

				201820_at		KRT5		-2.3209938853		-1.7375557432		0.7486257306		0.3874856487		3.8738956358

				210232_at		CDC42		-2.3179842386		-1.3420640402		0.5789789326		0.4065647326		3.8738956358

				205001_s_at		DDX3Y		-2.317654418		-2.8570770378		1.2327450614		0.3372492303		3.8738956358

				208800_at		SRP72		-2.316676047		-1.363833367		0.5887026668		0.3516182151		3.8738956358

				214556_at		SSTR4		-2.3159006333		-1.800772129		0.7775688228		0.4234098607		3.8738956358

				205325_at		PHYHIP		-2.3150779061		-1.4114482174		0.6096763369		0.4235135135		3.8738956358

				204519_s_at		TM4SF11		-2.3145938641		-1.1165503341		0.4823957893		0.4929033076		3.8738956358

				207477_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.3141812424		-1.0314812113		0.4457218788		0.4755319149		3.8738956358

				206051_at		ELAVL4		-2.3127062352		-1.53617203		0.6642313696		0.4242467801		3.8738956358

				208473_s_at		GP2		-2.3117797385		-1.1299653875		0.4887859205		0.5000225449		3.8738956358

				219882_at		FLJ23033		-2.311711281		-1.6036436865		0.6937041401		0.4343325716		3.8738956358

				205725_at		SCGB1A1		-2.3096121411		-1.6564520412		0.7171992265		0.385655473		3.8738956358

				212449_s_at		LYPLA1		-2.3089366418		-0.8024266869		0.3475308384		0.5877601107		3.8738956358

				208103_s_at		ANP32E		-2.3078746051		-1.3546910525		0.5869864201		0.4324043518		3.8738956358

				210302_s_at		MAB21L2		-2.3070543748		-1.8269340377		0.7918903246		0.4124063464		3.8738956358

				212157_at		SDC2		-2.306163		-1.4383686798		0.6237064248		0.424142539		3.8738956358

				205832_at		CPA4		-2.3057897424		-0.9280391326		0.4024821152		0.5452238417		3.8738956358

				216879_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.3043925188		-1.7768891745		0.7710878941		0.3813941019		3.8738956358

				214052_x_at		XTP2		-2.3026560285		-1.9844329353		0.8618017241		0.2497271735		3.8738956358

				202068_s_at		LDLR		-2.3023805824		-1.6600266769		0.7210044636		0.3087791666		3.8738956358

				220347_at		C17orf31		-2.3023676213		-1.5867946665		0.6892012604		0.4184047674		3.8738956358

				206534_at		GRIN2A		-2.3023635424		-1.511125323		0.6563365408		0.4145913366		3.8738956358

				215498_s_at		MAP2K3		-2.3011429891		-1.6007691504		0.6956408872		0.2208698098		3.8738956358

				217189_s_at		C1orf16		-2.2985580078		-0.9803339242		0.4264995362		0.4846861225		3.8738956358

				220363_s_at		ELMO2		-2.2978963785		-0.8134999252		0.3540194122		0.5735888727		3.8738956358

				202468_s_at		CTNNAL1		-2.2964700242		-1.0899489085		0.4746192622		0.5095990319		3.8738956358

				212418_at		ELF1		-2.2962387553		-1.256709605		0.5472904776		0.4527821085		3.8738956358

				209466_x_at		PTN		-2.2951305544		-1.0447104581		0.4551856347		0.5113068317		3.8738956358

				211866_x_at		HFE		-2.2946808075		-1.2554419406		0.5471096183		0.4511478704		3.8738956358

				200797_s_at		MCL1		-2.2937720757		-1.8532215737		0.8079362346		0.4596179371		3.8738956358

				219475_at		OKL38		-2.2933839272		-1.4897083217		0.6495677867		0.4031636864		3.8738956358

				220997_s_at		DIAPH3		-2.2933775624		-1.2193987841		0.5317043317		0.3577817531		3.8738956358

				215484_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.2925824378		-1.4582058958		0.6360538543		0.3882807469		3.8738956358

				220400_at		COH1		-2.2896452701		-1.631100698		0.7123813978		0.4048660216		3.8738956358

				212272_at		LPIN1		-2.288457144		-1.3140292925		0.5741987766		0.4389377537		3.8738956358

				210545_at		ITSN2		-2.2883116777		-1.0972435461		0.4794991682		0.4961968148		3.8738956358

				205509_at		CPB1		-2.2881436056		-1.3991068713		0.6114593804		0.4415989887		3.8738956358

				207615_s_at		C16orf3		-2.2863450819		-2.049429281		0.896377934		0.4337673196		3.8738956358

				208058_s_at		MGAT3		-2.2857223828		-1.4219104115		0.6220836013		0.3998939555		3.8738956358

				220990_s_at		VMP1		-2.2852370999		-0.9322561003		0.4079472105		0.5355082071		3.8738956358

				200943_at		HMGN1		-2.2852033388		-1.2645734923		0.5533746039		0.4444161974		3.8738956358

				203275_at		IRF2		-2.2849760047		-0.9775877208		0.427832817		0.4955735842		3.8738956358

				212940_at		COL6A1		-2.2848243889		-1.7064358533		0.7468564593		0.3201650943		3.8738956358

				221242_at		FLJ23022		-2.2826356851		-1.4124080212		0.6187619121		0.3187842779		3.8738956358

				205431_s_at		BMP5		-2.2806863034		-1.628590205		0.7140790045		0.4398117014		3.8738956358

				200666_s_at		DNAJB1		-2.2804328672		-2.1223647998		0.93068506		0.1509913682		3.8738956358

				221011_s_at		LBH		-2.2802279785		-0.9600691225		0.4210408484		0.5136050919		3.8738956358

				205030_at		FABP7		-2.2795601604		-1.6111713013		0.7067904279		0.3984590616		3.8738956358

				217826_s_at		UBE2J1		-2.2793108366		-0.8350129932		0.3663445019		0.5625672358		3.8738956358

				208852_s_at		CANX		-2.2792865176		-1.1619251997		0.5097758403		0.4386687311		3.8738956358

				210065_s_at		UPK1B		-2.2790229257		-1.8573322046		0.8149686357		0.4346696035		3.8738956358

				221160_s_at		CABP5		-2.2761470524		-1.5235265522		0.6693445182		0.3694719472		3.8738956358

				216689_x_at		ARHGAP1		-2.2752996229		-1.0782357487		0.4738873676		0.4987934638		3.8738956358

				219367_s_at		NRP2		-2.2749731959		-1.4314720533		0.6292258985		0.4599029911		3.8738956358

				207200_at		OTC		-2.2742922489		-0.8645553058		0.3801425723		0.5614316239		3.8738956358

				207870_at		AKAP9		-2.271185174		-1.5349630321		0.675842309		0.4369088564		3.8738956358

				206449_s_at		MASP1		-2.2701144038		-0.8980503755		0.3955969682		0.5419644452		3.8738956358

				219219_at		FLJ20512		-2.2699114088		-1.9014682145		0.8376838881		0.3922848665		3.8738956358

				213001_at		ANGPTL2		-2.2684426617		-1.3926611058		0.6139282819		0.4416092259		3.8738956358

				213059_at		OASIS		-2.2682506704		-1.7252613603		0.7606131821		0.3711564626		3.8738956358

				219464_at		CA14		-2.2658380777		-1.5142797708		0.6683089077		0.4304005039		3.8738956358

				205326_at		RAMP3		-2.2656181778		-1.1532617142		0.5090273928		0.4899074137		3.8738956358

				201477_s_at		RRM1		-2.2641514651		-0.8347979729		0.3687023531		0.5639029805		3.8738956358

				211806_s_at		KCNJ15		-2.2638718437		-1.5349978086		0.6780409469		0.3087220512		3.8738956358

				217377_x_at		NTRK3		-2.2637878524		-1.2584345829		0.5558977541		0.4700396933		3.8738956358

				213756_s_at		HSF1		-2.2632033449		-1.0321907157		0.4560751106		0.510701107		3.8738956358

				41657_at		STK11		-2.2594446642		-1.2718925551		0.5629226399		0.4812444837		4.3498073304

				216025_x_at		CYP2C9		-2.258921335		-1.0958554101		0.4851233167		0.5054100746		4.3498073304

				216446_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.2570070492		-1.2762955794		0.5654814325		0.4843343734		4.3498073304

				217020_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.2562953972		-1.3446251609		0.5959437592		0.4075427683		4.3498073304

				205688_at		TFAP4		-2.2558566511		-1.405580326		0.6230805159		0.4398821218		4.3498073304

				217430_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.2545551441		-1.3163750525		0.583873522		0.463781802		4.3498073304

				210467_x_at		MAGEA12		-2.2541649075		-1.623019115		0.7200090418		0.4413019288		4.3498073304

				206086_x_at		HFE		-2.2534865342		-1.1843734797		0.5255737994		0.4807012775		4.3498073304

				214726_x_at		ADD1		-2.252546943		-0.7290979465		0.3236771375		0.6117682179		4.3498073304

				212318_at		TRN-SR		-2.2520276165		-0.916557419		0.4069920867		0.5517269813		4.3498073304

				210991_s_at		RIMS3		-2.2502292617		-1.1182828374		0.4969639567		0.5225455654		4.3498073304

				215973_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.2500776431		-1.6759704693		0.7448500608		0.4285126235		4.3498073304

				217600_at		CEGF3		-2.2491553516		-1.7328682719		0.7704529039		0.4021267361		4.3498073304

				207611_at		HIST1H2BL		-2.2490916477		-1.4754591185		0.6560244533		0.3076176818		4.3498073304

				220951_s_at		ACF		-2.2473434582		-0.9551512134		0.4250134575		0.5443541965		4.3498073304

				214616_at		HIST1H3E		-2.2449523704		-1.2562673569		0.5595964411		0.4478611476		4.3498073304

				220153_at		LALP1		-2.244242602		-1.3826500444		0.6160876027		0.4398405636		4.3498073304

				206012_at		EBAF		-2.2438862676		-1.4366268896		0.6402405105		0.4262538437		4.3498073304

				209057_x_at		CDC5L		-2.2430788866		-1.0668293609		0.4756093811		0.4959030313		4.3498073304

				203458_at		SPR		-2.2420855059		-1.7172882776		0.7659334459		0.417814717		4.3498073304

				220665_at		HOM-TES-85		-2.2401287122		-1.8265428336		0.8153740558		0.2665349544		4.3498073304

				216393_at		DKFZP564P1916		-2.2391653657		-1.7528190672		0.7828001871		0.4097560976		4.3498073304

				220681_at		FLJ10945		-2.2387836459		-1.1121969837		0.4967862731		0.4328607173		4.3498073304

				215183_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.2366085185		-1.3975846497		0.6248678024		0.4487191387		4.3498073304

				206651_s_at		CPB2		-2.2339531848		-1.8014922272		0.8064144941		0.3351592709		4.3498073304

				208744_x_at		HSPH1		-2.2338705866		-2.1150756498		0.94682103		0.1349108607		4.3498073304

				218755_at		KIF20A		-2.2334468822		-0.9344069777		0.4183699129		0.519379845		4.3498073304

				219790_s_at		NPR3		-2.2331800085		-1.4860008877		0.6654192148		0.3372742906		4.3498073304

				58367_s_at		FLJ23233		-2.2330899574		-0.6944382422		0.3109763849		0.6268973097		4.3498073304

				210533_at		MSH4		-2.2330016378		-1.5174744741		0.679567112		0.4457464554		4.3498073304

				216554_s_at		ENO1		-2.2307890346		-0.8407817485		0.3768988172		0.5621108221		4.3498073304

				200799_at		HSPA1A		-2.2306707452		-2.0634686224		0.925044015		0.2085088443		4.3498073304

				207978_s_at		NR4A3		-2.2305149811		-1.4840510127		0.6653400786		0.4396843292		4.3498073304

				213422_s_at		MGC3047		-2.2299300853		-0.8430180358		0.3780468461		0.5721469622		4.3498073304

				214315_x_at		CALR		-2.2274958808		-0.8862227433		0.3978560638		0.5475530984		4.3498073304

				206058_at		SLC6A12		-2.2253739805		-2.0242738795		0.9096331211		0.4246666667		4.3498073304

				205401_at		AGPS		-2.2236733522		-1.2445140914		0.5596658745		0.4035269284		4.3498073304

				218410_s_at		MGC21830		-2.2231875804		-1.4292900881		0.6429012562		0.3496240602		4.3498073304

				206931_at		ZNF141		-2.2228995578		-1.7486345518		0.7866457779		0.4080496007		4.3498073304

				217187_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.2224551186		-1.5978579359		0.7189607216		0.4121751346		4.3498073304

				221632_s_at		WDR4		-2.2217190495		-1.0783431497		0.4853643173		0.5254696405		4.3498073304

				211147_s_at		P2RXL1		-2.2214087591		-1.3113328632		0.5903158785		0.3183388942		4.3498073304

				210577_at		CASR		-2.2207492367		-1.6139083024		0.7267404513		0.3987857143		4.3498073304

				206672_at		AQP2		-2.2192543434		-1.7590796224		0.7926444428		0.4534732036		4.3498073304

				208738_x_at		SMT3H2		-2.2189029783		-0.7150167902		0.3222388708		0.6028877573		4.3498073304

				222113_s_at		EPS15R		-2.2151405852		-0.9225087363		0.4164560671		0.5489146507		4.3498073304

				205408_at		MLLT10		-2.2146088828		-0.9763034797		0.4408469086		0.5110120942		4.3498073304

				64883_at		MGC26706		-2.2139378562		-0.9787125746		0.442068675		0.4508181928		4.3498073304

				204537_s_at		GABRE		-2.2138965675		-1.5496187248		0.6999508232		0.4249943221		4.3498073304

				213636_at		KIAA1045		-2.213879236		-1.4526457993		0.6561540375		0.4663167104		4.3498073304

				211295_x_at		CYP2A6		-2.2133671572		-0.9519368593		0.430085382		0.546394861		4.3498073304

				212973_at		RPIA		-2.2127353109		-0.932568682		0.4214551453		0.540006252		4.3498073304

				41644_at		SASH1		-2.2122030399		-1.2456215207		0.5630683523		0.4830038573		4.3498073304

				53991_at		KIAA1277		-2.2112086289		-1.4184155863		0.6414661954		0.4261398176		4.3498073304

				214178_s_at		SOX2		-2.2110916907		-1.4368431496		0.6498342677		0.4100978527		4.3498073304

				216157_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.2099679878		-1.6215251688		0.733732424		0.4511145874		4.3498073304

				203540_at		GFAP		-2.209360909		-1.4994235412		0.6786684489		0.2964228296		4.3498073304

				206628_at		SLC5A1		-2.2091958448		-1.3384586199		0.6058578387		0.4593757493		4.3498073304

				214013_s_at		TBC1D1		-2.2085677191		-1.6242157313		0.7354158613		0.4152817919		4.3498073304

				204440_at		CD83		-2.2085310975		-1.8183655884		0.8233370997		0.2844175723		4.3498073304

				200889_s_at		SSR1		-2.2084649056		-1.21105404		0.5483691576		0.4655825263		4.3498073304

				220887_at		PLPL		-2.2084366096		-1.4403540353		0.6522052882		0.4201150833		4.3498073304

				220244_at		NAG-7		-2.2066330558		-1.099076735		0.4980786144		0.5079261563		4.3498073304

				221591_s_at		FLJ10156		-2.206499754		-1.1633575389		0.5272411822		0.4907058824		4.3498073304

				31637_s_at		NR1D1		-2.2057224751		-1.0417129094		0.4722774153		0.5089471536		4.3498073304

				208615_s_at		PTP4A2		-2.2049136468		-1.1749850876		0.532893925		0.4335501859		4.3498073304

				211389_x_at		KIR3DS1		-2.2041603724		-1.4733728039		0.668450818		0.3719453064		4.3498073304

				210695_s_at		WWOX		-2.2013374722		-1.0892203278		0.4947993397		0.4993138335		4.3498073304

				207486_x_at		CHN2		-2.2007469147		-0.9788445373		0.4447783299		0.520100754		4.3498073304

				214903_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.2004256612		-1.7189527782		0.7811910252		0.348256988		4.3498073304

				202067_s_at		LDLR		-2.1995797262		-2.6478863717		1.2038146834		0.0872291904		4.3498073304

				221161_at		ASCL3		-2.1992762593		-1.8975566569		0.8628095943		0.4276295497		4.3498073304

				206882_at		SLC1A6		-2.199089546		-1.2001393726		0.5457437487		0.4081632653		4.3498073304

				211610_at		COPEB		-2.1982762586		-1.7990741059		0.8184021908		0.3872380901		4.3498073304

				209743_s_at		ITCH		-2.1976268117		-1.4076342707		0.6405247075		0.4455257836		4.3498073304

				207392_x_at		UGT2B15		-2.1964845103		-1.7125800212		0.7796913719		0.4415293696		4.3498073304

				214636_at		CALCB		-2.1952395033		-1.366431815		0.6224522714		0.471006055		4.3498073304

				221594_at		DKFZP564O0523		-2.1951290427		-1.6665643535		0.7592101972		0.4182135969		4.3498073304

				207445_s_at		CCR9		-2.1940023327		-1.0828355603		0.4935434863		0.5109558504		4.3498073304

				207409_at		LECT2		-2.192446785		-1.0640528136		0.4853266318		0.4506622517		4.3498073304

				214245_at		RPS14		-2.1919906835		-1.0054133224		0.4586759104		0.5200357472		4.3498073304

				204743_at		NP25		-2.1896842351		-1.6906971936		0.7721191789		0.444378464		4.3498073304

				202513_s_at		PPP2R5D		-2.1883802046		-0.716581007		0.3274481306		0.6255875077		4.3498073304

				216230_x_at		SMPD1		-2.1863562564		-1.2409052333		0.567567719		0.340387213		4.3498073304

				208266_at		C8orf17		-2.1850634758		-1.4364419152		0.6573913898		0.4575264085		4.3498073304

				202884_s_at		PPP2R1B		-2.1849532732		-1.0801206825		0.4943449801		0.5062022186		4.3498073304

				205864_at		SLC7A4		-2.1844662002		-0.8196568762		0.3752206723		0.5852606696		4.3498073304

				208724_s_at		RAB1A		-2.1840164774		-0.6615197456		0.3028913712		0.636281601		4.3498073304

				205128_x_at		PTGS1		-2.1829649492		-1.0908256357		0.499699107		0.4811366684		4.3498073304

				204395_s_at		GPRK5		-2.1803872038		-1.3868941389		0.6360769942		0.3896131085		4.3498073304

				205814_at		GRM3		-2.1794625876		-1.4919307636		0.6845406625		0.4737136465		4.7635523918

				202198_s_at		MTMR3		-2.1791140762		-1.7707799156		0.812614601		0.3868985808		4.7635523918

				206238_s_at		YAF2		-2.175531051		-1.0679216475		0.4908786051		0.5063468275		4.7635523918

				217415_at		POLR2A		-2.1749188492		-1.6373415952		0.752828822		0.4574626866		4.7635523918

				220783_at		MMP27		-2.1745296066		-1.4851969577		0.6829968896		0.4353713711		4.7635523918

				210200_at		WWP2		-2.1735170568		-0.9830987703		0.4523078239		0.5296405623		4.7635523918

				211189_x_at		CD84		-2.1733721051		-1.0422954235		0.4795752283		0.4972882091		4.7635523918

				220524_at		EPB41L4B		-2.1709986016		-1.4918734083		0.6871830351		0.4329888877		4.7635523918

				221631_at		CACNA1I		-2.1695002601		-1.6744814019		0.7718281637		0.3581271091		4.7635523918

				216049_at		RHOBTB3		-2.1691011823		-1.5024870139		0.6926772371		0.445132099		4.7635523918

				31874_at		GAS2L1		-2.1685449971		-0.9365853868		0.4318957587		0.5405849076		4.7635523918

				201988_s_at		CREBL2		-2.1672966063		-0.8813528759		0.4066600175		0.5574957411		4.7635523918

				201070_x_at		SF3B1		-2.1666810056		-1.2209268589		0.5635009749		0.4734726468		4.7635523918

				216848_at		KIAA1660		-2.166026754		-0.9515645098		0.4393133686		0.5166837782		4.7635523918

				216624_s_at		MLL		-2.1651171262		-1.949023803		0.900193241		0.3595396244		4.7635523918

				211590_x_at		TBXA2R		-2.1649949422		-1.307753178		0.6040444495		0.4953459203		4.7635523918

				215756_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.1636502789		-1.4435334751		0.6671750463		0.3845271701		4.7635523918

				218772_x_at		FLJ10493		-2.1623282899		-1.2336386064		0.5705140206		0.3709064235		4.7635523918

				215223_s_at		SOD2		-2.1614130325		-1.4571284909		0.6741555034		0.5116435143		4.7635523918

				219599_at		EIF4B		-2.1607236902		-0.908278261		0.4203583573		0.5259300266		4.7635523918

				213880_at		GPR49		-2.1604890673		-1.2471837882		0.5772691967		0.402607362		4.7635523918

				49327_at		RIC-8		-2.1597789717		-0.8203503357		0.3798306894		0.5825458063		4.7635523918

				220694_at		HSPC054		-2.1580503665		-1.9553858347		0.9060890631		0.2271452907		4.7635523918

				216773_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.1564640758		-1.425119969		0.6608595919		0.4856368564		4.7635523918

				203999_at		SYT1		-2.1563659734		-0.994699592		0.4612851456		0.5459220827		4.7635523918

				214261_s_at		ADH6		-2.1560582879		-1.4769246939		0.685011487		0.3439366786		4.7635523918

				206872_at		SLC17A1		-2.1559080202		-1.4314080027		0.6639466941		0.4398777506		4.7635523918

				219702_at		PLAC1		-2.1556497161		-1.6607483481		0.7704166107		0.4157177715		4.7635523918

				204182_s_at		ZNF297B		-2.1552686305		-1.7076925261		0.7923339587		0.3519351935		4.7635523918

				201373_at		PLEC1		-2.1550754064		-1.4744304186		0.6841665095		0.3236842105		4.7635523918

				210326_at		AGXT		-2.1549986218		-1.4181413054		0.6580706322		0.3290238234		4.7635523918

				207188_at		CDK3		-2.1536881911		-1.5736439911		0.7306740119		0.4144683166		4.7635523918

				209521_s_at		AMOT		-2.1533533835		-1.6508302343		0.7666322894		0.4481056026		4.7635523918

				211916_s_at		MYO1A		-2.1523405067		-1.2412728984		0.5767084226		0.501680975		4.7635523918

				214455_at		HIST1H2BC		-2.151953687		-2.6597337606		1.2359623614		0.4621534755		4.7635523918

				209701_at		CAST		-2.1497070057		-1.3119897489		0.6103109612		0.4485663673		4.7635523918

				217711_at		TEK		-2.1492754351		-1.2069983564		0.561583842		0.4322933419		4.7635523918

				202533_s_at		DHFR		-2.1476128205		-1.0855125185		0.5054507536		0.5238002232		4.7635523918

				222277_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.1474658483		-1.6054181354		0.7475872721		0.3499578947		4.7635523918

				207759_s_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.1473277813		-1.6787265378		0.7817747027		0.2980849292		4.7635523918

				216009_at		FLJ11274		-2.1466420689		-1.212082327		0.5646410944		0.4821135244		4.7635523918

				210918_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.1462339006		-1.4914972068		0.6949369341		0.351469211		4.7635523918

				202129_s_at		RIOK3		-2.1461840711		-0.92500484		0.4309997695		0.5444464979		4.7635523918

				216042_at		TNFRSF25		-2.1454036598		-1.4854919604		0.692406743		0.4526861145		4.7635523918

				221324_at		TAS2R1		-2.1435756111		-1.8795120387		0.8768116361		0.3924225106		4.7635523918

				203542_s_at		BTEB1		-2.1430537492		-1.8939884775		0.883780203		0.4368701926		4.7635523918

				206751_s_at		PCYT1B		-2.1425676464		-1.4925048847		0.6965963886		0.4455786214		4.7635523918

				217033_x_at		NTRK3		-2.1416755768		-0.8503536043		0.3970506147		0.5786245093		4.7635523918

				201896_s_at		CKS1B		-2.1412022928		-0.8744192914		0.4083777111		0.5374392551		4.7635523918

				213560_at		GADD45B		-2.1392743315		-1.8197197735		0.8506247874		0.4079793181		4.7635523918

				208793_x_at		SMARCA4		-2.1390794741		-1.2643174107		0.5910567728		0.4885982454		4.7635523918

				220104_at		ZAP		-2.1385330491		-2.0209679985		0.9450253758		0.3131020748		4.7635523918

				211151_x_at		GH1		-2.1376046171		-1.2566441794		0.5878749369		0.4696933397		4.7635523918

				214058_at		MYCL1		-2.1372492571		-1.1675708737		0.5462960718		0.4986523684		4.7635523918

				205144_at		MYL5		-2.1367329853		-1.0769443872		0.5040144906		0.5202042629		4.7635523918

				216152_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.1353424576		-1.4114649893		0.6610016975		0.4539494306		4.7635523918

				204252_at		CDK2		-2.1337199609		-0.758719069		0.3555851203		0.6103272808		4.7635523918

				220062_s_at		MAGEE1		-2.1335659191		-1.6435558085		0.7703328		0.4563260148		4.7635523918

				207742_s_at		NR6A1		-2.1335414921		-1.6648031133		0.780300322		0.4571084643		4.7635523918

				215511_at		TCF20		-2.1325806285		-1.1358126721		0.5326001076		0.5097203867		4.7635523918

				217721_at		CDC10		-2.1323784487		-1.272428		0.5967177171		0.4652803225		4.7635523918

				215375_x_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.1323771302		-1.4338736309		0.672429661		0.4422105263		4.7635523918

				214975_s_at		MTMR1		-2.1322252403		-1.4534690516		0.6816676888		0.3877240717		4.7635523918

				221555_x_at		CDC14B		-2.1318429241		-1.4270864009		0.669414423		0.3906595839		4.7635523918

				220910_at		FRAS1		-2.1309089275		-1.4957617853		0.7019360452		0.447003866		4.7635523918

				207327_at		EYA4		-2.1308262275		-1.6363111194		0.7679233052		0.405202131		4.7635523918

				215642_at		KIAA0335		-2.1306765483		-1.374212001		0.6449650943		0.3646313364		4.7635523918

				214745_at		KIAA1069		-2.1300076934		-1.2024896627		0.5645470983		0.4797966632		4.7635523918

				217383_at		PGK1		-2.1289505424		-0.9441445978		0.443478878		0.536235339		4.7635523918

				215581_s_at		MCM3AP		-2.1279936351		-0.9945276615		0.4673546223		0.5186440678		4.7635523918

				221487_s_at		ENSA		-2.1267949919		-0.8697783552		0.4089620102		0.5380898039		4.7635523918

				216774_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.1263228175		-0.9346658991		0.4395691432		0.5181657298		4.7635523918

				38691_s_at		SFTPC		-2.1263049323		-1.0623368841		0.4996164322		0.5065474802		4.7635523918

				220627_at		CST8		-2.1247673508		-1.7630659373		0.8297689329		0.4220136519		4.7635523918

				215701_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.1247454237		-1.4192345613		0.6679551091		0.4587851295		4.7635523918

				220608_s_at		PRO1914		-2.1226352753		-1.687886558		0.7951844472		0.4071787359		4.7635523918

				218386_x_at		USP16		-2.1219341458		-0.9619941169		0.4533571972		0.516080821		4.7635523918

				215134_at		PI4KII		-2.1193835313		-1.4938611313		0.7048564402		0.4713902002		4.7635523918

				220785_at		UTS2		-2.1192219024		-1.9087831966		0.9007000137		0.1953557312		4.7635523918

				214609_at		INPPL1		-2.1177779235		-1.5613477009		0.7372575205		0.4674729164		4.7635523918

				206049_at		SELP		-2.1164425882		-1.0491434972		0.495710823		0.5054075211		4.7635523918

				204580_at		MMP12		-2.1150967803		-1.3616013157		0.6437536704		0.4708737864		4.7635523918

				206411_s_at		ABL2		-2.1150739133		-1.7592868445		0.8317850423		0.4246194867		4.7635523918

				216130_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.1146250871		-1.5325818533		0.7247534623		0.2869675702		4.7635523918

				206110_at		HIST1H3H		-2.1144585614		-1.8049573017		0.8536262354		0.2783354528		4.7635523918

				213344_s_at		H2AFX		-2.1142192743		-0.8309183944		0.3930142935		0.5858570091		4.7635523918

				207601_at		SULT1B1		-2.1119571968		-1.072410795		0.5077805538		0.485494107		4.7635523918

				204396_s_at		GPRK5		-2.1115305186		-1.6068429642		0.7609849586		0.3044978582		4.7635523918

				219747_at		FLJ23191		-2.1110218679		-1.0012132269		0.4742789462		0.5107912028		4.7635523918

				213742_at		SFRS11		-2.1098487613		-1.0093963202		0.4784211734		0.53372979		4.7635523918

				212925_at		LOC126353		-2.1094950061		-1.4830706947		0.7030453689		0.5145944504		4.7635523918

				218273_s_at		PPM2C		-2.1088441414		-1.0217708138		0.4845169891		0.5343087014		4.7635523918

				210681_s_at		USP15		-2.1087218452		-0.8394738483		0.3980960553		0.5589895948		4.7635523918

				204830_x_at		PSG4		-2.1083975077		-1.4205523108		0.673759244		0.4105377381		4.7635523918

				217633_at		C21orf108		-2.1075598721		-1.3149849839		0.6239371898		0.4571825949		4.7635523918

				200803_s_at		TEGT		-2.1073382337		-0.8854258993		0.4201631637		0.5756099008		4.7635523918

				205452_at		PIGB		-2.1045154351		-0.7705633943		0.3661476563		0.6028069801		4.7635523918

				216458_at		MGC33602		-2.1044019267		-1.1472382872		0.5451612036		0.454044511		4.7635523918

				201551_s_at		LAMP1		-2.1039519393		-1.2650243338		0.6012610413		0.4889471285		4.7635523918

				210619_s_at		HYAL1		-2.1038105686		-1.2623799002		0.6000444712		0.4337792012		4.7635523918

				204114_at		NID2		-2.1026411813		-1.6061781135		0.7638859772		0.4133910516		4.7635523918

				220813_at		CYSLTR2		-2.1023156372		-1.7794390498		0.8464185959		0.3715245236		4.7635523918

				214767_s_at		FLJ32389		-2.102214249		-1.4738775138		0.7011071847		0.44156953		4.7635523918

				219613_s_at		SIRT6		-2.1017691329		-1.791849455		0.852543425		0.3755335496		4.7635523918

				217708_x_at		ANKRD13		-2.1011702268		-1.4519219193		0.6910063263		0.410481861		4.7635523918

				214844_s_at		DOK5		-2.1010275203		-1.4656029676		0.6975648598		0.429592086		4.7635523918

				216143_at		http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=		-2.0990186166		-1.0137691535		0.4829729215		0.4787401575		4.7635523918

				219198_at		GTF3C4		-2.0986479254		-1.2528211672		0.5969658617		0.4538004886		4.7635523918

				201009_s_at		TXNIP		-2.0975999538		-1.0820681584		0.5158601174		0.5055280649		4.7635523918

				212128_s_at		DAG1		-2.0970658976		-1.3041919797		0.6219127311		0.4462720134		4.7635523918

				220718_at		FLJ13315		-2.0967556905		-1.4822108824		0.7069068128		0.4138154112		4.7635523918

				217234_s_at		VIL2		-2.096470548		-1.0788446532		0.5146004337		0.4884005195		4.7635523918

				210247_at		SYN2		-2.0960584978		-1.04845252		0.5002019367		0.5212715627		4.7635523918

				201060_x_at		STOM		-2.0957321943		-1.0553962017		0.5035930662		0.5130358495		4.7635523918

				207865_s_at		BMP8		-2.0953211305		-1.2795357426		0.6106633126		0.4692695214		4.7635523918

				220703_at		HT009		-2.0950630164		-1.1522518736		0.5499843511		0.4623146799		5.4410220546
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WNT6
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CILP

KIAA0962

KLF15

AGRP

ASCL1

SMURF1

MAD

RIL

MAP3K9

SHREW1

MID2

CH25H

SLC2A14

HSPA6

GPRC5D

EGR2

MCL1

SOD2

NPY6R

BGR

SLC2A3

SECTM1

TMPRSS4

SPAG6

PROZ

OPHN1

GRM6

TNFAIP3

DTNA

CACNA2D1

SLC2A3

TAS2R16

TRA1

FLJ00060

MCF2L

NELL2

EPOR

CDH9

LOC51619

SLC2A14

DMWD

ETV5

TNRC11

MAS1

MAP1A

KRTHB6

HR

CLEC2

SFN

CXCR4

ITGB3
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RLBP1

RARG-1

CD8A

ZNF297B

IF2

E2F4

ENSA

CRB1

RPL38

FRMD1

na

FLJ10074

PMS2L5

NOV

C17orf1A

FOLH1

C5orf4

NDUFA2
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FSCN3

RNF39

TACR1

NECL1

SOD2

DUSP6

SFRP1

TEX15
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PAI-RBP1
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TBXA2R

OR2W1

IGHMBP2

RPS6KA6

TXN

STX1A

FLJ13110

CA1

MGC5395

SGK2

TIAM2

TNFAIP3

PACE4

NCR3

CNK2
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MYCL2

MYH8

COPEB

CNTNAP2

SLC6A2

ACTR2

MYL3

AKT2

PPIE

SAT

SEC23B

LBP-9

DCT

AP2A2

PDEF

IFNA17

C21orf91

DSIPI
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CHRNA3

GPR107

ZPBP

MGC3020

KIAA1467

CD3E

PELI1

PSG6

FLJ20113

SEMA5A

LPO

GNA13

MGC12335

ATP2A2

CXCR4

RAD51L3

RPL38

EPHB1

SFRS7

TMEFF1

HM74

S100A2

EDG2

CEACAM7

TSPAN-1

HFE

NRXN1

HNF4A

NEUROG1

CACNA1D

WRB

DOK2

ZNF192

APXL

FLJ12616

MCL1

ACRV1

GFR

WTAP

SAT

DPEP1

ASF1A
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GML

FOLR1

ITPK1

DEFA5

IFNA5
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OR6A1

FLOT1

BRAF

HSPA6

USH1C

KPNA4

AGRN

HIST1H4H

EGFR

SYT12
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C6orf123

TMPRSS5

FLJ13687

CSPG3

FLJ12649

FZD4

HIST1H3I

CD47

GPR32

PRO2521
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ENTPD3

KCNK4

SNX27

BLZF1

PAX8

DLX4

ETV1

PRO1768

IFRD1

NMT1

PPFIBP2

ARG2
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KRT2A
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RDS

NOV

DUSP6

PRDM11

CDC25C
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ABHD2

FTL

PRPF18

PIGPC1

NDUFC2

C14orf115

CRSP2

SAT

SPTBN5

FLJ20619

FLJ11336

NRG1

KIAA0296

UBAP1

DHRS2

11/30/00

USP5

HOXD1

JWA

SOD2

FLJ14001

CDC42EP4

SIAH1

PRO1787

EPPK1

PCDHA3

MCFP

PGC

CD84

EDAR

DNAH9

NR6A1

EPHB1
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FLJ10359

FLJ14166

BA526D8.4

C4BPA

USP2

NEBL

C6orf62

HOXD4

C14orf107

DSIPI

GNAQ
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B3GALT5

BMP3

THRA

SAH
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TFG

CIAS1

FLJ33790

CGGBP1

WNT1

BCAN

ITGB5

HLA-DRB3

C1orf37

ABCC8

ALG6

HIP14

FLJ20581

LOC92249

IKBKG

SPRY4

BPGM

CHST4

FLJ13031
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HTCD37

ADAM21

RASAL2

C4.4A

DMC1

VPS41

KIAA1084

SERPINA3

IL1R2

PHOX2B

ZNF75

DNAJB4

HTR3B

PHTF2

FBLN1

KLRD1

HIP1

ARPP-19

TCFL4

MYH14

C6orf69

CADPS2
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EST-YD1

SIGLEC6

PFKFB2

SST

PPP2R2B

SFN

PTPN11

NTRK3

OR1F1

SLC35D1

FLJ20311
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ISL1

RRH
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KIAA1006

NCR3

ATP11A

MMP7
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PHF7

TSKS

FUT6

SIX2

HEPH

MYST1
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COPEB

CYP11A1

KIR2DL5

CDC42

ARF6

MYO1B

SERPINE1

LYPLA1

CUL4B

CD2

SLC14A2

PSFL

ATP1B2

PMAIP1

OTOR

DKK1

RASGRF1
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WFS1

C20orf17
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LOC51619

SENP2

TNFSF8

TTPA

CCR8

FLJ13072

CLTA

BAIAP2

CASP9

USP33

OR10J1
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CNTN1

DOLPP1

FLJ20291

HSD11B1

CLIC4
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REL

HIST1H4B

SDPR

PIWIL2

CA7

ANXA8

APBB2
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PBEF
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SEC14L4

ADAMTS7
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CCNG2

OPN1SW

UGT1A10

UBE2H

CRF

GK

FLJ20232

CDO1

CRYAA

TTR

KIR2DS3

MTAP

CYP2A6

SFRP4

KIF5C

PLA1A

SULF1

BIGM103

KIAA1193

ZMYND10
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COP9

SLC2A3

SYNGR4

FLJ21047

FLJ13236

DKFZp566C0424
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BTD

CGA

SNN

HOXA11

CAMK1

SOCS5

PMAIP1

EPB49
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CHST1

PTD002

NPY5R

MVK

CARD14

ADCYAP1

CLCA2
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BMP6

LDLR

KDELR3

MGC39821
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CPE

ACVR1B

GLRX
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BMP7
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SEMA4F

IFNA14

DJ971N18.2

NFKB2

PTX3

LDHC

SNARK

CYP2C9

ZNF216

CBFA2T1

BRRN1

SLC4A4

TM4SF3

GAPDS

DKFZp547M236

VENTX2

PPL13

NR5A2

C19orf6

HMG20B

VPS4B

TSPYL4

FLJ10849

MAPRE1

PRND

MBNL1

HIST1H4F

CDKN2A
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TAF1

KRTHA7

PGA5

EML2

SAC

PTGIS

NXPH3

OAZIN

CHORDC1

CDC14A

TMEM4

PRO2012

DKFZp451J1719

HAO1

LOC54499

SLC30A1

ITPR3

PSG2

NP

HIST1H4D

HAT

PSG4

PIP5K1A

TPMT

LAMA2

RANBP2

ETV1

SPINLW1

ABCD2

TCBAP0758

MAP2K6

KPNA1

CYP2C18

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

POU4F2

GAGE4

SRR

FLJ22344

FLJ13241

ING1L

SCAMP1

GFRA3

WSB1

KIAA0931

CCNH

FLJ22800

DKFZP566B183

BTG1

SLC25A11

HT011

CROC4

NEK1
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GNG3

SERPINE1

LECT1

TYRP1

UBE2H
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MAPK8IP3

ACTR2

EIF4EL3

MOS

PROSC

YWHAZ

CASP10

GYG2

AOC2

GAF1

AMD1

CTAGE-2

THRB

CASP10

KCNE1

TAC3

NDST4

CSF1

MAP2K5

HABP2

C3orf8

KRT5

CDC42

DDX3Y

SRP72

SSTR4

PHYHIP

TM4SF11
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ELAVL4

GP2

FLJ23033

SCGB1A1

LYPLA1

ANP32E

MAB21L2

SDC2

CPA4

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

XTP2

LDLR

C17orf31

GRIN2A

MAP2K3

C1orf16

ELMO2

CTNNAL1

ELF1

PTN

HFE

MCL1

OKL38

DIAPH3
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COH1

LPIN1

ITSN2

CPB1

C16orf3

MGAT3

VMP1

HMGN1

IRF2

COL6A1

FLJ23022

BMP5

DNAJB1

LBH

FABP7

UBE2J1

CANX

UPK1B

CABP5

ARHGAP1

NRP2

OTC

AKAP9

MASP1

FLJ20512

ANGPTL2

OASIS

CA14

RAMP3

RRM1

KCNJ15

NTRK3

HSF1

STK11

CYP2C9
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TFAP4
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MAGEA12

HFE

ADD1

TRN-SR

RIMS3
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CEGF3

HIST1H2BL

ACF

HIST1H3E

LALP1

EBAF

CDC5L

SPR

HOM-TES-85

DKFZP564P1916

FLJ10945
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CPB2

HSPH1

KIF20A

NPR3

FLJ23233

MSH4

ENO1

HSPA1A

NR4A3

MGC3047

CALR

SLC6A12

AGPS

MGC21830

ZNF141
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WDR4

P2RXL1

CASR

AQP2

SMT3H2

EPS15R

MLLT10

MGC26706

GABRE

KIAA1045

CYP2A6

RPIA

SASH1

KIAA1277

SOX2

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

GFAP

SLC5A1

TBC1D1

CD83

SSR1

PLPL

NAG-7

FLJ10156

NR1D1

PTP4A2

KIR3DS1

WWOX

CHN2
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LDLR

ASCL3

SLC1A6

COPEB

ITCH

UGT2B15

CALCB

DKFZP564O0523

CCR9

LECT2

RPS14

NP25

PPP2R5D

SMPD1

C8orf17

PPP2R1B

SLC7A4

RAB1A

PTGS1

GPRK5

GRM3

MTMR3

YAF2

POLR2A

MMP27

WWP2

CD84

EPB41L4B

CACNA1I

RHOBTB3

GAS2L1

CREBL2

SF3B1

KIAA1660

MLL

TBXA2R
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FLJ10493

SOD2

EIF4B

GPR49

RIC-8

HSPC054
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SYT1

ADH6

SLC17A1

PLAC1

ZNF297B

PLEC1

AGXT

CDK3

AMOT

MYO1A

HIST1H2BC

CAST

TEK

DHFR
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FLJ11274
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RIOK3

TNFRSF25

TAS2R1

BTEB1

PCYT1B

NTRK3

CKS1B

GADD45B

SMARCA4

ZAP

GH1

MYCL1

MYL5
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CDK2

MAGEE1

NR6A1

TCF20

CDC10
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MTMR1

CDC14B

FRAS1

EYA4

KIAA0335

KIAA1069

PGK1

MCM3AP

ENSA

http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=

SFTPC

CST8
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PRO1914

USP16

PI4KII

UTS2

INPPL1

SELP

MMP12

ABL2
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HIST1H3H

H2AFX

SULT1B1

GPRK5

FLJ23191

SFRS11

LOC126353

PPM2C

USP15

PSG4

C21orf108

TEGT

PIGB

MGC33602

LAMP1

HYAL1

NID2

CYSLTR2

FLJ32389

SIRT6

ANKRD13

DOK5
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GTF3C4

TXNIP

DAG1

FLJ13315

VIL2

SYN2

STOM

BMP8

HT009
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		OVELAPPED GENES (up/down regulated) in MDS multiple groups vs NBM (Mononuclear cells and CD 34+ cells):

				OVERLAPPED UP REGULATED GENES:

				MAX				MAX protein

				PML				promyelocytic leukemia

				ALDH3B1				aldehyde dehydrogenase 3 family, member B1

				SHAPY (CANT1)				calcium activated nucleotidase

				SPAG8				sperm associated antigen 8

				LAIR1				leukocyte-associated Ig-like receptor 1

				PNUTL1 (SEPT5)				septin 5

				CCL18				chemokine (C-C motif) ligand 18 (pulmonary and activation-regulated)

				MHC2TA				MHC class II transactivator

				F25965				protein F25965

				QPRT				quinolinate phosphoribosyltransferase (nicotinate-nucleotide pyrophosphorylase (carboxylating))

				KIAA1305				KIAA1305

				OVERLAPPED DOWN REGULATED GENES:

				VIPR1				vasoactive intestinal peptide receptor 1

				SLC2A14				solute carrier family 2 (facilitated glucose transporter), member 14

				MCL1				myeloid cell leukemia sequence 1 (BCL2-related)

				TNFAIP3				tumor necrosis factor, alpha-induced protein 3

				DTNA				dystrobrevin, alpha

				NELL2				NEL-like 2 (chicken) /// NEL-like 2 (chicken)

				EPOR				erythropoietin receptor

				SLC2A14				solute carrier family 2 (facilitated glucose transporter), member 14

				KRTHB6				keratin, hair, basic, 6 (monilethrix)

				CXCR4				chemokine (C-X-C motif) receptor 4

				ZNF297B				zinc finger protein 297B

				PAI-RBP1				PAI-1 mRNA-binding protein

				MGC5395				hypothetical protein MGC5395

				TNFAIP3				tumor necrosis factor, alpha-induced protein 3

				COPEB				core promoter element binding protein

				SLC6A2				solute carrier family 6 (neurotransmitter transporter, noradrenalin), member 2

				PPIE				peptidylprolyl isomerase E (cyclophilin E)

				DCT				dopachrome tautomerase (dopachrome delta-isomerase, tyrosine-related protein 2)

				AP2A2				Adaptor-related protein complex 2, alpha 2 subunit

				DSIPI				delta sleep inducing peptide, immunoreactor

				CD3E				CD3E antigen, epsilon polypeptide (TiT3 complex)

				FLJ20113 (OTUB1)				OTU domain, ubiquitin aldehyde binding 1

				CXCR4				chemokine (C-X-C motif) receptor 4

				MCL1				myeloid cell leukemia sequence 1 (BCL2-related)

				CDC25C				cell division cycle 25C

				DSIPI				delta sleep inducing peptide, immunoreactor

				THRA				thyroid hormone receptor, alpha (erythroblastic leukemia viral (v-erb-a) oncogene homolog, avian)

				CIAS1				cold autoinflammatory syndrome 1

				HLA-DRB3				Major histocompatibility complex, class II, DR beta 4

				ABCC8				ATP-binding cassette, sub-family C (CFTR/MRP), member 8

				BPGM				2,3-bisphosphoglycerate mutase /// 2,3-bisphosphoglycerate mutase

				HTCD37				TcD37 homolog

				PHTF2				putative homeodomain transcription factor 2

				PTPN11				protein tyrosine phosphatase, non-receptor type 11 (Noonan syndrome 1)

				SLC35D1				solute carrier family 35 (UDP-glucuronic acid/UDP-N-acetylgalactosamine dual transporter), member D1

				MYST1				MYST histone acetyltransferase 1

				COPEB				core promoter element binding protein

				CUL4B				cullin 4B

				TNFSF8				tumor necrosis factor (ligand) superfamily, member 8

				CLTA				clathrin, light polypeptide (Lca)

				CASP9				caspase 9, apoptosis-related cysteine protease

				CYP2A6				cytochrome P450, family 2, subfamily A, polypeptide 6

				CAMK1				calcium/calmodulin-dependent protein kinase I

				EPB49				erythrocyte membrane protein band 4.9 (dematin)

				LDLR				Low density lipoprotein receptor (familial hypercholesterolemia)

				KDELR3				KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor 3

				MBNL1				muscleblind-like (Drosophila)

				CDC14A				CDC14 cell division cycle 14 homolog A (S. cerevisiae)

				ITPR3				inositol 1,4,5-triphosphate receptor, type 3

				RANBP2				RAN binding protein 2

				KPNA1				Karyopherin alpha 1 (importin alpha 5)

				FLJ13241 (COPE)				coatomer protein complex, subunit epsilon

				WSB1				WD repeat and SOCS box-containing 1

				BTG1				B-cell translocation gene 1, anti-proliferative

				AMD1				adenosylmethionine decarboxylase 1

				KRT5				keratin 5 (epidermolysis bullosa simplex, Dowling-Meara/Kobner/Weber-Cockayne types)

				LDLR				Low density lipoprotein receptor (familial hypercholesterolemia)

				ELF1				E74-like factor 1 (ets domain transcription factor)

				MCL1				myeloid cell leukemia sequence 1 (BCL2-related)

				COL6A1				collagen, type VI, alpha 1

				LBH				likely ortholog of mouse limb-bud and heart gene /// likely ortholog of mouse limb-bud and heart gene

				AKAP9				A kinase (PRKA) anchor protein (yotiao) 9

				RRM1				ribonucleotide reductase M1 polypeptide

				STK11				serine/threonine kinase 11 (Peutz-Jeghers syndrome)

				RIMS3				regulating synaptic membrane exocytosis 3

				NR4A3				nuclear receptor subfamily 4, group A, member 3

				MLLT10				Myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, Drosophila); translocated to, 10

				KIAA1045				KIAA1045

				CYP2A6				cytochrome P450, family 2, subfamily A, polypeptide 6

				CD83				CD83 antigen (activated B lymphocytes, immunoglobulin superfamily)

				PTP4A2				protein tyrosine phosphatase type IVA, member 2

				CHN2				chimerin (chimaerin) 2

				LDLR				Low density lipoprotein receptor (familial hypercholesterolemia)

				COPEB				core promoter element binding protein

				ITCH				itchy homolog E3 ubiquitin protein ligase (mouse)

				UGT2B15				UDP glycosyltransferase 2 family, polypeptide B15

				RPS14				ribosomal protein S14

				PPP2R1B				protein phosphatase 2 (formerly 2A), regulatory subunit A (PR 65), beta isoform

				PTGS1				prostaglandin-endoperoxide synthase 1 (prostaglandin G/H synthase and cyclooxygenase)

				RHOBTB3				Rho-related BTB domain containing 3

				CREBL2				cAMP responsive element binding protein-like 2

				EIF4B				eukaryotic translation initiation factor 4B

				HSPC054 (DDEF1IT1)				DDEF1 intronic transcript 1

				ZNF297B				zinc finger protein 297B

				PLEC1				plectin 1, intermediate filament binding protein 500kDa

				CAST				calpastatin

				RIOK3				RIO kinase 3 (yeast) /// RIO kinase 3 (yeast)

				BTEB1				basic transcription element binding protein 1

				ZAP (YLPM1)				YLP motif containing 1

				MYCL1				v-myc myelocytomatosis viral oncogene homolog 1, lung carcinoma derived (avian)

				USP16				ubiquitin specific protease 16

				PI4KII				phosphatidylinositol 4-kinase type II

				SFRS11				splicing factor, arginine/serine-rich 11

				PPM2C				protein phosphatase 2C, magnesium-dependent, catalytic subunit

				USP15				ubiquitin specific protease 15

				MGC33602 (PQLC3)				PQ loop repeat containing 3

				VIL2				villin 2 (ezrin)
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		Advanced Disease (RAEB and RAEBT) versus RA versus normal bone marrow:

		ID		Gene		LinearSlope		Z(linearSlope)		P(linearSlope)		NFDR(linearslope)

		206130_s_at		ASGR2		-1.7533875576		-10.0382464579		4.59E-07		4.59E-07

		202708_s_at		HIST2H2BE		1.1559425446		9.7666853577		8.94E-07		8.95E-07

		209332_s_at		MAX		0.4675898738		9.5929397401		1.38E-06		1.38E-06

		214290_s_at		HIST2H2AA		1.5197240531		9.3772832117		2.37E-06		2.37E-06

		205141_at		RNASE4		-1.1134767061		-9.307239911		2.83E-06		2.83E-06

		218280_x_at		HIST2H2AA		1.4601411285		9.2926725134		2.94E-06		2.94E-06

		207643_s_at		TNFRSF1A		0.8308235283		8.4824242355		2.40E-05		2.40E-05

		210014_x_at		IDH3B		-0.3629625961		-8.1886088106		5.25E-05		5.25E-05

		206710_s_at		EPB41L3		-1.7013887195		-8.0517341573		7.58E-05		7.58E-05

		210387_at		HIST1H2BG		1.0813666172		7.6942540074		0.0002004369		0.0002005181

		209435_s_at		ARHGEF2		0.3733660524		7.5754171857		0.0002778435		0.0002779686

		202359_s_at		SNX19		0.292763105		7.3049166211		0.0005878085		0.0005880997

		215779_s_at		HIST1H2BG		1.1530192015		7.1466279129		0.0009146734		0.0009151678

		201506_at		TGFBI		-1.7982294908		-7.0502543949		0.0011987519		0.0011994538

		204619_s_at		CSPG2		-1.3876754599		-7.0494937632		0.0012012644		0.0012020219

		207190_at		KIAA0399		-1.1710860814		-6.9916154525		0.001413748		0.0014147032

		218983_at		C1RL		0.8722632624		6.9473677383		0.0016015461		0.0016027004

		219254_at		FLJ22222		-0.9775669069		-6.7619299934		0.0027070264		0.0027090995

		210418_s_at		IDH3B		-0.400756934		-6.543575317		0.0050422573		0.0050463462

		208579_x_at		H2BFS		1.3696100658		6.5112943202		0.0055295591		0.0055342925

		215884_s_at		UBQLN2		0.4734793529		6.4906975417		0.0058649705		0.0058702554

		205992_s_at		IL15		-0.6701780275		-6.4542127575		0.0065105826		0.0065167429

		219529_at		CLIC3		-1.8558403445		-6.4496559039		0.0065958451		0.0066023836

		214058_at		MYCL1		-0.5300609241		-6.4328716625		0.0069205672		0.0069277398

		205987_at		CD1C		-1.859052497		-6.4126818498		0.0073327005		0.0073406309

		207038_at		SLC16A6		-1.8476978857		-6.4001462462		0.0076008341		0.0076093975

		208490_x_at		HIST1H2BF		0.9652600328		6.3934221393		0.007748554		0.0077576334

		208546_x_at		HIST1H2BH		1.308838679		6.3798960705		0.0080549052		0.008064707

		201352_at		YME1L1		0.2292221878		6.3722085752		0.0082342753		0.008244667

		217234_s_at		VIL2		-0.5929211974		-6.3096554126		0.0098551495		0.0098680315

		204562_at		IRF4		-0.9621577473		-6.3061932156		0.0099533081		0.0099667676

		211302_s_at		PDE4B		-0.8813490905		-6.2832664567		0.0106313699		0.0106462262

		208527_x_at		HIST1H2BE		0.7618516161		6.2639760487		0.011237773		0.011253984

		205685_at		CD86		-0.9403231104		-6.2624560136		0.0112865443		0.0113033352

		211776_s_at		EPB41L3		-0.9035303874		-6.2409113422		0.0120083466		0.0120267535

		201903_at		UQCRC1		-0.4847830438		-6.2368968649		0.0121474532		0.0121666219

		204620_s_at		CSPG2		-1.5180109387		-6.210679975		0.0130999848		0.0131212482

		209555_s_at		CD36		-1.1769035592		-6.1491834958		0.0156413908		0.0156674856

		208364_at		INPP4A		-1.0260254155		-6.1321449692		0.0164291161		0.0164572671

		209806_at		HIST1H2BK		1.1132602584		6.1067507298		0.0176783206		0.0177094107

		221578_at		RASSF4		-1.2592155469		-6.0651426773		0.0199359014		0.0199718624

		213142_x_at		LOC54103		-0.5570786452		-5.994817934		0.0244320964		0.0244772717

		208988_at		FBXL11		0.4299478932		5.9873616265		0.0249640227		0.0250113095

		213135_at		TIAM1		-0.668663051		-5.9793847628		0.0255460726		0.0255956162

		205076_s_at		CRA		-0.7814624253		-5.9768461683		0.0257333644		0.0257844341

		32091_at		KIAA0446		0.2856541339		5.9529883868		0.0275728925		0.0276288592

		213899_at		METAP2		-0.4938796105		-5.9072164741		0.0314819607		0.0315472848

		221504_s_at		ATP6V1H		0.2778061465		5.9000188334		0.0321442594		0.0322124108

		209482_at		RPP20		-0.454338045		-5.8848316243		0.0335897331		0.0336624677

		34408_at		RTN2		0.4911910213		5.8268673744		0.0397366346		0.0398262728

		215646_s_at		CSPG2		-1.9823949724		-5.8068772374		0.0421084047		0.0422052973

		206743_s_at		ASGR1		-1.2689592278		-5.8057426845		0.0422454053		0.0423445237

		216028_at		DKFZP564C152		0.4013235756		5.8012969696		0.042792202		0.0428945387

		214447_at		ETS1		-0.6423000902		-5.7920824859		0.0439504003		0.0440574948

		213530_at		RAB3GAP		0.5605711297		5.790049257		0.0442086196		0.0443183432

		206488_s_at		CD36		-1.3479045424		-5.7893307575		0.04429894		0.0444108919

		217837_s_at		NEDF		0.3968895304		5.7780977819		0.0457655629		0.0458832918

		203248_at		ZNF24		-0.3732774322		-5.7581076644		0.0484989225		0.0486258773

		200011_s_at		ARF3		0.2900150987		5.740870795		0.0509867801		0.0511225546

		211475_s_at		BAG1		-0.3075422407		-5.7121735538		0.0554179246		0.055568007

		212188_at		LOC115207		-0.9519922681		-5.7037983514		0.0567807622		0.0569371053

		211852_s_at		ATRN		-0.6766015076		-5.6780110722		0.0611948013		0.0613688385

		209130_at		SNAP23		0.4082160859		5.6776443572		0.0612573078		0.0614342961

		211855_s_at		SLC25A14		-0.8167823498		-5.6761503588		0.061521159		0.0617016951

		202206_at		ARL7		-0.9622934288		-5.6666790536		0.063235839		0.0634242703

		202207_at		ARL7		-1.0407367412		-5.6555200384		0.0653182168		0.0655158112

		209911_x_at		HIST1H2BD		0.9354256526		5.6431501522		0.0677073815		0.0679152698

		211571_s_at		CSPG2		-2.0023653797		-5.6347538239		0.0693778258		0.0695939854

		203099_s_at		CDYL		-1.2709642855		-5.6337550284		0.0695764988		0.069796429

		221731_x_at		CSPG2		-1.6264635661		-5.6331136202		0.0697032574		0.069926746

		218034_at		TTC11		-0.4604436405		-5.6175687024		0.072923657		0.073160775

		200986_at		SERPING1		0.7432520005		5.6026851197		0.0761466483		0.0763976963

		202973_x_at		FAM13A1		-0.5270438969		-5.595198218		0.0778197751		0.0780798656

		219714_s_at		CACNA2D3		-1.1358226606		-5.5932200168		0.0782653737		0.0785305003

		200838_at		CTSB		-0.7127166906		-5.5899273848		0.0790151047		0.0792863521

		218085_at		HSPC177		0.5063435597		5.5798924465		0.0813522846		0.0816352426

		206995_x_at		SCARF1		0.5290117693		5.5768872102		0.0820630134		0.0823521635

		202943_s_at		NAGA		-0.3482974076		-5.5615777691		0.0857972974		0.0861034949

		204588_s_at		SLC7A7		-0.6847097588		-5.537938807		0.0919028826		0.0922350367

		205238_at		FLJ12687		-0.3365256036		-5.5091870193		0.099919875		0.1002855347

		205927_s_at		CTSE		-0.8361469692		-5.4925059109		0.1048865355		0.105275127

		213566_at		RNASE6		-1.2358039558		-5.4920664699		0.1050160458		0.1054098797

		201360_at		CST3		-0.9079243445		-5.4843630058		0.107392753		0.1078003709

		218317_x_at		MGC5178		-0.5560958723		-5.4707905543		0.1117158558		0.1121449497

		219242_at		FLJ13386		0.4628580445		5.4681478948		0.1125735549		0.1130110499

		204473_s_at		KIAA0211		-0.2495033122		-5.4412212874		0.1217427311		0.122226907

		218206_x_at		SCAND1		-0.2125820664		-5.4119108226		0.1325826429		0.1331159455

		215283_at		LOC339290		-0.2393945343		-5.403305343		0.1359344691		0.1364935921

		208621_s_at		VIL2		-0.5840355927		-5.3987610334		0.1377389005		0.1383116971

		203941_at		FLJ10871		-0.2504631006		-5.3919560608		0.14048906		0.1410796703

		221634_at		RPL23AP7		1.3022452985		5.389403019		0.1415309625		0.1421323779

		200866_s_at		PSAP		-0.622559044		-5.3652247085		0.1518477431		0.152499892

		212062_at		ATP9A		1.2467260328		5.3459837434		0.1605912103		0.1612882019

		209155_s_at		NT5C2		0.568218498		5.3384716417		0.1641354335		0.1648552606

		210313_at		ILT7		-1.2106245208		-5.332091662		0.1672057377		0.1679466231

		211509_s_at		RTN4		0.3916088585		5.3310983599		0.1676824929		0.1684331064

		62212_at		MGC955		0.2531790227		5.3161009668		0.1751598307		0.1759518716

		209001_s_at		DKFZP566D193		0.2226353337		5.3118930661		0.1773112786		0.1781211022

		222067_x_at		HIST1H2BD		1.0116163046		5.3048391642		0.1809828107		0.1818176249

		208447_s_at		PRPS1		-0.4319046238		-5.2891388642		0.1894403793		0.1903228124

		208074_s_at		AP2S1		-0.3419101516		-5.2838660105		0.1923627375		0.1932675236

		211535_s_at		FGFR1		0.8404104193		5.268134631		0.2013699983		0.2023263008

		208450_at		LGALS2		-2.2026318541		-5.2536514749		0.2100339419		0.2110409344

		214455_at		HIST1H2BC		1.3930162094		5.2377465679		0.2199789841		0.2210436553

		203547_at		CD4		-0.5580226437		-5.2249068282		0.2283475272		0.2294630804

		209616_s_at		CES1		-1.4730219244		-5.2162782031		0.2341458175		0.2353003408

		200703_at		DNCL1		0.3856178506		5.2155712565		0.234617596		0.2357851118

		214962_s_at		NUP160		-0.5156085469		-5.2114535723		0.2374362613		0.2386285987

		211678_s_at		MEG3		0.3049649457		5.2060364285		0.2411994529		0.2424216553

		37226_at		BNIP1		-0.2605196045		-5.1993873294		0.2459024956		0.2471597113

		220239_at		SBBI26		-0.3485589686		-5.1914634196		0.2516291354		0.2529270732

		207237_at		KCNA3		-0.8758220981		-5.1871690568		0.2547828402		0.2561086333

		208874_x_at		PPP2R4		-0.3130158452		-5.1842176007		0.2569695498		0.2583184102

		218499_at		MST4		0.4543270403		5.1779564004		0.2616839232		0.2630694341

		217140_s_at		VDAC1		-0.5944771387		-5.1770674891		0.2623500043		0.2637509773

		221958_s_at		FLJ23091		-0.9905339724		-5.1760032695		0.2631520219		0.2645692508

		203235_at		THOP1		-0.3816935779		-5.1757430995		0.2633394584		0.2647696795

		202704_at		TOB1		-0.4798247529		-5.1554103695		0.2793687628		0.2809114682

		218053_at		FNBP3		0.361569429		5.1497080092		0.2840309052		0.2856122832

		203708_at		PDE4B		-1.0725523983		-5.1391804156		0.2928541936		0.2944980269

		200839_s_at		CTSB		-0.680323262		-5.1390756286		0.2929302486		0.294587844

		205875_s_at		TREX1		-0.9776246334		-5.1285404575		0.3020359965		0.3037588692

		213334_x_at		TREX2		-0.3018383459		-5.1255183405		0.3046899696		0.3064418541

		214522_x_at		HIST1H3D		1.2708717791		5.1252279963		0.304933687		0.3067008583

		202371_at		FLJ21174		0.6470155681		5.1000080321		0.3281356095		0.3300521854

		207216_at		TNFSF8		-0.4015475615		-5.0814918123		0.3462792734		0.3483175938

		206772_at		PTHR2		0.9769859817		5.0615045223		0.3669897307		0.3691666758

		202839_s_at		NDUFB7		-0.4713351478		-5.0614745573		0.3670050945		0.3691988486

		220474_at		SLC25A21		-1.1790319237		-5.0601288186		0.368427584		0.3706466252

		202172_at		ZNF161		0.3088989334		5.0481893476		0.3814270217		0.3837417366

		204912_at		IL10RA		-0.8718918157		-5.0431429069		0.3870478632		0.3894143243

		208821_at		SNRPB		-0.3327548668		-5.0413520139		0.3890510145		0.3914474517

		213652_at		PCSK5		-0.6731820052		-5.0394460064		0.3911954109		0.3936228849

		210836_x_at		PDE4D		-0.6414351005		-5.0186601173		0.4155458979		0.4181434127

		202208_s_at		ARL7		-1.3968465445		-5.0150628312		0.4198950737		0.4225389139

		201944_at		HEXB		-0.3413060959		-5.0081918676		0.4283462416		0.4310628203

		201595_s_at		LEREPO4		0.2401215685		5.0072724302		0.4294730602		0.4322163646

		203310_at		STXBP3		0.5433334308		4.9925134362		0.4482759036		0.4511597517

		207978_s_at		NR4A3		-0.8989880496		-4.9746308494		0.472164277		0.4752233333

		201583_s_at		SEC23B		-0.175996253		-4.9705726992		0.4777426812		0.4808596648

		215381_at		FRAP1		-0.6416994677		-4.953695647		0.5017264899		0.5050228352

		208496_x_at		HIST1H3G		1.3493397902		4.9514891398		0.5049295724		0.5082699919

		213294_at		FLJ38348		0.4297463381		4.9421461651		0.5187954231		0.5222512381

		201594_s_at		PPP4R1		0.3150801667		4.9361416655		0.5278974801		0.5314380079

		218631_at		VIP32		-0.3254943043		-4.9029036822		0.581325732		0.5852776405

		219093_at		FLJ20701		-1.040474233		-4.8939023875		0.5966860311		0.6007695876

		205836_s_at		FLJ21940		-0.5561907941		-4.893470674		0.597407012		0.6015227653

		209110_s_at		RAB2L		0.3664873552		4.887933532		0.6070292156		0.6112666708

		217989_at		RETSDR2		0.3898274171		4.8870880689		0.6084927653		0.6127682131

		219734_at		FLJ20174		-0.6067205397		-4.8832881177		0.6152116042		0.6195623458

		222150_s_at		LOC54103		-0.6296491974		-4.8767681035		0.6269325501		0.6313948046

		204552_at		INPP4A		-0.426179234		-4.8661036598		0.6466029654		0.6512347498

		212681_at		EPB41L3		-1.1435770507		-4.8573164995		0.6632656294		0.6680470601

		209967_s_at		CREM		-1.6828957237		-4.8557477099		0.666260223		0.6710936683

		210180_s_at		SFRS10		-0.40607882		-4.855146403		0.6673929276		0.6722650715

		220937_s_at		SIAT7D		-0.579293875		-4.8421798705		0.6929351984		0.6980254583

		215151_at		DOCK10		-1.1614761622		-4.8227044965		0.7331521478		0.7385713297

		206562_s_at		CSNK1A1		-0.3036560465		-4.8217998198		0.7350438879		0.7405106331

		216614_at				-0.8299599293		-4.8164592115		0.7464766344		0.752062514

		214469_at		HIST1H2AE		1.2855628278		4.8136450416		0.7525557313		0.7582214871

		201743_at		CD14		-1.6287696005		-4.8050768851		0.7714404204		0.7772836057

		215190_at		GA17		-0.4399364422		-4.7946441286		0.7950791974		0.8011377679

		217607_x_at		EIF4G2		-1.0030693204		-4.7869210294		0.8130309004		0.8192634243

		211047_x_at		AP2S1		-0.3673130213		-4.777086847		0.8364836743		0.8429342175

		214281_s_at		ZNF363		0.4898488353		4.7751387821		0.8411779625		0.847703159

		216755_at				-0.5528723388		-4.7676329666		0.8596219011		0.8663294712

		201988_s_at		CREBL2		-0.3146424981		-4.7669365896		0.8613178663		0.868078051

		214348_at		TACR2		0.264835849		4.7652765076		0.8654285872		0.8722606082

		207351_s_at		SH2D2A		-0.332722542		-4.7622377156		0.8730366984		0.8799687049

		203300_x_at		AP1S2		-0.5603406586		-4.7576830503		0.8845845667		0.8916487204

		210895_s_at		CD86		-1.3153558781		-4.757480865		0.8850623078		0.8921707582

		204211_x_at		PRKR		0.3385433484		4.7527499701		0.8972256126		0.9044727951

		213274_s_at		CTSB		-0.4214341147		-4.7473132046		0.9114149122		0.9188184006

		221523_s_at		RRAGD		0.7942846527		4.7428336369		0.923265837		0.9308078315

		219434_at		TREM1		-1.0369788825		-4.7410931547		0.9278857614		0.9355079508

		210275_s_at		ZNF216		-0.1901623044		-4.7385893707		0.9345906507		0.9423106842

		209551_at		MGC11061		0.4911770328		4.7208393304		0.9837937722		0.9919652619

		204491_at		PDE4D		-0.7542777461		-4.7171225324		0.9943820118		1.0026869589

		208078_s_at		TCF8		-1.3300730697		-4.7139052726		0.9999530747		1.0120604336

		209362_at		SURB7		0.4003629887		4.7071006182		0.9999530747		1.032173079

		208975_s_at		KPNB1		0.3877127816		4.7062269399		0.9999530747		1.0347839806

		204261_s_at		PSEN2		0.7886976342		4.7025892758		0.9999530747		1.0457253842

		207460_at		GZMM		-0.839899767		-4.7021150347		0.9999530747		1.0471602405

		202075_s_at		PLTP		0.8697719825		4.7008020629		0.9999530747		1.0511429414

		46167_at		TTC4		0.4027568615		4.6920627195		0.9999530747		1.0780379042

		203489_at		SIVA		-0.358939099		-4.6862745434		0.9999530747		1.096225308

		217780_at		PTD008		0.1588206452		4.6855064074		0.9999530747		1.0986616744

		212526_at		SPG20		0.6327671647		4.6831531262		0.9999530747		1.1061592604

		205859_at		LY86		-0.7006210223		-4.6745676972		0.9999530747		1.1339452421

		206682_at		CLECSF13		-0.7451124504		-4.6724237088		0.9999530747		1.1409913694

		207603_at		SLC4A7		-0.6970170395		-4.6664834576		0.9999530747		1.1607412913

		215761_at		RC3		-0.5010457201		-4.6532178602		0.9999530747		1.206077975

		204857_at		MAD1L1		-0.5741430215		-4.6489550138		0.9999530747		1.2210160375

		212984_at		ATF2		0.465203337		4.6447817205		0.9999530747		1.2358178674

		207630_s_at		CREM		-0.7433842406		-4.6440985633		0.9999530747		1.2382577668

		215621_s_at				-1.6218346475		-4.6430005565		0.9999530747		1.2421893095

		204185_x_at		PPID		0.3122693203		4.6403195423		0.9999530747		1.2518410469

		201911_s_at		FARP1		1.1439650898		4.6361989719		0.9999530747		1.2668202918

		221234_s_at		BACH2		-0.8326408963		-4.6323953625		0.9999530747		1.2808048713

		38487_at		STAB1		-0.5747012522		-4.6292804242		0.9999530747		1.2923712736

		58696_at		RRP41		0.2979106185		4.6285071353		0.9999530747		1.2952586502

		215340_at		ADCY1		-0.8070372493		-4.6270947816		0.9999530747		1.3005487303

		216054_x_at		MYL4		-0.6076394997		-4.6164632589		0.9999530747		1.3410628634

		215630_at				-1.0395784211		-4.6053933808		0.9999530747		1.3845760949

		203964_at		NMI		0.4246117783		4.6027059057		0.9999530747		1.3953491661

		216607_s_at				-0.3292875272		-4.6026088773		0.9999530747		1.3957396649

		212886_at		DKFZP434C171		-0.9240453025		-4.590058214		0.9999530747		1.4471739496

		205239_at		AREG		-1.4563618067		-4.587055923		0.9999530747		1.4597532921

		215586_at				-1.1271425605		-4.5755146401		0.9999530747		1.5091262554

		200790_at		ODC1		-0.4379991927		-4.575506989		0.9999530747		1.5091595284

		200950_at		ARPC1A		-0.2170783572		-4.5718908371		0.9999530747		1.5249670218

		221658_s_at		IL21R		-1.0102521639		-4.5712210972		0.9999530747		1.52791263

		218391_at		EAP30		-0.2567969392		-4.5708144516		0.9999530747		1.5297038599

		203054_s_at		TCTA		0.2774832485		4.5689801282		0.9999530747		1.5378097259

		209995_s_at		TCL1A		-1.0346948984		-4.5688844316		0.9999530747		1.5382337731

		200788_s_at		PEA15		-0.3726428266		-4.5636149405		0.9999530747		1.5617632745

		213000_at		NXP2		0.4275091528		4.5634665225		0.9999530747		1.5624311271

		206050_s_at		RNH		-0.2627834423		-4.5600852909		0.9999530747		1.577722824

		207513_s_at		ZNF189		0.4931586262		4.55613909		0.9999530747		1.595756979

		212870_at		C14orf138		0.5080976828		4.5512901235		0.9999530747		1.6181962958

		201548_s_at		PLU-1		0.4679096442		4.5510554414		0.9999530747		1.6192902078

		203102_s_at		MGAT2		0.5798678872		4.5473497259		0.9999530747		1.6366607856

		205609_at		ANGPT1		0.9770823963		4.5418323386		0.9999530747		1.6628657243

		205622_at		SMPD2		-0.5237071163		-4.5357173561		0.9999530747		1.6923940949

		212332_at		RBL2		-0.4166660859		-4.5317185008		0.9999530747		1.7119838835

		207840_at		CD160		-0.7698304484		-4.5312914213		0.9999530747		1.714089292

		212092_at		PEG10		-0.9617013647		-4.5256387913		0.9999530747		1.7421979711

		214508_x_at		CREM		-1.1766761545		-4.5241469022		0.9999530747		1.7496923769

		210044_s_at		LYL1		0.5720140617		4.5233795427		0.9999530747		1.7535595645

		219358_s_at		CENTA2		-0.2515833611		-4.5209578807		0.9999530747		1.7658192988

		219381_at		FLJ13231		1.0089637654		4.508934783		0.9999530747		1.827952923

		203390_s_at		KIF3C		0.5409999926		4.5062514817		0.9999530747		1.8421122037

		206099_at		PRKCH		-0.7632870999		-4.5042978853		0.9999530747		1.85248913

		221698_s_at		CLECSF12		-1.252772862		-4.5031532285		0.9999530747		1.8585960375

		210164_at		GZMB		-0.990974229		-4.5008561856		0.9999530747		1.8709111985

		206214_at		PLA2G7		-0.9202566683		-4.5005329451		0.9999530747		1.8726506536

		203897_at		LOC57149		0.2940986931		4.4988619592		0.9999530747		1.8816682629

		217914_at		TPCN1		-0.5335722875		-4.4950937247		0.9999530747		1.9021616969

		208583_x_at		HIST1H2AJ		0.4826447326		4.4937952431		0.9999530747		1.9092744399

		202220_at		KIAA0907		0.3691532907		4.4783500139		0.9999530747		1.9959223369

		217274_x_at				-0.5826510883		-4.4745915584		0.9999530747		2.0175884676

		213275_x_at		CTSB		-0.4751103793		-4.4743164552		0.9999530747		2.0191834346

		208888_s_at		NCOR2		0.4565870784		4.473090179		0.9999530747		2.0263081916

		204860_s_at				-0.8159415224		-4.465333546		0.9999530747		2.0719538201

		219256_s_at		FLJ20356		-0.473117598		-4.4624570271		0.9999530747		2.0891383193

		212519_at		UBE2E1		0.4286926884		4.4508585843		0.9999530747		2.1598681376

		210018_x_at		MALT1		-0.4120371511		-4.4439469266		0.9999530747		2.2031362715

		202736_s_at		LSM4		-0.4906124081		-4.4423765408		0.9999530747		2.2130858762

		207746_at		na		-0.5709812618		-4.4260943056		0.9999530747		2.3188976082

		211208_s_at		CASK		-0.342857693		-4.4184676015		0.9999530747		2.3701634037

		205513_at		TCN1		1.6785869683		4.4162038913		0.9999530747		2.3855939907

		218354_at		LOC51693		-0.1905054243		-4.4142623062		0.9999530747		2.3989077844

		201732_s_at		CLCN3		-0.7923391789		-4.4095062105		0.9999530747		2.4318318481

		218870_at		ARHGAP15		0.2901971037		4.4079855452		0.9999530747		2.4424524489

		219228_at		ZNF331		-0.7303864817		-4.4067095425		0.9999530747		2.4513995963

		219657_s_at		KLF3		-0.2487520258		-4.4020904272		0.9999530747		2.4840594916

		218348_s_at		HSPC055		0.2357913679		4.4017637337		0.9999530747		2.4863856016

		207332_s_at		TFRC		-0.8718946372		-4.3994600839		0.9999530747		2.5028490871

		221349_at		VPREB1		-1.3152396164		-4.3940155373		0.9999530747		2.5421883984

		208622_s_at		VIL2		-0.5355811071		-4.3931658967		0.9999530747		2.5483822264

		201938_at		CDK2AP1		0.4276375229		4.3886679187		0.9999530747		2.5814211149

		211655_at				-0.911652936		-4.3862380539		0.9999530747		2.5994445916

		208657_s_at		MSF		-0.4246903484		-4.3857428296		0.9999530747		2.6031331105

		216191_s_at		TRD		-0.7873443169		-4.3808245983		0.9999530747		2.6400464035

		213605_s_at				-0.8763534083		-4.3782948431		0.9999530747		2.6592338571

		209710_at		GATA2		0.7750388571		4.3697599051		0.9999530747		2.7249893822

		215375_x_at				-0.8636211582		-4.3462627809		0.9999530747		2.9144157685

		215013_s_at		USP34		-0.9339680199		-4.3418788298		0.9999530747		2.9511680576

		204329_s_at		ZNF202		0.5195110927		4.3400653752		0.9999530747		2.9665041648

		213258_at		TFPI		1.1736380341		4.3356712132		0.9999530747		3.0039914731

		216326_s_at		HDAC3		-0.2996923992		-4.3299225359		0.9999530747		3.0537401381

		215070_x_at		GAPCENA		-0.8930588249		-4.329218165		0.9999530747		3.0598912842

		212408_at		LAP1B		0.3976556444		4.3195250056		0.9999530747		3.1457904712

		37943_at		ZFYVE26		0.2824708994		4.3182398075		0.9999530747		3.1573566432

		202201_at		BLVRB		-1.1796638651		-4.3162598292		0.9999530747		3.1752575582

		204513_s_at		ELMO1		0.4703829993		4.3150193001		0.9999530747		3.1865240533

		221551_x_at		SIAT7D		-0.4393892053		-4.30622249		0.9999530747		3.2675545134

		201902_s_at		YY1		-0.6656682111		-4.3042760293		0.9999530747		3.2857564712

		219913_s_at		CRNKL1		0.4700458413		4.301442323		0.9999530747		3.3124340165

		218618_s_at		FAD104		0.4800536339		4.3010447254		0.9999530747		3.316194173

		217047_s_at		FAM13A1		-0.4604544844		-4.2985614709		0.9999530747		3.3397740996

		207078_at		MED6		-1.0944196619		-4.2974526443		0.9999530747		3.3503563061

		207075_at		CIAS1		-0.520684459		-4.2954821844		0.9999530747		3.3692431521

		213216_at		KIAA0459		-0.4028680877		-4.2953069307		0.9999530747		3.370928027

		205899_at		CCNA1		0.5071256451		4.29133979		0.9999530747		3.4092905725

		218307_at		FLJ11164		-0.2825733788		-4.2912492354		0.9999530747		3.4101712425

		211961_s_at		RAB7		0.1779594861		4.2910167926		0.9999530747		3.4124328438

		203420_at		FAM8A1		0.3008169519		4.2891036478		0.9999530747		3.4311033787

		217010_s_at		CDC25C		-0.4326849818		-4.2840770921		0.9999530747		3.4806386496

		221617_at		TAF9L		-0.4396390515		-4.2831157761		0.9999530747		3.4901920432

		204057_at		ICSBP1		-0.8109781317		-4.2819463574		0.9999530747		3.5018483398

		202571_s_at		DAP4		0.5686549268		4.2763016717		0.9999530747		3.5586535404

		207686_s_at		CASP8		-0.5199641126		-4.2723225865		0.9999530747		3.5992411944

		220489_s_at		TDE2		0.6891845225		4.2624133215		0.9999530747		3.7023091901

		215398_at				-0.6960625684		-4.2622511685		0.9999530747		3.7040197039

		201399_s_at		TRAM1		-0.4050256004		-4.26185751		0.9999530747		3.7081755498

		213410_at		EDRF1		0.4175634677		4.2589221151		0.9999530747		3.7393095033

		203267_s_at		DRG2		-0.3327888438		-4.2566773676		0.9999530747		3.7632916391

		219253_at		FAM11B		0.4480757066		4.2521134381		0.9999530747		3.8125188376

		221382_at				-0.5355984505		-4.2473498557		0.9999530747		3.8645753619

		213208_at		KIAA0240		-0.3822098808		-4.2434081609		0.9999530747		3.9081785643

		214540_at		HIST1H2BO		0.8404467065		4.2422926977		0.9999530747		3.9206054974

		202907_s_at		NBS1		0.3327553166		4.2414171677		0.9999530747		3.9303866543

		213805_at		ABHD5		-0.6475824106		-4.2330731053		0.9999530747		4.0248168836

		216317_x_at		RHCE		-1.3365117022		-4.2318578187		0.9999530747		4.0387552627

		211773_s_at		ZNF306		0.32699383		4.2306359794		0.9999530747		4.0528166599

		39318_at		TCL1A		-1.3995617395		-4.2273971683		0.9999530747		4.0903235672

		206503_x_at		PML		0.7495520453		4.2265732854		0.9999530747		4.0999188478

		217967_s_at		C1orf24		0.526904394		4.2248830888		0.9999530747		4.1196729236

		202151_s_at		GBDR1		-0.5377127592		-4.2235359384		0.9999530747		4.1354846799

		218262_at		FLJ22318		-0.3917773594		-4.223411359		0.9999530747		4.1369499026

		211177_s_at		TXNRD2		-0.6207432941		-4.2228772265		0.9999530747		4.1432378169

		206734_at		JRKL		0.7389974645		4.2209008698		0.9999530747		4.1665857175

		46947_at		FLJ10613		-0.2523043722		-4.2206283813		0.9999530747		4.1698149225

		203042_at		LAMP2		0.596254195		4.2186280181		0.9999530747		4.1935962863

		210045_at		IDH2		-0.2959947495		-4.2182698411		0.9999530747		4.1978685393

		200762_at		DPYSL2		-1.0499058106		-4.2181840319		0.9999530747		4.1988926859

		202944_at		NAGA		-0.4126818221		-4.2173141815		0.9999530747		4.2092883809

		51146_at		FLJ20477		0.4181304719		4.2164749828		0.9999530747		4.2193417394

		211202_s_at		PLU-1		0.6318458622		4.2138737798		0.9999530747		4.2506536537
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		206263_at		FMO4		0.2302624952		4.2116281723		0.9999530747		4.2778687837
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		205158_at		RNASE4		-0.5036664719		-4.1759140317		0.9999530747		4.7344430252
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		203974_at		FAM16AX		-0.3104225718		-4.1614431063		0.9999530747		4.9327820654

		215666_at		HLA-DRB3		-1.4872695969		-4.1600973725		0.9999530747		4.9516362849
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ABSTRACT 



The myelodysplastic syndromes (MDS) are clonal stem cell disorders, characterized by 



ineffective and dysplastic hematopoiesis. The genetic and epigenetic pathways that determine disease 



stage and progression are largely unknown. In the current study we used gene expression microarray 



methodology to examine the gene expression differences between normal hematopoietic cells and 



hematopoietic cells from patients with MDS at different disease stages, using both unselected and 



CD34+ selected cells. Significant differences between normal and MDS hematopoietic cells were 



observed for several genes and pathways. Several genes promoting or opposing apoptosis were 



dysregulated in MDS cases, most notably MCL1 and EPOR. Progression from RA to RAEB(T) was 



associated with increased expression of several histone genes.  In addition, the RAR-RXR pathway, 



critical for maintaining a balance between self-renewal and differentiation of hematopoietic stem cells, 



was found to be deregulated in hematopoietic cells from patients with advanced MDS compared to 



patients with refractory anemia. These findings provide new insights into the understanding of the 



pathophysiology and progression of MDS, and may guide to new targets for therapy. Taken together 



with previous published data, the present results also underscore the considerable complexity of the 



regulation of gene expression in MDS. 
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INTRODUCTION 



The myelodysplastic syndromes (MDS) are a heterogeneous group of clonal disorders of the 



hematopoietic stem cells.[1, 2] The natural history of MDS is that of progressive cytopenia with 



increasing transfusion needs, infectious and bleeding complications or alternatively, evolution to 



secondary AML.[1, 2] While relatively simple clinical and pathologic scoring systems with prognostic 



relevance have been developed, the molecular mechanisms involved in evolution of the disease are 



largely unknown.[3, 4] Identifying molecular markers of MDS may allow for a more accurate assessment 



of the prognosis and potentially identify new targets for therapy. 



 



The genetic lesions so far identified in MDS incompletely describe the biology and heterogeneity of the 



disease. Clonal karyotypic abnormalities are observed in approximately 40-50% of patients with primary 



MDS, and 90% of therapy-related MDS.[2, 5] Mutations important in denovo AML, for example 



mutations in RAS proto-oncogenes and FLT3 internal tandem duplications (ITD), have been described 



in 5-20% of MDS patients and are variably associated with disease progression.[3, 6-9] Beside overt 



genetic lesions, epigenetic lesions may also play a roll in the development of MDS. Hypermethylation 



has been described in many malignancies including MDS and may be associated with disease 



development, progression and prognosis.[10-14] For example, p15 promoter hypermethylation has been 



shown to be associated with MDS progression to AML in some studies.[3, 15] However, none of these 



alterations are specific for MDS and the underlying molecular causes of MDS have remained poorly 



understood.  



 



The vast number of genetic and epigenetic disturbances in MDS makes investigations to identify 



potential common pathways that may involved in disease development and progression challenging. 



Oligonucleotide microarrays have been found to be an excellent tool to study biology and identify 



potential prognostic factors in many forms of malignancies, including MDS. This platform allows 



examination of thousands of genes using a single sample. In the current study we used oligonucleotide 



microarrays to determine how the genetic expression profile differs between healthy hematopoietic cells 



and hematopoietic cells from patients with MDS, and to identify genes and pathways that might be 



relevant for MDS evolution and progression. 
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MATERIALS AND METHODS 



Patients.  Mononuclear cells (N=35) or purified CD34+ cells (N=8) from the marrow of 43 MDS patients 



were studied. Patients were sub-grouped according to the French-American-British (FAB) classification 



[16] into refractory anemia (RA, N=18), refractory anemia with ringed sideroblasts (RARS, N=11), 



refractory anemia with excess blasts (RAEB, N=8), and refractory anemia with excess blasts in 



transformation (RAEB-t, N=1). In addition, we included one patient with unclassified MDS, one patient 



with a mixed MDS/myeloproliferative picture, and three patients with AML that had evolved from MDS. 



Three patients had 5q deletion, however not as an isolated lesion, but as part of complex cytogenetic 



abnormalities. Mononuclear (N=10) or purified CD34+ bone marrow cells (N=14) from 24 healthy 



subjects were used as controls. Samples from five normal bone marrows, four patients with low grade 



MDS (RARS or RA), and seven patents with high grade MDS (RAEB-1 or RAEB-2) not used in the 



microarray studies were used for PCR validation studies of MCL1 expression. Some of the patients had 



received treatment in the past, including chemotherapy, erythropoietin or thalidomide, but no treatment 



was given within 4 weeks of sample acquisition. All patients and healthy donors had given informed 



consent according to the requirements of the Institutional Review Board.  



  



Sample preparation. Heparinized bone marrow samples were obtained by aspiration from the posterior 



iliac crest. Mononuclear cells were separated by density gradient centrifugation through Ficoll-Hypaque. 



CD34+ cells were purified by two rounds of high-gradient magnetic cell separation using autoMACS 



(Miltenyi Biotec Inc, Auburn, CA) with superparamagnetic microbead labeling of CD34+ cells. Total RNA 



was extracted using TRIzol (Invitrogen, Carlsbad, CA.) according to the manufacturer’s protocol. All 



RNA samples were analyzed on an HP 2100 bioanalizer (Aglient Technologyies, Palo Alto, CA USA) to 



ensure the integrity of total RNA prior to use in microarray assays.[17]  



 



Oligonucleotide microarray gene expression. RNA obtained from mononuclear cells was prepared 



according to the standard Affymetrix protocol (GeneChip Expression Analyses Technical Manual  



(http;//www.affymetrix.com/support/technical/manual/expression_manual.affx). For CD34+ cells, RNA 



was prepared using a single stranded linear amplification protocol (SLAP) prior to RNA labeling and 



hybridization.[17] Fragmented, biotinylated cDNA was hybridized to an Affymetrix HG-U133 microarray 



according to the manufacturer’s protocol.  
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Data analysis. DAT files for individual samples were generated using Affymetrix MAS 5.0 software. 



Target signals for probe sets were scaled to 500 for analyses. The detection algorithm was based upon 



default settings per Affymetrix recommendations 



(https://www.affymetrix.com/support/downloads/manuals/data_analysis_fundamentals_manual.pdf). 



Signals were transformed into log2 intensity.  Normalization was performed using the R 2.2.1 



software.[18] The expression data was then analyzed using SAM 2.2.1 (Significance Analysis of 



Microarrays (SAM), Stanford, CA)[19] or GenePlus 1.2 (http://www.enodar.com/technology6.htm) for 



specific gene expression analysis and Gene Set Enrichment Analysis software (GSEA v1.0, Broad 



Institute, MIT, Cambridge, MA) for pathway analysis.[20] We selected a false discovery rate (FDR) of 



5% to determine statistically significant up or down regulated genes in SAM.[21] Hierarchical clustering 



was performed using the dChip software available at http://biosun1.harvard.edu/complab/dchip/. 



 



For the analysis of MCL1 levels and transcript ratio in different MDS disease stages, a global p-value 



was derived using linear regression and tested in the null hypothesis that the mean transcript ratios were 



the same across normal, RA, and advanced phase MDS. The significant test for trend used linear 



regression of the mean of the transcript across each group, where each group was assigned values 1, 2, 



and 3 for normal, low, and advanced MDS, respectively. 



 



PCR validation of MCL1.  To validate the gene expression of MCL1 in normal and MDS hematopoesis, 



we developed quantitative RT-PCR assays. Samples from five normal bone marrows, four patients with 



low grade MDS (RARS or RA), and seven patents with high grade MDS (RAEB-1 or RAEB-2) not used 



in the microarray studies were analyzed. For MCL1, the two alternative splice variants were amplified 



separately, producing a full-length transcript (Tx1) associated with anti-apoptosis, and the alternatively 



spliced, smaller transcript (Tx2) that is pro-apoptotic. Quantitative PCR validation for MCL1 splice 



variants was performed on an ABI 7900 HT Fast Real-Time PCR System.  Thermocycler conditions 



were set at: 50° C for 2 min, 95° C for 10 min, and 40 cycles at 95° C for 15 sec and 60° C for 1 min.  A 



common primer sequence was used for the forward MCL1 primer (Ex1): 5’-



GAAGGCGCTGGAGACCTTAC-3’).  MCL1-Tx1 (MCL1-Tx1R) and MCL1-Tx2 (MCL1-Tx1R) reverse 



primer sequences were 5’-TTTCCGAAGCATGCCTTGG-3’ and 5’-ACTCCACAAACCCATCCTTGG-3’, 





http://www.sciencedirect.com.offcampus.lib.washington.edu/science?_ob=RedirectURL&_method=externObjLink&_locator=url&_cdi=6809&_plusSign=%2B&_targetURL=http%253A%252F%252Fwww.affymetrix.com%252Fsupport%252Fdownloads%252Fmanuals%252Fdata_analysis_fundamentals_manual.pdf


http://www.enodar.com/technology6.htm


http://www.broad.mit.edu/


http://www.broad.mit.edu/


http://biosun1.harvard.edu/complab/dchip/
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respectively. All probes were FAM-TAMRA; the MCL-1 probe sequence was 5’-



ATGGCGTGCAGCGCAACCAC-3’.  Controls genes were obtained from cloned 2.1 TOPO vector 



plasmids.  The size of the MCL1-Tx1 and MCL1-Tx2 inserts was 517 bp, and 269 bp respectively. 



 



 



RESULTS  



To explore the changes in gene expression that occur with the evolution of MDS from normal 



hematopoietic progenitor cells and during disease progression from RA to RAEB and transformation into 



secondary AML, we used two general strategies. First, we identified expression changes common to all 



MDS cases compared to normal bone marrow, and secondly, we examined gene expression in MDS 



cases that correlated with disease subtypes. Since it is not clear to what extent the biology of MDS is 



determined only by the malignant “stem cell” and what the entire cellular environment contributes, 



separate analyses were performed in unselected and CD34+ selected populations of both MDS and 



normal hematopoietic cells.  



 



Gene expression in MDS compared to normal bone marrow. We first compared unselected marrow 



mononuclear cells from 35 patients with MDS and 10 healthy donors. Unsupervised hierarchical 



clustering showed complete segregation between normal bone marrow and MDS marrow (Figure 1A). 



However, there was no segregation between the different morphologic subtypes of MDS (Figure 1A), 



underscoring the difficulty of describing MDS biology by morphology alone.  



 



In comparing all MDS cases to normal bone marrow, 516 genes were up-regulated and 2107 were 



down-regulated in the MDS samples (Supplementary Table 1). The top up-regulated genes in MDS 



included: the HSPA1A (heat shock 70kDa protein), CEACAM6 (carcinoembryonic antigen-related cell 



adhesion), DEFA1/4 (defensin alpha 1 and 4), GFI1 (growth factor independent 1) and TCN1 



(transcobalamin 1). Among the top down-regulated genes were CREM (a cAMP responsive element 



modulator), SC5D (sterol-C5-desaturase (ERG3 delta-5-desaturase homolog, fungal)-like), PIK3R1 



(phosphoinositide-3-kinase, regulatory subunit 1 (p85 alpha) and IRF4 (interferon regulatory factor 4). 



GSEA analysis was then used to discover annotated biological pathways over-represented by genes 



that were up or down-regulated in MDS compared to normal bone marrow. The pathways most 
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significantly enriched in abnormally regulated genes in MDS were vesicle transport, glycogen 



metabolism, chaperone modulated interferon signaling, and the pentose phosphate pathway.  



 



We next compared gene expression in CD34+ selected cells from MDS and normal bone marrow to 



examine potential changes occurring primarily in the putative MDS “stem cell”. We identified 704 genes 



that were up-regulated and 826 genes that were down-regulated in the CD34+ cells from MDS patients 



compared to CD34+ cells from healthy donors (Supplementary Table 2). In comparing the genes that 



differed significantly between unsorted samples and purified CD34+ cells, we observed an overlap of 12 



genes that were consistently up-regulated in both the unselected and CD34+ selected cells, and 95 



genes that were consistently down-regulated in both the unselected and CD34+ selected cells (Table 1, 



full list in Supplementary Table 3). These genes are likely to be highly relevant as markers of biological 



activity, as well as targets for diagnostic and therapeutic tools. The top overlap genes and their 



expression in all samples are shown in Figure 1B, 1C and Figure 2. The overlap genes fall into several 



relevant biological categories. Interestingly, many genes were deregulated in favor of increased 



apoptosis: decreased expression in the anti-apoptotic regulator MCL1, the erythropoetin receptor EPOR, 



and TNF anti-apoptotic modulator TNFAIP3, and an increased expression in Ca+2 activated 



nucleotidase CANT1, and the inhibitory receptor LAIR1. There was no association of EPOR level and 



past use of erythropoetin. Dysregulated immune function and cytokine expression have been implicated 



in MDS, and in this analysis are highlighted by the increased expression of the CD4/CD8 cytokine 



CCL18, the decreased expression of the “master” control gene for class II MHC expression CIITA, and 



the decreased expression of CXCR4, the receptor for stroma derived factor 1.  



 



 



Gene expression in RA compared to advanced MDS. The signals that lead to progression from RA to 



more advanced disease are poorly understood. We compared unselected mononuclear cells from 16 



patients with RA to unselected mononuclear cells from 11 patients with advanced MDS, again using 



normal bone marrow as reference. Several genes were expressed differently in normal bone marrow, 



RA and advanced disease (Table 2, Supplementary Table 4).  Among these genes are MAX (MYC 



associated factor X), HIST2H2BE (histone 2, H2be), HIST2H2AA (histone 2, H2aa), HIST1H2BG 



(histone 1, H2bg) and TNFRSF1A (tumor necrosis factor receptor superfamily, member 1A) which were 
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increasingly expressed with the evolution of RA from normal bone marrow and with progression from RA 



to more advanced stages of MDS (Figure 3). ASGR2 (asialoglycoprotein receptor 2), TGFB1 



(transforming growth factor, beta 1) IDH3B (isocitrate dehydrogenase 3 NAD+ beta) and EPB41L3 



(erythrocyte membrane protein band 4.1-like 3) were down regulated in RA compared to normal bone 



marrow, and were further down-regulated in advanced MDS (Figure 3).  We next searched for changes 



in biological pathways associated with MDS disease progression. Using the GSEA software we 



identified statistically significant enrichment in genes involved in the Rac 1 cell motility signaling pathway 



and the RAR-RXR pathway with advanced disease.  



 



Validation studies of MCL1. In validation studies (Figure 4), the expression of both the longer anti-



apoptotic transcript (Tx1) and the shorter pro-apoptotic transcript (Tx2) variants of MCL1 decreased 



significantly from normal bone marrow to low grade, and high grade MDS (global significance levels of 



Tx1 and Tx2  when comparing normal, low, and high grade MDS were p=0.03 and p=0.007, 



respectively). Moreover, there was a shift of the ratio of the anti-apoptotic/pro-apoptotic mRNA level in 



these three states, with a Tx1/Tx2 of 8.4 for normal bone marrow, 4.8 for low grade MDS, and 2.6 for 



high grade MDS (global significance p=0.0008, test of trend p=0.0001). Thus, MDS and progression of 



MDS were associated with not only a global decline in MCL1 level, but a shift in transcript towards a pro-



apoptotic bias. 



 



 



DISCUSSION 



MDS comprises a heterogeneous group of clonal disorders that are characterized by aberrant 



differentiation in multiple hematopoietic cell lineages and are thought to involve hematopoietic stem 



cells.[1, 2] However, there is mounting evidence that the disease process is not entirely stem cell-



autonomous and that signals derived from more differentiated cells, in particular monocytes and T 



lymphocytes, and from the marrow stroma affect the disease process.[22-30] We, therefore, performed 



an analysis of gene expression in both unselected mononuclear cells and in selected CD34+ cells from 



MDS marrow in comparison to the analogous cell populations from normal marrow. Our results identified 



2623 genes with expression differences between unselected marrow mononuclear cells from healthy 



donors and MDS patients and 1530 genes with expression differences between CD34+ cells from 
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healthy donors and MDS patients.  Compared to normal marrow, MDS was associated with an aberrant 



expression of genes involved in apoptosis, including a decreased expression of MCL1 and EPOR1, and 



these changes were present both in non-selected and CD34+ selected cell populations. Moreover, the 



PML gene and genes of the RAR-RXR pathway were found to be associated with the diagnosis of MDS 



and with advanced disease, respectively, suggesting disruptions of the normal differentiation pathway.  



 



Several genes associated with the promotion of a pro-apoptotic state were identified, including anti-



apoptotic regulator MCL1, the erythropoetin receptor EPOR, and TNF anti-apoptotic modulator 



TNFAIP3. Down regulation of MCL1 is consistent with the increased rate of apoptosis observed in MDS. 



[26, 31-35]  The protein encoded by the MCL1 gene belongs to the Bcl-2 family, known to be regulator 



of programmed cell death. MCL1 has been shown to be essential in the survival of hematopoetic stem 



cells, as inducible deletions of MCL1 in murine models results in a profound loss of bone marrow 



function, including a loss of hematopoietic stem cells.[36]  MCL1 activity appears to be required for 



neutrophil, but not for macrophage survival,[37] suggesting the possibility of lineage specific or 



differentiation dependent activity. Alternative splicing of the MCL1 gene results in two transcript variants 



encoding distinct isoforms. The longer gene product (isoform 1;Tx1) enhances cell survival by inhibiting 



apoptosis, while the alternatively spliced shorter gene product (isoform 2;Tx2) promotes apoptosis and 



is death-inducing.[38] These findings are reminiscent of those described for the long and short splice 



variants of the death signal inhibitory protein FLIP in MDS,[39] suggesting that regulation of splice 



variants at the transcriptional level is involved in the determination of cell death in MDS.  Our data show 



that not only was MCL1 expression decreased in MDS compared to normal hematopoetic cells, but ratio 



of long/short transcripts shifted in favor of a more pro-apoptotic state. Would such a pattern be 



compatible with the general observation that apoptosis in marrow cells overall tends to decrease as 



MDS progressed to more advanced stages?[40] The results appear counterintuitive. However, we have 



previously shown that the rate of apoptosis differs between clonal and non-clonal hematopoietic cells, 



and the relative proportions of those cell populations change with progression of MDS.[41] Further we 



observed that expression of the short splice variant of FLIP, characterized anti-apoptotic protein, 



showed a positive correlation with the extent of apoptosis.[39] Taken together with the lineage specificity 



of MCL1 as described by Dzhagalove et al,[37] it is conceivable that a pro-apoptotic effect of MCL1 in 



advanced MDS is expressed only in subset of cells, but does not interfere with increasing proliferation of 
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the malignant clone. Such a model would also be consistent with the observed overall decline in 



expression of this gene as MDS progresses (see results).  



 



The erythropoietin receptor (EPOR) is a member of the cytokine receptor family. Upon erythropoietin 



binding, the erythropoietin receptor activates the Jak2 tyrosine kinase, which in turn activates various 



intracellular signaling pathways, including, Ras/MAP kinase, phosphatidylinositol 3-kinase and STAT 



transcription factors.[42] EPOR has an anti-apoptotic function via the Akt-pathway, and signaling via the 



erythropoietin receptor promotes erythroid cell survival, particularly in patients with MDS.[43-45] Thus, 



the down-regulation of both MCL1 and EPOR may play a role in the dysregulation of  apoptosis in 



hematopoetic cells leading to ineffective hematopoiesis in MDS.  It is clear, however, that the pattern of 



expression of MCL1 and EPOR by themselves can not explain satisfactorily the extent of apoptosis and 



proliferation dysregulations at different stages of MDS. Other factors are involved, and studies of purified 



cell populations, simultaneously analyzing the impact of various signals will be necessary.[46] 



 



Of special biological interest are the MAX (MYC associated factor X) and PML (promyelocytic leukemia) 



genes, which were found to be up-regulated in both unselected mononuclear cells and CD34+ selected 



cells in MDS compared to normal bone marrow and which showed a correlation with progression to 



advanced disease. The protein encoded by the MAX gene is a transcription factor that interacts with the 



MYC oncoprotein to form homodimers and heterodimers. Rearrangement among these dimer forms 



provides a complex system of transcriptional regulation.[47] Therefore, alteration in transcription 



regulation resulted by up regulation of the MAX gene might play a role in the pathophysiology of MDS. In 



addition, the correlation with progression to advanced disease and the fact that the MAX gene was 



found to be up regulated in both CD34+ selected cells and unselected marrow cells make this gene a 



candidate marker for disease progression. The protein encoded by the PML gene is a member of the 



tripartite motif (TRIM) family. This phosphoprotein localizes to nuclear bodies where it functions not only 



as a transcription factor but also as a tumor suppressor. Its expression is cell-cycle related and regulates 



the p53 response to oncogenic signals.[48] The gene is also involved in the translocation of the retinoic 



acid receptor alpha gene associated with acute promyelocytic leukemia (APL).[49] A Further suggestion 



of the importance of PML and the RARA pathway in MDS disease progression is the deregulation of the 



RAR-RXR pathway in the advanced MDS noted in our analysis.  RXR and RAR are nuclear receptors 
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that bind either all-trans retinoic, 9-cis retinoic acid, or other retinoid ligands.[50] Ligand binding induces 



a conformational change in the receptors which results in dissociation of the co-repressors and binding 



of co-activators with histone acetylase activity.[50] The retinoic acid pathway is critical for maintaining a 



balance between self-renewal and differentiation of hematopoetic stem cells,[51, 52] and deregulation of 



the RAR-RXR pathway, as was shown in our study, may affect differentiation and self-renewal, and 



thereby allow RA to progress to acute leukemia. 



 



Three histone genes (HIST2H2BE, HIST2H2AA, HIST1H2BG) were found to be up-regulated in MDS 



compared to normal bone marrow, and moreover found to be correlated with advanced disease. The 



expression of specific histone classes dictate changes in chromatin structure and gene expression, and 



influences various pathways, including cell cycle progression.[53-55] In addition, there is considerable 



evidence that histone H1 also functions as a non-specific repressor of transcription.[56] Moreover, post- 



translational modifications of histones by histone acetylation and deacetylation play a role in 



tumorgenesis. Histone deacetylases are promising targets in drug development for cancer therapy.[57] 



Given that our data suggest that aberrations in histone biology are involved in MDS progression, their 



may be a rationale for using these agents to stem progression of early MDS, especially in combination 



with agents that block apoptosis, as discussed above. 



  



Several studies have examined gene expression in MDS, using either purified CD34+ or unselected 



mononuclear cells.[58-62]  There is little overlap between the genes identified across those studies or 



our current results. Such discrepancies are not uncommon in gene expression studies, and likely result 



from differences in cell types studied (CD34+ versus mononuclear cells), analytic techniques to define 



significant genes, and composition of the cohorts of patients studied. For example, the study by 



Pellagatti et al [60] examined CD34+ cells from 55 MDS patients obtained from multiple centers, and 



showed that MDS cells had gene signatures enriched in interferon response genes. Of the 55 patents, 



20 had the 5q- chromosomal aberration. Patients with 5q- MDS are unusually sensitive to the drug 



lenalidomide, and have recently been shown to have a unique gene expression signature using 



unselected mononuclear cells.[63]  
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Since it is unknown which cell population, CD34+ selected or unselected mononuclear cells, best 



describes the pathology of MDS, and given that various studies have used both types of samples, we 



performed both types of arrays, and focused on genes found to be dysregulated in both cell populations. 



Thus, we consider our gene selection to be fairly robust. We are comforted by the fact that the most 



relevant genes identified in the present analysis seem biologically relevant: alterations of differentiation 



and proliferation pathways (PML, RAR-RXR, MAX), involvement in apoptosis (MCL1, EPOR) and 



regulation of hematopoiesis (TNFAIP3, CXCR4, CCL18). 



 



Since the patient population included in this study was relatively small, we were unable to study specific 



correlations between gene expression, cytogenetics, and clinical presentation. However there did not 



appear to be an association of previous treatment to the molecular signature, and specifically there was 



no effect of erythropoietin treatment on EPOR gene expression.  These findings strengthen our 



interpretation that low EPOR levels might be related to the pathophysiology of MDS, and might explain 



the heterogeneity of response to treatment with erythropoietin among MDS patients. 



 



In conclusion, this study provides new data on gene expression in the different phases of MDS. 



Although no single gene can likely explain the pathophysiology of the disease, some of the differences 



delineated in this study may prove relevant in our efforts to identify prognostic markers and therapeutic 



targets.  
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Figure legends 



 



Figure 1.   



A. Hierarchical clustering of 1,000 differentially expressed genes in normal marrow and marrow 



from MDS patients. Each row represents a single probe set and each column a separated normal or 



MDS marrow sample. Blue coloring represents down-regulated genes in MDS compared to normal, 



while red represents up-regulated genes in MDS. Unsupervised hierarchical clustering showed complete 



segregation between normal bone marrow (n=10) and MDS (n=35), but no segregation between the 



different stages of MDS.  



B, C.   Heat map of up- and down-regulated genes in unselected mononuclear and CD34+ 



selected cells from MDS marrow and normal marrow samples.   



B) Comparison of gene expression in unselected mononuclear cells in MDS and normal bone marrow: 



“a” - normal bone marrow samples; “b” - RA samples; “c” - RARS; “d” - RAEB; “e” - RAEB-t; “f” - 



unclassified MDS; and “g” - AML cases arising from antecedent MDS.  



C) Comparison of gene expression in CD34+ selected cells: “a” - normal marrow; “b” - RA; “c” - RARS; 



“d” - RAEB; and “e” - a case of MDS/MPS (a mixed MDS/myeloproliferative picture). 



 



Figure 2.  Expression of genes that were up- or down-regulated in MDS compared to normal 



bone marrow. Log-2 expression level is shown on the Y axis; samples and cell type are indicated on 



the X axis. For each one of the four genes shown in this figure, the expression of the individual samples 



(for both unselected mononuclear cells and CD34+  selected cells) are shown. NBM: normal bone 



marrow. 



 



Figure 3. Expression of genes that correlated with advanced disease. 



Log-2 gene expression of MAX, HIST2H2BE, CD36 Receptor and TGFB1 in normal bone marrow 



(NBM), RA, and advanced disease (RAEB, RAEB-t, AML). 



 



Figure 4.  Quantitative RT-PCR assay of MCL1.  



A. Expression of MCL1 anti-apoptotic transcript (tx1) and pro-apoptotic transcript (tx2).  Values 



on the y axis represent MCL1 expression relative to endogenous control (beta-2-microglobulin) in 
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normal bone marrow (n=5), RA patients (n=4) and MDS patients with advanced disease (n=7). Both 



normal and MDS marrows were obtained from individuals who were not used for the gene expression 



array. 



B. Relative expression of MCL1 anti-apoptotic transcript (tx1) versus pro-apoptotic transcript 



(tx2). Values on the y axis represent the relative expression of MCL1 tx1 versus tx2 for each of the 



individuals shown in panel A.  
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			MDS (multiple groups) vs NBM mononuclear cells:


			Positive genes


						Gene ID (Affymetrix probe #):			Gene Name			Score(d)			Numerator(r)			Denominator(s+s0)			Fold Change			q-value(%)


						214290_s_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			9.7193401943			2.5575306762			0.2631383021			6.5675066367			0


						218280_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			8.8302472879			2.4099303099			0.2729176467			6.2166707949			0


						200799_at			HSPA1A			8.0033139312			2.0663854762			0.258191231			4.6193360989			0


						213603_s_at			RAC2			7.9769927146			0.6806524671			0.0853269511			1.62403969			0


						205897_at			NFATC4			7.4633251072			1.5150751894			0.2030027056			2.7534712444			0


						214281_s_at			ZNF363			7.0267040964			0.9495597291			0.135135864			1.9412922281			0


						211657_at			CEACAM6			7.0195567054			4.4602884982			0.6354088563			35.2443495284			0


						200800_s_at			HSPA1A			6.8357935996			2.3941311498			0.350234558			6.4404792119			0


						212749_s_at			ZNF363			6.805606396			1.0164336837			0.1493524051			2.0071700665			0


						205033_s_at			DEFA1			6.7856379463			5.2228887285			0.7696975244			47.8303096633			0


						206589_at			GFI1			6.7655484013			2.7647812951			0.4086559036			6.5199153207			0


						205513_at			TCN1			6.7135530134			3.7379184475			0.5567720162			20.5343688998			0


						222315_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			6.6637205643			3.1732540405			0.4761985455			10.6121743899			0


						205633_s_at			ALAS1			6.630657937			2.033048153			0.3066133365			4.9528270057			0


						207269_at			DEFA4			6.562789733			5.3198798781			0.810612574			73.3533083768			0


						203757_s_at			CEACAM6			6.3745155761			4.8724372474			0.7643619643			46.1874330797			0


						208864_s_at			TXN			6.2569250736			0.889049551			0.1420904902			1.9011039102			0


						219281_at			MSRA			6.0031262764			1.1316746489			0.1885142169			2.326660366			0


						209893_s_at			FUT4			5.9022789058			1.4183317308			0.2403023906			2.9607158416			0


						218332_at			BEX1			5.8961730275			2.7230789653			0.4618383743			9.672708355			0


						203897_at			LOC57149			5.8396439205			0.5541314307			0.0948913047			1.4845269673			0


						207384_at			PGLYRP			5.7978611585			6.3669415409			1.098153503			136.9085226643			0


						202708_s_at			HIST2H2BE			5.7875721847			1.6032529457			0.2770164923			3.5596069895			0


						212408_at			LAP1B			5.7750297793			0.8530497057			0.1477134731			1.8240492194			0


						203964_at			NMI			5.7714433126			0.7103042417			0.1230722028			1.6632901923			0


						206207_at			CLC			5.7441702807			3.6662960609			0.6382638191			20.578262671			0


						218983_at			C1RL			5.7188113601			1.4602845406			0.2553475624			3.0103173516			0


						222067_x_at			HIST1H2BD			5.7152963392			1.5866444926			0.2776136876			3.0614495436			0


						208490_x_at			HIST1H2BF			5.7024773124			1.35176253			0.237048296			2.597926766			0


						202252_at			RAB13			5.6584196509			1.3799157997			0.2438694697			2.8565220716			0


						206772_at			PTHR2			5.610120812			1.8118179151			0.3229552403			3.5972660535			0


						220005_at			GPR86			5.5850664969			3.1261983421			0.5597423672			9.2766544406			0


						203986_at			GENX-3414			5.5627308663			2.3616284076			0.42454479			5.5622377622			0


						209332_s_at			MAX			5.5605566637			0.7047220484			0.1267358811			1.6743772721			0


						208496_x_at			HIST1H3G			5.5593584131			2.2578835732			0.4061410338			6.2064232409			0


						203021_at			SLPI			5.5149016101			2.8754406776			0.5213947376			10.6897557594			0


						208546_x_at			HIST1H2BH			5.4879112495			1.7350828447			0.3161645234			3.1414006981			0


						204430_s_at			SLC2A5			5.480476912			2.4880682731			0.4539875476			6.2395936073			0


						204351_at			S100P			5.4744096482			3.5610230711			0.6504853126			17.6974611818			0


						202442_at			AP3S1			5.4618235445			0.9023468192			0.165209808			1.9675710248			0


						212062_at			ATP9A			5.4384531877			2.1832659871			0.4014498078			5.4357572444			0


						210244_at			CAMP			5.4019948887			5.051452835			0.9351087772			48.4460808461			0


						207802_at			CRISP3			5.389627476			5.7664581727			1.069917763			85.4879825641			0


						205480_s_at			UGP2			5.3696377921			0.7508470968			0.1398319823			1.7302618133			0


						209331_s_at			MAX			5.3495000223			0.6375754625			0.1191841219			1.5531632044			0


						205041_s_at			ORM1			5.3338280212			4.8024738047			0.9003803245			63.4740913998			0


						204804_at			SSA1			5.3073208951			0.6914098701			0.1302747438			1.6456173113			0


						213545_x_at			SNX3			5.3039660227			0.6586637493			0.124183252			1.6120893847			0


						202875_s_at			PBX2			5.2858183547			0.7059320051			0.1335520742			1.6267648641			0


						200961_at			SPS2			5.2563317353			0.7130997812			0.1356649118			1.6879127005			0


						221523_s_at			RRAGD			5.2454084697			1.5854890115			0.3022622586			3.499344894			0


						204220_at			GMFG			5.2192822808			0.7261131977			0.1391212735			1.7081407892			0


						204185_x_at			PPID			5.2066051379			0.6326597925			0.1215109991			1.5940140296			0


						220811_at			PRG3			5.183117591			3.7746482879			0.7282582773			31.409631728			0


						203041_s_at			LAMP2			5.1686479447			1.2405093071			0.2400065395			2.5873692707			0


						214627_at			EPX			5.1672936839			2.7115060496			0.5247439405			10.3079740016			0


						211275_s_at			GYG			5.1498332775			1.376437967			0.2672781608			2.9220150625			0


						209806_at			HIST1H2BK			5.1414706994			1.3780781955			0.2680319068			3.0126459868			0


						220615_s_at			FLJ10462			5.0893153655			2.1947109375			0.4312389349			5.974893018			0


						209357_at			CITED2			5.0739073786			1.2779358302			0.2518642409			2.6896121701			0


						202794_at			INPP1			5.0598202414			0.7927749776			0.1566804629			1.8032658766			0


						221864_at			MGC13024			5.0533375469			0.8853504455			0.1752011294			1.9515146929			0


						207643_s_at			TNFRSF1A			5.0399035096			1.086323254			0.2155444548			2.2622311361			0


						217794_at			DKFZP564J157			5.0383677692			0.6856969935			0.1360950659			1.6383902782			0


						212268_at			SERPINB1			5.034756732			1.2798308774			0.2541991491			2.6937498601			0


						212082_s_at			MYL6			5.0305208752			0.5520913231			0.1097483415			1.4769432			0


						200734_s_at			ARF3			5.001678432			0.419990247			0.0839698619			1.3496760117			0


						211743_s_at			PRG2			4.99296765			3.976825612			0.7964853552			30.1326585302			0


						201315_x_at			IFITM2			4.9903103598			1.2820408355			0.2569060325			2.6939196996			0


						220421_at			FLJ21458			4.9808640559			2.8325400858			0.56868448			13.1563878812			0


						218643_s_at			CRIPT			4.9450180375			1.0695799722			0.2162944531			2.1079223781			0


						202529_at			PRPSAP1			4.9394017692			0.6305560505			0.1276583845			1.586520251			0


						214040_s_at			GSN			4.9240257593			2.4578704621			0.4991587336			7.1387395631			0


						218870_at			ARHGAP15			4.9209141653			0.5173040623			0.1051235695			1.4400415556			0


						219271_at			GalNac-T10			4.91952229			2.2944263535			0.4663921044			6.0728039281			0


						200067_x_at			SNX3			4.9132709974			0.5491825287			0.1117753385			1.4823569746			0


						202349_at			DYT1			4.8985025156			0.5953152791			0.1215300548			1.541060104			0


						206640_x_at			GAGE4			4.8900395458			1.042430176			0.2131741812			1.797111033			0


						200942_s_at			HSBP1			4.855724505			0.5377810635			0.1107519718			1.4587118825			0


						212203_x_at			IFITM3			4.850143469			1.0020899285			0.2066103683			2.1256666618			0


						204436_at			pp9099			4.8500401389			0.8440133315			0.1740219271			1.9228893202			0


						208636_at			ACTN1			4.8276451146			1.4169405841			0.2935055395			3.0847123966			0


						206157_at			PTX3			4.8269522569			1.8654468677			0.3864647439			4.8378081969			0


						212700_x_at			KIAA0356			4.824906076			0.9609087443			0.1991559482			1.9956625461			0


						201318_s_at			MRCL3			4.7954680076			0.6084658592			0.1268835197			1.5569943723			0


						202030_at			BCKDK			4.7869778966			0.5108178406			0.1067098808			1.4244459587			0


						214522_x_at			HIST1H3D			4.74832134			2.2081763143			0.4650435714			5.5517256579			0


						200011_s_at			ARF3			4.7369850472			0.4371685801			0.0922883597			1.3712823484			0


						208579_x_at			H2BFS			4.7318084365			1.6170080755			0.3417315171			3.7410215351			0


						204636_at			COL17A1			4.724785244			2.7419266163			0.5803283059			9.4983103972			0.212424178


						203936_s_at			MMP9			4.7214590721			3.3341333623			0.7061658931			17.5944478051			0.212424178


						219191_s_at			BIN2			4.7205038875			0.7288000402			0.1543903061			1.6831139712			0.212424178


						213102_at			ACTR3			4.6822237292			0.6707221932			0.1432486425			1.6370775437			0.212424178


						78047_s_at			MMP24			4.6777449967			0.3757428318			0.0803256338			1.3117723548			0.212424178


						221524_s_at			RRAGD			4.6741262974			1.3269891992			0.2839010148			2.8108537636			0.212424178


						205040_at			ORM1			4.6729372303			4.8686104237			1.0418737046			80.2425858359			0.212424178


						208583_x_at			HIST1H2AJ			4.6555598488			0.7309321472			0.1570019871			1.7272737212			0.212424178


						217918_at			DNCL2A			4.6493365185			0.5778118137			0.1242783376			1.5308722018			0.212424178


						206503_x_at			PML			4.6464782824			1.3741930601			0.2957493776			2.6707969925			0.212424178


						208626_s_at			VAT1			4.645900784			0.9160738837			0.1971789597			2.0328521777			0.212424178


						208527_x_at			HIST1H2BE			4.6378690898			0.9424992416			0.2032181641			2.0858846444			0.212424178


						219014_at			PLAC8			4.6351819139			0.970608248			0.2094002492			2.0699195545			0.212424178


						211004_s_at			ALDH3B1			4.6348868545			0.841644255			0.1815889538			1.8500612706			0.212424178


						212892_at			ZNF282			4.6267421917			0.7986992225			0.172626697			1.7391335845			0.212424178


						200663_at			CD63			4.6161758023			0.7730988218			0.1674760353			1.8082867039			0.212424178


						214455_at			HIST1H2BC			4.6153368727			2.0937315246			0.453646523			4.8385723157			0.212424178


						200696_s_at			GSN			4.6138358309			1.4665738735			0.3178643383			3.3017428872			0.212424178


						202811_at			AMSH			4.6127044615			0.5153096165			0.11171529			1.4504579926			0.212424178


						206676_at			CEACAM8			4.6106103107			4.1244358345			0.8945531191			28.6233247211			0.212424178


						210648_x_at			SNX3			4.6094229024			0.4945054208			0.107281417			1.4365305731			0.212424178


						212768_s_at			GW112			4.6036682482			4.7008400254			1.0211074673			36.9301459783			0.212424178


						205147_x_at			NCF4			4.6006022584			1.3022107444			0.2830522334			2.7611770835			0.212424178


						205780_at			BIK			4.570110518			2.2095836887			0.4834858326			6.7572751323			0.212424178


						203282_at			GBE1			4.5563653211			1.1647949574			0.2556412568			2.5301378183			0.212424178


						200944_s_at			HMGN1			4.5373203331			0.3940042034			0.0868363207			1.3228110053			0.212424178


						206208_at			CA4			4.5372333639			2.8806405237			0.6348892139			12.0207127627			0.212424178


						202100_at			RALB			4.5351873272			0.774751065			0.1708311056			1.8128216488			0.212424178


						218145_at			C20orf97			4.5323147795			0.8360010869			0.1844534476			1.9122044373			0.212424178


						51192_at			SSH-3			4.5216808544			0.7911428627			0.1749665419			1.7202926382			0.212424178


						211509_s_at			RTN4			4.5211364413			0.5779577477			0.1278346175			1.5483675528			0.212424178


						207519_at			SLC6A4			4.5206770587			0.9448161187			0.2089988085			1.7213747308			0.212424178


						203765_at			GCA			4.4927418063			1.520374431			0.3384068118			3.5205385342			0.212424178


						213572_s_at			SERPINB1			4.4766401283			1.0333427178			0.2308299725			2.223298566			0.212424178


						203274_at			F8A			4.4756992664			0.3970827004			0.0887197009			1.3373087821			0.212424178


						215779_s_at			HIST1H2BG			4.4707546526			1.700582993			0.3803794046			3.6796760646			0.212424178


						209515_s_at			RAB27A			4.4692774989			1.1128532582			0.2490007073			2.4298485042			0.212424178


						211883_x_at			CEACAM1			4.459531102			2.0078535893			0.4502387232			5.2295141407			0.212424178


						221732_at			SHAPY			4.4585996098			1.5091119313			0.3384721804			3.0466425412			0.212424178


						203042_at			LAMP2			4.4583696328			1.0335571634			0.2318240183			2.1743192395			0.212424178


						203802_x_at			WBSCR20A			4.4541871345			0.832640445			0.1869343204			1.7647715724			0.212424178


						205769_at			SLC27A2			4.4495697489			1.1500844497			0.2584709342			2.4186712931			0.212424178


						62212_at			MGC955			4.448052945			0.389312257			0.0875241958			1.3139290287			0.212424178


						210484_s_at			MGC31957			4.4463402216			2.0527315121			0.4616676659			4.0566377544			0.212424178


						215102_at			LOC89231			4.4407674776			2.3479237237			0.5287202574			6.2545263404			0.212424178


						216210_x_at			HRIHFB2122			4.4404035394			0.714947524			0.1610095834			1.7210158851			0.212424178


						209155_s_at			NT5C2			4.4363357979			0.8015266411			0.1806731225			1.8015723347			0.212424178


						200625_s_at			CAP1			4.4220081646			0.7204187429			0.1629166469			1.7410819598			0.212424178


						201487_at			CTSC			4.4134048135			0.7650714159			0.1733517428			1.6406459192			0.212424178


						206816_s_at			SPAG8			4.4059662298			1.1630229297			0.2639654662			2.0031858125			0.212424178


						203960_s_at			LOC51668			4.4034223083			0.6239388978			0.1416940857			1.4996800051			0.212424178


						211535_s_at			FGFR1			4.3989801554			1.1862139139			0.2696565731			2.2862075275			0.212424178


						215884_s_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			4.3980514384			0.6664715802			0.151537923			1.6408378596			0.212424178


						221485_at			B4GALT5			4.3964562384			1.4034083793			0.3192135445			3.1133141119			0.212424178


						209911_x_at			HIST1H2BD			4.3781404272			1.0775964754			0.24613109			2.4214798114			0.212424178


						215343_at			KIAA1509			4.3659104437			0.9986784999			0.2287446142			2.0244924567			0.212424178


						202990_at			PYGL			4.365684613			1.5202365018			0.3482240786			3.5364224194			0.212424178


						209089_at			RAB5A			4.3635315076			0.5281227157			0.1210310307			1.4781401102			0.212424178


						210789_x_at			CEACAM3			4.3589962785			0.9470920031			0.2172729552			2.073959616			0.212424178


						213773_x_at			WBSCR20A			4.3387589716			0.8844596636			0.2038508406			1.9477762856			0.3384027849


						214138_at			ZNF79			4.3354893131			1.3570687145			0.3130139683			2.4890308839			0.3384027849


						217837_s_at			NEDF			4.3280840748			0.6164509626			0.14243045			1.5682677761			0.3384027849


						31845_at			ELF4			4.3218644888			0.5935648447			0.1373399944			1.5467485811			0.3384027849


						201301_s_at			ANXA4			4.3158341859			0.7555443587			0.1750633426			1.7457068884			0.3384027849


						204039_at			CEBPA			4.2906886528			1.0957037263			0.2553678011			2.4151193561			0.3384027849


						217780_at			PTD008			4.2896712332			0.305301511			0.0711713076			1.2472702607			0.3384027849


						219933_at			GLRX2			4.2719272702			0.5704451357			0.1335334381			1.5213061343			0.3384027849


						211163_s_at			TNFRSF10C			4.2683788317			2.5773202309			0.6038171241			8.0707228036			0.3384027849


						218773_s_at			PILB			4.2669502793			0.5641691006			0.1322183442			1.5178840807			0.3384027849


						212230_at			PPAP2B			4.2658871164			1.187789822			0.2784391123			2.5881270401			0.3384027849


						205899_at			CCNA1			4.2559410559			0.8605471493			0.2021990291			1.8056430981			0.3384027849


						209215_at			TETRAN			4.2503240785			0.9974409601			0.2346740958			2.1267972399			0.3384027849


						219295_s_at			PCOLCE2			4.2380271149			2.3093445577			0.5449102837			6.243998829			0.3384027849


						209944_at			APA1			4.2370610943			0.4973574291			0.1173826428			1.4436034383			0.3384027849


						209369_at			ANXA3			4.2347378465			2.9412812274			0.6945604035			12.7667740964			0.3384027849


						209094_at			DDAH1			4.227029091			1.4467591741			0.3422638319			3.041256402			0.3384027849


						207008_at			IL8RB			4.2255524005			2.1134787443			0.5001662609			5.6412161158			0.3384027849


						208637_x_at			ACTN1			4.2127528719			1.2050827288			0.2860558797			2.585905367			0.3384027849


						214606_at			TSPAN-2			4.2099270594			1.8990217419			0.4510818632			4.7714366493			0.3384027849


						204186_s_at			PPID			4.1934401841			0.5023608927			0.1197968424			1.4314721154			0.3384027849


						216592_at			MAGEC3			4.1847715416			1.3457821108			0.3215903419			3.103751421			0.3384027849


						215088_s_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			4.1842017535			0.349313469			0.0834838972			1.2821377161			0.3384027849


						210788_s_at			retSDR4			4.1790378467			0.6242662564			0.1493803788			1.5920066053			0.3384027849


						220945_x_at			FLJ10298			4.1616452436			1.6964657307			0.4076430429			4.2483951175			0.3384027849


						221766_s_at			C6orf37			4.1588187987			1.1703945586			0.2814247543			2.5080186314			0.3384027849


						221149_at			GPR77			4.1572157025			1.7578216645			0.42283629			4.676046176			0.3384027849


						210644_s_at			LAIR1			4.1568258135			0.6616981383			0.1591835136			1.6323468022			0.3384027849


						209397_at			ME2			4.1461561673			0.6607827372			0.1593723706			1.6593715765			0.5589193537


						212531_at			LCN2			4.1456546314			3.6474318488			0.8798204803			23.0298889075			0.5589193537


						206200_s_at			ANXA11			4.1403652858			0.7196947327			0.1738239704			1.7357111959			0.5589193537


						218910_at			FLJ10375			4.1364044306			1.3207179946			0.3192913113			2.7795408841			0.5589193537


						202200_s_at			SRPK1			4.1335615866			0.7488324842			0.1811591453			1.7740963956			0.5589193537


						207677_s_at			NCF4			4.1331400526			1.5796798496			0.3821984809			3.5530137875			0.5589193537


						201605_x_at			CNN2			4.1312223609			0.7330644158			0.1774449187			1.7617261281			0.5589193537


						208749_x_at			FLOT1			4.1175808414			0.6643384852			0.161341941			1.6631300371			0.5589193537


						65517_at			AP1M2			4.114961232			1.1200193801			0.2721822435			2.3972023141			0.5589193537


						206851_at			RNASE3			4.107370341			2.8806859812			0.7013455671			12.6358450395			0.5589193537


						211013_x_at			PML			4.1047675044			1.4345466075			0.3494830355			3.1822182663			0.5589193537


						214554_at			HIST1H2AL			4.1020771481			1.2151583176			0.296230001			2.3192403346			0.5589193537


						205569_at			LAMP3			4.0968226107			1.6074478344			0.3923645193			3.2574614976			0.5589193537


						202286_s_at			TACSTD2			4.0966887035			2.4794694141			0.6052374475			7.1069687718			0.5589193537


						209892_at			FUT4			4.0772820685			1.4147610454			0.3469863065			3.069516719			0.5589193537


						206039_at			RAB33A			4.0658658078			0.6848899793			0.1684487417			1.654317955			0.5589193537


						201023_at			TAF7			4.0560510921			0.5567091999			0.1372539909			1.4928804999			0.6267294224


						209355_s_at			PPAP2B			4.0462624116			1.7827897105			0.4406016044			4.1773127753			0.6267294224


						205557_at			BPI			4.0456267457			3.2733436327			0.809106682			16.9966338209			0.6267294224


						216605_s_at			R29124_1			4.0367342227			2.0345065433			0.5039981408			4.3224339334			0.6267294224


						203725_at			GADD45A			4.0292820371			1.1028922238			0.2737192913			2.4147299551			0.6267294224


						213589_s_at			LOC284208			4.0282603596			1.6560003027			0.411095648			4.919342931			0.6267294224


						200618_at			LASP1			4.0177686843			0.6908630408			0.1719519203			1.7094409221			0.6267294224


						208052_x_at			CEACAM3			4.0170443085			0.7286966428			0.1814011962			1.7662449383			0.6267294224


						201180_s_at			GNAI3			4.0133166441			0.3357418327			0.0836569507			1.2722217886			0.6267294224


						215071_s_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			4.0105979495			1.5061298203			0.3755374733			3.7407714492			0.6267294224


						204007_at			FCGR3A			4.0042699342			2.2471378137			0.5611853972			8.1325340983			0.6267294224


						209710_at			GATA2			4.003651059			1.051144291			0.2625464296			2.3927686097			0.6267294224


						221408_x_at			PCDHB12			3.9995534488			1.2220637462			0.3055500475			2.3221830238			0.6267294224


						207980_s_at			CITED2			3.9871292864			1.1323879671			0.2840108473			2.5469797287			0.6267294224


						217986_s_at			BAZ1A			3.9709410011			0.6802654085			0.1713108828			1.6683188719			0.6267294224


						207329_at			MMP8			3.9655395275			3.5841624277			0.9038271849			22.8197002181			0.7458080126


						201302_at			ANXA4			3.9613415351			0.7618777172			0.1923282076			1.798594799			0.7458080126


						201554_x_at			GYG			3.9606749465			1.411743026			0.3564400121			3.3404998301			0.7458080126


						205472_s_at			DACH			3.9573842778			1.9425844669			0.4908758742			4.0880509825			0.7458080126


						209288_s_at			CDC42EP3			3.9532817976			0.8519842192			0.2155131516			1.937266283			0.7458080126


						204725_s_at			NCK1			3.9530361976			0.4876488342			0.123360579			1.4109260043			0.7458080126


						214575_s_at			AZU1			3.9492271544			2.7872177456			0.7057628332			11.23905378			0.7458080126


						35254_at			FLN29			3.9488484832			0.5465160178			0.138398832			1.5013567111			0.7458080126


						217989_at			RETSDR2			3.9485820091			0.5936248023			0.1503387294			1.5353489018			0.7458080126


						209767_s_at			PNUTL1			3.9410210976			1.7828421017			0.4523807555			3.3469814704			0.7458080126


						213101_s_at			ACTR3			3.9382501602			0.422180999			0.1072001477			1.3533181159			0.7458080126


						221484_at			B4GALT5			3.9378482374			1.0763972032			0.2733465432			2.3489602443			0.7458080126


						208660_at			CS			3.9361593699			0.4362570929			0.1108331884			1.371959007			0.7458080126


						201176_s_at			ARCN1			3.9354416756			0.5693494263			0.144672307			1.5271594261			0.7458080126


						220416_at			ATP8B4			3.9325712353			1.5513816189			0.3944954906			3.6292278016			0.7458080126


						203011_at			IMPA1			3.9192084853			0.5817200292			0.1484279368			1.5289899121			0.7458080126


						217852_s_at			FLJ10702			3.9166620234			0.5140985748			0.1312593662			1.4697235195			0.7458080126


						201061_s_at			STOM			3.9130845752			1.0883964025			0.2781428261			2.3927079268			0.7458080126


						201921_at			GNG10			3.9058609973			0.8149672728			0.2086524004			1.8309183936			0.7458080126


						207992_s_at			AMPD3			3.9030985702			1.1286113487			0.2891577879			2.4446668011			0.7458080126


						220291_at			FLJ20207			3.8905415949			0.6313423081			0.1622762005			1.5947521866			0.7458080126


						219146_at			FLJ22729			3.8889744371			0.5685257286			0.1461891143			1.5266389037			0.7458080126


						32837_at			AGPAT2			3.8888675756			0.4998155317			0.1285246983			1.4493499247			0.7458080126


						211773_s_at			ZNF306			3.8770069381			0.566945544			0.1462327907			1.4748101475			0.9433144823


						201765_s_at			HEXA			3.86931025			0.455633788			0.1177558165			1.3874193208			0.9433144823


						209924_at			CCL18			3.8683928064			1.9882722583			0.5139788945			5.6102524158			0.9433144823


						219478_at			WFDC1			3.8669828731			2.1384672858			0.5530066607			6.4567230917			0.9433144823


						210189_at			HSPA1L			3.8572638054			1.0536756469			0.273166602			2.0083074257			0.9433144823


						202122_s_at			TIP47			3.8552360121			0.4683435899			0.1214824692			1.4109995017			0.9433144823


						214469_at			HIST1H2AE			3.8419693893			1.8564143961			0.4831934375			3.7091870877			0.9433144823


						211889_x_at			CEACAM1			3.8342617857			1.9167566443			0.4999023936			4.9565656428			0.9433144823


						203823_at			RGS3			3.8323923555			0.7270976523			0.1897242205			1.6022053418			0.9433144823


						200832_s_at			SCD			3.829565503			1.5036196555			0.3926345311			2.9667176264			0.9433144823


						221687_s_at			FLJ00001			3.8229358986			0.6557905022			0.1715410668			1.5699882809			0.9433144823


						203054_s_at			TCTA			3.8215717235			0.3998040824			0.10461771			1.3362870574			0.9433144823


						206576_s_at			CEACAM1			3.8179121033			1.4281885343			0.3740758026			3.2032668279			0.9433144823


						207949_s_at			ICA1			3.8122700903			0.8069379916			0.2116686312			1.6515640116			0.9433144823


						216835_s_at			DOK1			3.8107496895			0.4842514849			0.1270751228			1.4161455477			0.9433144823


						203430_at			HEBP2			3.8063496338			0.5646386923			0.1483412578			1.4952311615			0.9433144823


						200951_s_at			CCND2			3.7986277468			0.9261508306			0.243811948			1.9060268862			0.9433144823


						200996_at			ACTR3			3.7972875607			0.5347107761			0.1408138751			1.4741607471			0.9433144823


						212461_at			OAZIN			3.7964141122			0.6635937439			0.1747948786			1.6854459932			0.9433144823


						217976_s_at			DNCLI1			3.7956691089			0.5987611957			0.157748523			1.5671432153			0.9433144823


						207890_s_at			MMP25			3.7935487663			1.3251957046			0.3493287648			2.908758582			0.9433144823


						203559_s_at			ABP1			3.7918995031			1.4322808601			0.3777212078			3.3761166762			0.9433144823


						201500_s_at			PPP1R11			3.7835675077			0.3599454484			0.0951338777			1.3067973173			1.1415428764


						218923_at			SPATA1			3.7824807814			0.8619021403			0.2278668922			1.9360180692			1.1415428764


						209435_s_at			ARHGEF2			3.7775946281			0.5033843308			0.1332552538			1.4538830761			1.1415428764


						218963_s_at			KRT23			3.7711135496			2.3879292182			0.6332159419			6.8047885692			1.1415428764


						210925_at			MHC2TA			3.7700147262			1.4361474956			0.3809394922			3.0918798773			1.1415428764


						221504_s_at			ATP6V1H			3.768308071			0.4027653733			0.106882284			1.3387038422			1.1415428764


						210981_s_at			GPRK6			3.7681203632			0.5811848807			0.1542373451			1.5435042682			1.1415428764


						209498_at			CEACAM1			3.7675763022			2.3965015973			0.6360857499			7.2193649678			1.1415428764


						213117_at			KIAA1354			3.7666063839			1.0034973914			0.2664195005			1.9503897945			1.1415428764


						204336_s_at			RGS19			3.7655454698			0.716369582			0.1902432431			1.751917435			1.1415428764


						209471_s_at			FNTA			3.7649636452			0.3116777827			0.082783743			1.246825582			1.1415428764


						214151_s_at			CPR8			3.7559798302			0.8720974597			0.2321890689			1.9479949555			1.1415428764


						212358_at			CLIPR-59			3.7549176942			0.4922843468			0.1311038981			1.4324404288			1.1415428764


						203090_at			SDF2			3.7546313486			0.3630559293			0.096695493			1.2996966537			1.1415428764


						218728_s_at			HSPC163			3.7511776058			0.7715256477			0.2056755848			1.8172468853			1.1415428764


						218946_at			HIRIP5			3.7460735398			0.3813738868			0.1018063001			1.3213934376			1.1415428764


						58696_at			RRP41			3.7413666322			0.544645413			0.1455739217			1.498645395			1.1415428764


						215044_s_at			STAM2			3.7325388709			0.4714163557			0.1262991149			1.4002965538			1.1415428764


						201553_s_at			LAMP1			3.7266082475			0.3305756198			0.0887068342			1.2726356125			1.1415428764


						201288_at			ARHGDIB			3.722320827			0.3414704698			0.091735905			1.2812148408			1.1415428764


						219044_at			FLJ10916			3.7209021673			0.7994749577			0.2148605155			1.5192739968			1.1415428764


						52975_at			FLJ00001			3.7160759883			0.5727194842			0.1541194222			1.5346525826			1.1415428764


						202119_s_at			CPNE3			3.7157942286			1.4313921953			0.3852183698			3.5180039269			1.1415428764


						221819_at			RAB35			3.7080699469			0.4785615646			0.1290594761			1.4223704138			1.1415428764


						208470_s_at			HPR			3.7061698928			2.9603331243			0.7987580737			11.9264148785			1.1415428764


						211142_x_at			HLA-DOA			3.6999945411			0.6561964878			0.1773506638			1.5938330675			1.1415428764


						209396_s_at			CHI3L1			3.6993548063			2.7707182933			0.7489733855			9.2340792242			1.1415428764


						219620_x_at			FLJ20245			3.6982846982			0.5512046913			0.1490433367			1.4211673104			1.1415428764


						202907_s_at			NBS1			3.6966973907			0.5326841674			0.1440973147			1.5080668353			1.1415428764


						218213_s_at			C11orf10			3.6908872318			0.4690000865			0.1270697415			1.4118848446			1.1415428764


						203490_at			ELF4			3.6904031007			1.1150338775			0.3021441959			1.8731651076			1.1415428764


						218143_s_at			SCAMP2			3.6892999416			0.3800040421			0.1030016665			1.3065766248			1.1415428764


						213851_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			3.6875009454			0.6027065183			0.1634457936			1.4851073559			1.1415428764


						206440_at			LIN7A			3.6870553454			1.8862723695			0.5115931801			4.2143167567			1.1415428764


						207157_s_at			GNG5			3.67447795			0.4518969119			0.1229826163			1.3972745734			1.4300662968


						210044_s_at			LYL1			3.6670501016			0.7305071653			0.1992083951			1.7699632021			1.4300662968


						209551_at			MGC11061			3.6653305817			0.6668874755			0.1819447007			1.6111771112			1.4300662968


						219296_at			HIP14L			3.6608548508			0.7136223854			0.1949332641			1.7519317623			1.4300662968


						216881_x_at			PRB4			3.6565522403			0.7481426305			0.2046032933			1.6684196914			1.4300662968


						211728_s_at			HYAL3			3.650518708			1.3945321113			0.3820093041			2.8036665428			1.4300662968


						35265_at			FXR2			3.6496963345			0.4696886283			0.1286925227			1.4224846021			1.4300662968


						216092_s_at			SLC7A8			3.6407291887			0.5704933684			0.1566975567			1.4956468715			1.4300662968


						206222_at			TNFRSF10C			3.6331572163			1.4631964912			0.4027341522			3.5124813874			1.4300662968


						218556_at			ORMDL2			3.6297202625			0.6454376884			0.177820229			1.6192789961			1.4300662968


						201968_s_at			PGM1			3.6265727192			0.7308338917			0.2015219184			1.7894774901			1.4300662968


						209238_at			STX3A			3.6261236826			0.8718845525			0.240445343			2.0952308507			1.4300662968


						216460_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			3.6129527945			1.2059051249			0.333772732			2.5181852268			1.4300662968


						217836_s_at			YAP			3.6125472222			0.4010542379			0.111017023			1.3315606088			1.4300662968


						213279_at			DHRS1			3.6089076432			0.4019007337			0.1113635408			1.321333291			1.4300662968


						216028_at			DKFZP564C152			3.6073998302			0.553269038			0.1533705894			1.5188100403			1.4300662968


						205715_at			BST1			3.6008182387			1.1631089845			0.323012412			2.6066614677			1.6385856601


						204429_s_at			SLC2A5			3.5997946776			1.0495435288			0.2915564977			2.3828671444			1.6385856601


						221634_at			RPL23AP7			3.5997618734			1.6427661848			0.4563541263			2.851372041			1.6385856601


						206209_s_at			CA4			3.5943665153			1.2274503538			0.341492819			2.8348643227			1.6385856601


						219964_at			ST7L			3.5906694452			1.1916706536			0.331879799			2.4697732997			1.6385856601


						209250_at			DEGS			3.5883960128			0.7341867078			0.2046002462			1.7390325765			1.6385856601


						208308_s_at			GPI			3.5882173516			0.9476466093			0.264099556			2.1782072272			1.6385856601


						204340_at			CXorf12			3.5837309195			1.5180514975			0.4235952787			2.4142366939			1.6385856601


						203675_at			NUCB2			3.5798872461			1.0156492927			0.2837098553			2.2786698871			1.6385856601


						219356_s_at			HSPC177			3.5785710951			0.6800699657			0.1900395291			1.6530976573			1.6385856601


						206734_at			JRKL			3.5719343366			1.0228164571			0.286348057			1.9887504136			1.6385856601


						209395_at			CHI3L1			3.5652471903			3.3586203355			0.9420441715			14.4546532914			1.6385856601


						207419_s_at			RAC2			3.5636312986			0.7182284648			0.2015439883			1.7619323477			1.6385856601


						215765_at			MUF1			3.5621218405			0.6992363164			0.1962976978			1.5315661416			1.6385856601


						220000_at			SIGLEC5			3.5505175673			0.9973119352			0.2808919872			2.3036886246			1.6385856601


						205847_at			PRSS22			3.5493064464			0.4405770025			0.1241304489			1.381937046			1.6385856601


						208736_at			ARPC3			3.5466680831			0.478530812			0.1349240472			1.4294365599			1.6385856601


						218451_at			CDCP1			3.5315834375			1.1988363835			0.3394614356			2.9739412557			1.6385856601


						212519_at			UBE2E1			3.5249090261			0.5225676139			0.1482499577			1.4870646434			1.6385856601


						219913_s_at			CRNKL1			3.5245478361			0.633803609			0.1798255091			1.655216933			1.6385856601


						209001_s_at			DKFZP566D193			3.5236247367			0.2667887464			0.0757142903			1.2109897344			1.6385856601


						210101_x_at			SH3GLB1			3.5223172092			0.4427968277			0.1257117975			1.4000473131			1.6385856601


						212971_at			CARS			3.5220172496			0.3256578163			0.0924634359			1.2723399839			1.6385856601


						207153_s_at			GLMN			3.5191237534			0.6517782151			0.1852103708			1.5206702726			1.6385856601


						213294_at			FLJ38348			3.5138406486			0.7253179051			0.2064174155			1.827365682			1.6385856601


						222221_x_at			EHD1			3.5132892695			0.6774293237			0.1928191139			1.7068575895			2.050953184


						219049_at			ChGn			3.5121095485			1.0751497361			0.3061264807			2.3610759599			2.050953184


						201463_s_at			TALDO1			3.5089046145			0.6672078302			0.1901470412			1.7118817729			2.050953184


						209071_s_at			RGS5			3.507848656			1.1057719273			0.3152279462			2.6309823678			2.050953184


						217007_s_at			ADAM15			3.5048862058			1.4592306685			0.4163418105			3.0466241052			2.050953184


						214523_at			CEBPE			3.4936748425			1.6964507175			0.4855777352			4.3636672174			2.050953184


						222014_x_at			MTO1			3.4936235935			0.5146945033			0.1473239717			1.4653869626			2.050953184


						201594_s_at			PPP4R1			3.4933078526			0.4880207962			0.1397016286			1.440749481			2.050953184


						208734_x_at			RAB2			3.49225001			0.4074609664			0.1166757721			1.344581472			2.050953184


						208966_x_at			IFI16			3.4908802757			0.6486175418			0.1858034337			1.6283877364			2.050953184


						212526_at			SPG20			3.4903116059			0.8676314325			0.2485828002			1.9792523873			2.050953184


						209287_s_at			CDC42EP3			3.4884857504			0.7180533236			0.2058352463			1.6571884693			2.050953184


						211961_s_at			RAB7			3.4878963284			0.365730899			0.1048571587			1.3064216056			2.050953184


						209039_x_at			EHD1			3.4848218094			0.6318824764			0.1813241856			1.6646586725			2.050953184


						218812_s_at			C7orf19			3.4843265853			0.7730468215			0.2218640539			1.8228768835			2.050953184


						214540_at			HIST1H2BO			3.4833177362			1.293810996			0.3714306572			3.5368093825			2.050953184


						203013_at			HSGT1			3.4808701326			0.3850906251			0.1106305638			1.2856357064			2.050953184


						204011_at			SPRY2			3.4795386394			1.693309132			0.4866476012			3.1942144198			2.050953184


						210140_at			CST7			3.4791908827			1.2366177944			0.3554325808			2.7646724643			2.050953184


						214472_at			HIST1H3D			3.4698651056			1.2436384409			0.3584111783			2.6486124963			2.050953184


						218007_s_at			RPS27L			3.4652961678			0.5072115916			0.146368901			1.4834138149			2.050953184


						201319_at			MRCL3			3.4597986512			0.3973662935			0.1148524332			1.3194653768			2.050953184


						214778_at			EGFL4			3.4550670679			1.4517853107			0.4201901966			4.0450134771			2.050953184


						220489_s_at			TDE2			3.4542255655			1.0738027519			0.3108664248			2.5023985024			2.050953184


						213828_x_at			H3F3A			3.4398914349			0.3822431295			0.1111206957			1.3321006775			2.050953184


						206697_s_at			HP			3.4385467129			1.7652516593			0.5133714347			4.6073604579			2.050953184


						205479_s_at			PLAU			3.4383369587			0.8285114961			0.2409628568			1.9051427978			2.050953184


						209628_at			NXT2			3.4356702561			0.5775701209			0.1681098819			1.5477575549			2.050953184


						217977_at			SEPX1			3.4321680596			1.5173393756			0.4420935541			3.8428754417			2.050953184


						202718_at			IGFBP2			3.4312346099			1.8873698718			0.5500556174			2.9922390739			2.050953184


						213214_x_at			ACTG1			3.4300800782			0.3034920251			0.0884795743			1.2369123516			2.050953184


						202627_s_at			SERPINE1			3.4297491098			1.3211734797			0.385209949			2.6204299902			2.050953184


						221856_s_at			FLJ11280			3.4277040968			0.6722209751			0.1961140624			1.6349957977			2.050953184


						200738_s_at			PGK1			3.4270043165			0.2903867886			0.0847348768			1.236936005			2.050953184


						214381_at			na			3.4267106271			1.0299467691			0.3005642674			2.0850713502			2.050953184


						209448_at			HTATIP2			3.4208412089			0.8168024124			0.2387723845			1.8197384501			2.050953184


						200654_at			P4HB			3.419423342			0.6210201874			0.1816154729			1.6179347525			2.050953184


						210951_x_at			RAB27A			3.4193943993			0.7944801239			0.2323452726			1.9294911154			2.050953184


						205471_s_at			DACH			3.4190067842			1.0642121223			0.3112635305			2.4175572019			2.050953184


						214080_x_at			PRKCSH			3.418720793			0.3154326233			0.0922662722			1.2579366399			2.050953184


						217835_x_at			C20orf24			3.4178521314			0.4848707733			0.1418641751			1.4573762677			2.050953184


						201602_s_at			PPP1R12A			3.4175505093			0.7549110061			0.2208924211			1.8028833715			2.050953184


						204093_at			CCNH			3.4173386085			0.4022242317			0.1177010176			1.3393757257			2.050953184


						221579_s_at			NUDT3			3.4112652152			0.3358157573			0.0984431688			1.2700407916			2.5040850141


						202814_s_at			HIS1			3.4103332041			0.6880963259			0.2017680633			1.7567092868			2.5040850141


						205726_at			DIAPH2			3.4101542963			0.6214596094			0.1822379738			1.6320579358			2.5040850141


						214378_at			TFPI			3.4061003937			0.9663873071			0.2837224965			1.7582363662			2.5040850141


						219185_at			SIRT5			3.4046484871			0.3922593477			0.1152128771			1.3366623799			2.5040850141


						204121_at			GADD45G			3.4035165125			1.736879886			0.5103192183			3.4634991025			2.5040850141


						221505_at			ANP32E			3.4035005941			0.5087431162			0.1494764294			1.4584511518			2.5040850141


						211983_x_at			ACTG1			3.3972410712			0.310924278			0.091522583			1.2434120935			2.5040850141


						201991_s_at			KIF5B			3.3970304946			0.3771409909			0.1110207846			1.3153026684			2.5040850141


						219924_s_at			ZNF258			3.3940063045			0.6571551088			0.1936222416			1.5554991307			2.5040850141


						201352_at			YME1L1			3.3868000468			0.2524761233			0.0745471005			1.1949107777			2.5040850141


						204601_at			N4BP1			3.3830314505			0.7172426282			0.2120118121			1.7416989607			2.5040850141


						202266_at			TTRAP			3.3808974771			0.5489749148			0.162375499			1.5051310865			2.5040850141


						204949_at			ICAM3			3.3806045932			0.8015400361			0.2370996116			1.9087632244			2.5040850141


						212870_at			C14orf138			3.3774545134			0.745673836			0.2207798308			1.8365352139			2.5040850141


						205857_at			SLC18A2			3.371018054			1.2267169637			0.3639010364			2.2741795073			2.5040850141


						32069_at			N4BP1			3.3699539136			0.7161215106			0.2125018706			1.7880500838			2.5040850141


						219253_at			FAM11B			3.3689889741			0.6726416626			0.1996568311			1.7041946973			2.5040850141


						201673_s_at			GYS1			3.3603658536			0.7224531788			0.2149924176			1.7913058386			2.5040850141


						214465_at			ORM1			3.3543334927			2.1410788408			0.6383023171			8.9447757324			2.5040850141


						213526_s_at			F25965			3.352186923			0.5238694636			0.1562769248			1.4496734848			2.5040850141


						213779_at			EMU1			3.3514996709			0.6058061205			0.1807567298			1.5549788851			2.5040850141


						203399_x_at			PSG3			3.34857652			0.9599099409			0.2866620891			2.0563181149			2.5040850141


						222294_s_at			RAB27A			3.345011939			1.0128152731			0.3027837543			2.4073444112			2.5040850141


						213002_at			MARCKS			3.3420507662			0.7912573759			0.2367580361			1.8802606281			2.5040850141


						213410_at			EDRF1			3.3407741955			0.5751267699			0.1721537393			1.5149331996			2.5040850141


						209188_x_at			DR1			3.3395846605			0.3964797293			0.1187212692			1.344276624			2.5040850141


						211075_s_at			CD47			3.3319828215			0.3222511242			0.0967145215			1.2628289915			2.5040850141


						202297_s_at			RER1			3.3285806276			0.369179738			0.1109120611			1.3058008686			2.5040850141


						221554_at			LYK5			3.3261794375			0.5026653804			0.1511239516			1.413498831			3.1113177356


						219242_at			FLJ13386			3.3211146403			0.696052999			0.209584153			1.7004533351			3.1113177356


						204044_at			QPRT			3.3208877476			1.3009802947			0.3917567812			3.0081550898			3.1113177356


						202275_at			G6PD			3.3185601167			1.0700211813			0.3224353767			2.5091005012			3.1113177356


						213513_x_at			ARPC2			3.3177373856			0.331802874			0.1000087817			1.2802177093			3.1113177356


						212505_s_at			KIAA0892			3.3145698534			0.3960416875			0.1194850931			1.2958342229			3.1113177356


						200653_s_at			CALM1			3.3130775049			0.4991112679			0.1506488355			1.471342483			3.1113177356


						201550_x_at			ACTG1			3.3111525339			0.2891842864			0.0873364436			1.224914123			3.1113177356


						219998_at			HSPC159			3.3096667815			1.7722163287			0.5354666937			5.7485371771			3.1113177356


						216981_x_at			SPN			3.3038629539			0.71288078			0.2157718979			1.712247197			3.1113177356


						219770_at			FLJ11753			3.29751146			0.3561507181			0.1080059076			1.3019528242			3.1113177356


						217746_s_at			PDCD6IP			3.2949258845			0.2516320604			0.0763695662			1.1985501945			3.1113177356


						212988_x_at			ACTG1			3.2943529011			0.2908411367			0.0882847544			1.2313779366			3.1113177356


						207094_at			IL8RA			3.2893066579			2.2200754955			0.6749372212			10.3187607573			3.1113177356


						220911_s_at			KIAA1305			3.2875730006			1.3723657033			0.4174403741			3.1119298076			3.1113177356


						209019_s_at			PINK1			3.2855976387			0.5909725187			0.1798675869			1.5731031018			3.1113177356


						208168_s_at			CHIT1			3.2794139771			2.0154009763			0.6145613181			6.6893203883			3.1113177356


						212305_s_at			FLJ39207			3.2789997655			0.3654160038			0.1114413022			1.2881930314			3.1113177356


						201256_at			COX7A2L			3.2759160323			0.5056007573			0.1543387414			1.4830148653			3.1113177356


						218795_at			ACP6			3.2746452021			0.8145141321			0.2487335518			2.010269021			3.1113177356


						210242_x_at			LOC283687			3.2730301273			0.3937427365			0.1202991482			1.3369503319			3.1113177356


						219079_at			NCB5OR			3.2721087539			0.4937930141			0.1509097195			1.4542306179			3.1113177356


						202441_at			KEO4			3.2677501505			0.7057628708			0.215978223			1.7397851553			3.1113177356


						53912_at			SNX11			3.2653757442			0.5901173447			0.1807195836			1.5863224651			3.1113177356


						201290_at			SPC18			3.2629286869			0.3653553079			0.1119715884			1.3103278415			3.1113177356


						217907_at			MRPL18			3.2625245945			0.4571329825			0.140116333			1.4118614678			3.1113177356


						220621_at			FOXE3			3.2613972669			0.8311178827			0.2548349111			1.9866397606			3.1113177356


						218861_at			RNF25			3.2604867159			0.7022115788			0.2153701702			1.7831712323			3.1113177356


						213567_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			3.2583347835			0.453506398			0.1391834873			1.4077965897			3.1113177356


						202565_s_at			SVIL			3.2564902836			0.7613364675			0.2337904926			1.8581974463			3.1113177356


						221803_s_at			NRBF-2			3.2519768736			0.7435394029			0.2286422788			1.8411562504			3.1113177356


						221029_s_at			WNT5B			3.2516202429			0.9292546963			0.2857820492			2.3263816475			3.1113177356


						205965_at			BATF			3.25083618			0.4670407925			0.1436678955			1.4173023232			3.1113177356


						205270_s_at			LCP2			3.2483746888			0.5913320404			0.1820393572			1.6004546234			3.1113177356


						221573_at			C7orf25			3.2480444131			0.6871404878			0.2115551392			1.7565776912			3.1113177356


						217622_at			C22orf3			3.2459575691			1.1619708369			0.3579747462			2.0992506048			3.1113177356


						38290_at			RGS14			3.24250414			0.5213768526			0.1607945064			1.4761890146			3.1113177356


						210254_at			MS4A3			3.2417311851			2.2468188379			0.6930922737			7.9685373864			3.1113177356


						215138_s_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			3.2408453407			1.2188851961			0.376101007			2.7974159914			3.1113177356


						206836_at			SLC6A3			3.2403775795			0.9135728693			0.2819340792			2.0951598131			3.1113177356


						213842_x_at			WBSCR20C			3.2386530118			0.6840690231			0.2112202266			1.5703024896			3.7285312569


						209228_x_at			N33			3.2374932628			0.998579546			0.3084422005			1.8514988771			3.7285312569


						218660_at			DYSF			3.2355893242			0.946587848			0.2925550041			2.2037974084			3.7285312569


						207253_s_at			UBN1			3.235484168			0.4971162642			0.1536450925			1.3971217407			3.7285312569


						210142_x_at			FLOT1			3.2353873466			0.7105647458			0.2196227745			1.768032316			3.7285312569


						211890_x_at			CAPN3			3.2297308057			2.2193263691			0.6871552159			3.6907701352			3.7285312569


						207809_s_at			ATP6AP1			3.2288913327			0.3256286751			0.1008484466			1.2673883148			3.7285312569


						201548_s_at			PLU-1			3.2283318946			0.5642857536			0.1747917414			1.5719604237			3.7285312569


						213066_at			KIAA0375			3.2238511753			1.0088846773			0.3129439364			1.9218769193			3.7285312569


						203304_at			NMA			3.2235285645			0.6487302454			0.2012484867			1.5797825448			3.7285312569


						212683_at			KIAA0446			3.2232033826			0.4716104344			0.1463173056			1.3718321071			3.7285312569


						212717_at			KIAA0356			3.2211154087			0.4193923736			0.1302009771			1.3480750933			3.7285312569


						213592_at			AGTRL1			3.2210596257			0.6395207826			0.1985436027			1.6729043835			3.7285312569


						200090_at			FNTA			3.219883968			0.3303268691			0.102589681			1.2791681624			3.7285312569


						201859_at			PRG1			3.2196850948			0.5075372606			0.1576356835			1.498398025			3.7285312569


						213361_at			PCTAIRE2BP			3.2192964175			0.4431008778			0.1376390429			1.3884493317			3.7285312569


						210090_at			ARC			3.2132612489			1.0942970711			0.3405565207			2.7598500625			3.7285312569


						220404_at			GPR97			3.2128641323			1.2446234659			0.3873875192			2.5248094603			3.7285312569


						211970_x_at			ACTG1			3.2075268488			0.2733054568			0.0852075352			1.2110460809			3.7285312569


						206656_s_at			MYOD1			3.2021395521			0.8160053768			0.2548312975			1.9950219058			3.7285312569


						45526_g_at			FLJ14154			3.196854695			0.2519649663			0.0788165214			1.1923259948			3.7285312569


						212872_s_at			USP49			3.195120518			0.3779415329			0.1182870977			1.3140074212			3.7285312569


						222238_s_at			POLM			3.1949399154			1.2132183487			0.3797311939			2.5914258321			3.7285312569


						213827_at			SNX26			3.1944884461			1.110987573			0.3477826236			2.0146848793			3.7285312569


						217874_at			SUCLG1			3.1925513742			0.4831280202			0.1513297559			1.4594265206			3.7285312569


						218180_s_at			EPS8L2			3.1917619876			0.9265168804			0.2902838257			1.9329990398			3.7285312569


						210387_at			HIST1H2BG			3.1858726011			1.3422197538			0.4213036495			3.506855084			3.7285312569


						207877_s_at			NVL			3.182660038			1.1338672684			0.3562640228			2.6744363581			3.7285312569


						208659_at			CLIC1			3.1821478357			0.3676138105			0.1155238001			1.3135745169			3.7285312569


						218964_at			DRIL2			3.1797829525			0.9557389723			0.3005673615			2.0085380306			3.7285312569


						218085_at			HSPC177			3.1778259911			0.6447315465			0.2028844714			1.6743026483			3.7285312569


						206026_s_at			TNFAIP6			3.1769659236			1.5536634278			0.4890400039			5.1920986208			3.7285312569


						220110_s_at			NXF3			3.1757544177			1.8171564161			0.5721967687			4.9944146945			3.7285312569


						204261_s_at			PSEN2			3.1729839135			1.0524714845			0.3316977058			2.0685670262			3.7285312569


						203584_at			KIAA0103			3.1703657685			0.5397088342			0.1702355102			1.4168080139			3.7285312569


						214438_at			HLX1			3.1683449128			0.9311279142			0.2938846432			2.0735382359			3.7285312569


						177_at			PLD1			3.1628450484			0.5429318338			0.1716593211			1.4370196043			3.7285312569


						221156_x_at			CPR8			3.1603838534			0.9249044321			0.2926557263			2.2806318602			3.7285312569


						220603_s_at			FLJ11175			3.1580717841			0.5928296371			0.1877188606			1.6679851021			3.7285312569


						209091_s_at			SH3GLB1			3.1553409746			0.4360560266			0.1381961665			1.3926084032			3.7285312569


						211963_s_at			ARPC5			3.1523664193			0.5611097924			0.1779963741			1.5371992803			4.6290337042


						213838_at			RARG-1			3.1504300511			0.4501224148			0.1428764986			1.367240127			4.6290337042


						203652_at			MAP3K11			3.1468843784			0.3207188009			0.1019162964			1.248261803			4.6290337042


						204040_at			RNF144			3.1458325389			0.6678325582			0.2122911979			1.5430649048			4.6290337042


						221808_at			RAB9A			3.1442711756			0.4460114596			0.1418489165			1.3975225508			4.6290337042


						207741_x_at			TPSB2			3.1433709115			1.3653434434			0.4343564542			4.0866922457			4.6290337042


						220992_s_at			C1orf25			3.1405193567			0.8402307009			0.2675451432			2.0200917006			4.6290337042


						206514_s_at			CYP4F3			3.1368661325			1.8371638063			0.5856685395			3.6058601134			4.6290337042


						209514_s_at			RAB27A			3.1351244177			0.7108159924			0.2267265657			1.7996611172			4.6290337042


						220887_at			PLPL			3.1293185047			0.5388591337			0.1721969601			1.4487507172			4.6290337042


						220237_at			APG3			3.1284778678			1.3653693117			0.4364324663			2.7136090038			4.6290337042


						211709_s_at			SCGF			3.1256732375			1.2525529246			0.4007306041			3.118631816			4.6290337042


						204235_s_at			CED-6			3.122500652			1.2776174238			0.4091648221			2.1452079566			4.6290337042


						201441_at			COX6B			3.1195174919			0.3353645675			0.1075052691			1.286011083			4.6290337042


						218818_at			FHL3			3.1195043872			0.4091233143			0.1311501006			1.3445311083			4.6290337042


						209110_s_at			RAB2L			3.1142244863			0.5009076406			0.1608450652			1.4658370784			4.6290337042


						220047_at			SIRT4			3.1141522696			1.1671924847			0.3748026377			2.7258628222			4.6290337042


						205653_at			CTSG			3.110899171			2.4025113318			0.7722883963			9.5444543709			4.6290337042


						206871_at			ELA2			3.1042760961			2.4311064465			0.7831476232			9.1386297329			4.6290337042


						218248_at			FLJ22794			3.1042367072			0.383093044			0.1234097397			1.3290317482			4.6290337042


						209906_at			C3AR1			3.1039868735			0.9271789722			0.298705829			2.0710197373			4.6290337042


						204091_at			PDE6D			3.1000415183			0.4151450341			0.1339159594			1.323657049			4.6290337042


						200886_s_at			PGAM1			3.099730539			0.4384232505			0.1414391493			1.4008159282			4.6290337042


						213698_at			MGC14276			3.0994367981			0.3991602018			0.1287847528			1.3235053969			4.6290337042


						209497_s_at			MGC10871			3.0974794811			0.3962686173			0.1279326045			1.3258360266			4.6290337042


						204329_s_at			ZNF202			3.0934172698			0.8390801896			0.2712470114			2.1134279799			4.6290337042


						201938_at			CDK2AP1			3.0931760542			0.5610125291			0.1813710307			1.5349372231			4.6290337042


						218438_s_at			EG1			3.0907846359			0.4202726371			0.1359760341			1.3628018401			4.6290337042


						203324_s_at			CAV2			3.0902491897			1.388564943			0.4493375316			4.3578571429			4.6290337042


						221014_s_at			RAB33B			3.0898041164			0.7476867977			0.2419851776			1.810508797			4.6290337042


						202121_s_at			BC-2			3.0890411415			0.4600812884			0.1489398384			1.4378901774			4.6290337042


						204513_s_at			ELMO1			3.0879714443			0.5564307957			0.1801929862			1.578669422			4.6290337042


						202571_s_at			DAP4			3.0862522259			0.7793518755			0.2525237144			1.7648891332			4.6290337042


						206295_at			IL18			3.0765859626			0.8694976918			0.2826177141			2.0133531976			4.6290337042


						203768_s_at			STS			3.0764912718			0.7195361891			0.2338820837			1.4908713334			4.6290337042


						206057_x_at			SPN			3.0748219242			0.5339030864			0.1736370754			1.5043116445			4.6290337042


						214809_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			3.0737953642			1.0747271255			0.3496417289			2.0720590885			4.6290337042


						213713_s_at			LOC89944			3.0728770572			0.4622811758			0.1504392031			1.3770557036			4.6290337042


			Negative genes


						Gene ID			Gene Name			Score(d)			Numerator(r)			Denominator(s+s0)			Fold Change			q-value(%)


						207630_s_at			CREM			-7.788883443			-1.5176548707			0.1948488358			0.3627497197			0


						211423_s_at			SC5DL			-7.5328260286			-1.247976918			0.1656718094			0.4145814525			0


						219256_s_at			FLJ20356			-7.484220307			-1.0227111497			0.1366489905			0.5002184886			0


						212239_at			PIK3R1			-7.1047855079			-1.1606055435			0.1633554654			0.4531891961			0


						204562_at			IRF4			-6.6095153068			-1.6554851135			0.250469972			0.3499142126			0


						209967_s_at			CREM			-6.5851193602			-3.309628926			0.5025920936			0.1491535462			0


						215375_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-6.269232284			-1.5859458474			0.2529728961			0.3433439573			0


						204491_at			PDE4D			-6.2563815448			-1.4212654093			0.2271705137			0.4025128125			0


						211248_s_at			CHRD			-6.1196580061			-1.8971086797			0.3100024017			0.3258726685			0


						205370_x_at			DBT			-5.9911183563			-1.0215739769			0.170514738			0.5035283048			0


						222330_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-5.9545209295			-2.1590401981			0.3625883969			0.2505482163			0


						203940_s_at			KIAA1036			-5.9418181762			-1.0822980806			0.1821493099			0.4933126789			0


						217234_s_at			VIL2			-5.9059572464			-0.9849971998			0.1667802794			0.5134937172			0


						207078_at			MED6			-5.8696445439			-2.2038864447			0.3754718754			0.2515877023			0


						210598_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-5.8527406151			-1.0339325509			0.1766578461			0.511599823			0


						207827_x_at			SNCA			-5.8245417849			-1.5521325186			0.2664814806			0.3621498516			0


						203320_at			LNK			-5.8061113028			-0.9058058341			0.1560090372			0.5439458652			0


						216766_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-5.6952629263			-2.9319683741			0.5148082559			0.1464652364			0


						211546_x_at			SNCA			-5.6698508717			-1.2523328336			0.2208757976			0.4351232415			0


						215284_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-5.604345078			-1.1535764372			0.2058360827			0.4619260334			0


						219734_at			FLJ20174			-5.5519776556			-1.3426579924			0.2418341852			0.4353579065			0


						214962_s_at			NUP160			-5.5518264433			-0.9994922389			0.180029446			0.5244450107			0


						208154_at			LOC51336			-5.5273806014			-1.1091686005			0.2006680344			0.4899946159			0


						207735_at			RNF125			-5.5061193824			-2.4097730635			0.437653617			0.2285525633			0


						209959_at			NR4A3			-5.4930988484			-2.4903167002			0.4533537023			0.2286086936			0


						215398_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-5.4406741453			-1.4469538165			0.2659511998			0.3761502095			0


						221012_s_at			TRIM8			-5.4246399485			-0.7365353198			0.1357758905			0.6164723018			0


						209750_at			NR1D2			-5.4219128844			-1.1604135238			0.2140229009			0.4572374007			0


						205076_s_at			CRA			-5.4206146484			-1.1246754256			0.2074811619			0.4830539917			0


						221757_at			MGC17330			-5.4135498155			-1.1836237742			0.2186409684			0.4764299952			0


						208447_s_at			PRPS1			-5.4053998039			-0.7476456529			0.1383145891			0.6190466005			0


						219228_at			ZNF331			-5.4005800835			-1.3844210728			0.2563467352			0.4012469005			0


						203099_s_at			CDYL			-5.3992618436			-1.8872353307			0.3495358042			0.2937783796			0


						214508_x_at			CREM			-5.3889260595			-1.701492382			0.3157386765			0.3607707086			0


						220368_s_at			FLJ20707			-5.3806136458			-0.9745913195			0.1811301431			0.5359202981			0


						215123_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-5.3794256567			-2.2465331109			0.4176157929			0.2870073553			0


						217914_at			TPCN1			-5.3722296774			-0.845610985			0.1574041014			0.5613311965			0


						205239_at			AREG			-5.3619638263			-2.4795817966			0.4624391132			0.2405561272			0


						215630_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-5.3169277597			-1.9636626057			0.3693227921			0.3072449563			0


						218273_s_at			PPM2C			-5.270495316			-1.0218607651			0.1938832508			0.5013058264			0


						219254_at			FLJ22222			-5.255744999			-1.5793504504			0.3004998246			0.3771145391			0


						214102_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-5.2492324253			-1.0699276204			0.2038255375			0.5161424899			0


						40255_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-5.2447049571			-0.6173589712			0.1177109058			0.6646321173			0


						212886_at			DKFZP434C171			-5.2154561773			-1.425633908			0.2733478836			0.422342843			0


						221234_s_at			BACH2			-5.2117372883			-1.5184715945			0.2913561276			0.4166307819			0


						205927_s_at			CTSE			-5.2049672454			-1.3346200671			0.2564127696			0.4278811235			0


						207079_s_at			MED6			-5.1955390452			-0.7434084482			0.1430859131			0.611247434			0


						220369_at			FLJ20707			-5.1846531839			-1.8748289837			0.3616112625			0.332292532			0


						213263_s_at			MAP3K12			-5.1813222938			-0.7680372842			0.148231907			0.6013882811			0


						206759_at			FCER2			-5.1759311355			-2.263019227			0.4372197326			0.3805601112			0


						212472_at			MICAL2			-5.1712559751			-0.8179980814			0.1581817039			0.5884161286			0


						221349_at			VPREB1			-5.1704939854			-2.3492783436			0.4543624556			0.2981123927			0


						213605_s_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-5.1640494214			-1.6687874311			0.3231548142			0.3364148782			0


						215586_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-5.1602958913			-2.0547679356			0.3981880068			0.3367721263			0


						217418_x_at			MS4A1			-5.1566678805			-2.1998484255			0.426602697			0.3551881741			0


						214960_at			API5			-5.1365262523			-1.1425297996			0.2224323879			0.4362733841			0


						218631_at			VIP32			-5.0803753325			-0.5492241086			0.1081069946			0.6969049972			0


						212220_at			PSME4			-5.0714721452			-0.8245486256			0.162585656			0.5824296382			0


						211302_s_at			PDE4B			-5.0618108908			-1.4647234777			0.2893674832			0.4118237057			0


						215213_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-5.0406916319			-1.9950140657			0.3957818116			0.285064876			0


						213334_x_at			TREX2			-5.0242932458			-0.5301297474			0.1055132974			0.7030195068			0


						216054_x_at			MYL4			-5.0206876312			-0.9727680479			0.1937519558			0.5349773747			0


						221698_s_at			CLECSF12			-5.0100804353			-1.8707682309			0.3734008376			0.3452492589			0


						216614_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-5.0028068298			-1.692315877			0.3382732803			0.3600827173			0


						213135_at			TIAM1			-4.9996601009			-1.0343829353			0.2068906514			0.5187162119			0


						208602_x_at			CD6			-4.9895768715			-1.3831115274			0.2772001641			0.3452854527			0


						210356_x_at			MS4A1			-4.9640037303			-2.0490148755			0.4127746446			0.3739315277			0


						207474_at			SNRK			-4.949216465			-1.627152864			0.3287697912			0.3781512605			0


						213594_x_at			FUSIP1			-4.9324177698			-0.7535040843			0.1527656657			0.6026196181			0


						220702_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-4.9293379788			-1.7390212139			0.3527900139			0.3817715518			0


						212240_s_at			PIK3R1			-4.9177855299			-1.0874254508			0.2211209586			0.5044141577			0


						207038_at			SLC16A6			-4.9054988082			-2.2655143869			0.4618316048			0.2769575938			0


						210487_at			DNTT			-4.9048360809			-3.1389235976			0.6399650357			0.2764741996			0


						217274_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-4.883199114			-0.9260240538			0.1896347112			0.5630525462			0


						209112_at			CDKN1B			-4.876945758			-0.7344251071			0.1505911986			0.6039452204			0


						215029_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-4.873155655			-1.5756380185			0.3233301233			0.3823984823			0


						215201_at			REPS1			-4.868069339			-2.147341794			0.4411074791			0.2624991652			0


						215151_at			DOCK10			-4.8534335686			-2.0209505388			0.4163960442			0.3198687342			0


						217140_s_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-4.8356988357			-0.9803815073			0.2027383302			0.5449727839			0


						203684_s_at			BCL2			-4.834695227			-1.4317815678			0.2961472235			0.3202407724			0


						215483_at			AKAP9			-4.8314201535			-2.0188916308			0.4178671212			0.3387138411			0


						215024_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-4.794906054			-1.3266757707			0.2766844138			0.4362335228			0


						207996_s_at			C18orf1			-4.7727818955			-1.1105215146			0.2326780354			0.5029435451			0


						210313_at			ILT7			-4.7693004775			-2.1539064669			0.4516189485			0.3461311282			0


						222375_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-4.7686461181			-2.4057250785			0.5044880704			0.2571982426			0


						205859_at			LY86			-4.7609873879			-1.3895194009			0.2918552997			0.4478999168			0


						207365_x_at			USP34			-4.7125498766			-0.9139919207			0.1939484875			0.5484253536			0


						211475_s_at			BAG1			-4.7091553425			-0.4436454385			0.0942091323			0.7392134952			0


						212249_at			PIK3R1			-4.667175633			-1.3262312587			0.2841614207			0.3994224581			0


						210895_s_at			CD86			-4.6608324389			-1.7529226445			0.3760964736			0.3535973492			0


						211208_s_at			CASK			-4.660646935			-0.6471585028			0.1388559382			0.6604415305			0


						201456_s_at			BUB3			-4.6479556222			-0.7287933617			0.1567986919			0.6309608812			0


						215401_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-4.6448648044			-1.9686089443			0.4238248102			0.3253252609			0


						202724_s_at			FOXO1A			-4.625817869			-0.9897969841			0.2139723206			0.5465915207			0


						205836_s_at			FLJ21940			-4.6005267105			-1.0198630787			0.2216839816			0.5224870951			0.3216422696


						216813_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-4.5851555641			-2.2591534102			0.492710308			0.3794398264			0.3216422696


						208200_at			IL1A			-4.5760343672			-0.9031293429			0.1973606993			0.5583321493			0.3216422696


						36829_at			PER1			-4.5759237228			-0.7275069552			0.1589858134			0.6362871517			0.3216422696


						206099_at			PRKCH			-4.5743307038			-1.1839013393			0.258814112			0.486882131			0.3216422696


						210172_at			SF1			-4.5655116786			-1.4806847251			0.324319557			0.4165852656			0.3216422696


						207115_x_at			MBTD1			-4.5654153409			-1.7184480268			0.3764056276			0.3818643351			0.3216422696


						202079_s_at			OIP106			-4.562153093			-0.7088275149			0.1553712689			0.6290439969			0.3216422696


						215175_at			PCNX			-4.560889359			-1.1839886814			0.2595960104			0.4281097267			0.3216422696


						215850_s_at			NDUFA5			-4.5599278305			-1.5431499964			0.3384154429			0.4192822525			0.3216422696


						201360_at			CST3			-4.5570177154			-1.4036867172			0.3080274875			0.4626595224			0.3216422696


						203313_s_at			TGIF			-4.5568357043			-0.9817396618			0.2154432868			0.5465076413			0.3216422696


						203708_at			PDE4B			-4.5561405163			-1.6813289405			0.3690248214			0.3888441993			0.3216422696


						204619_s_at			CSPG2			-4.552484856			-1.9300378853			0.4239526207			0.3520810109			0.3216422696


						219737_s_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-4.5512254756			-1.5965138556			0.3507876866			0.374967912			0.3216422696


						202884_s_at			PPP2R1B			-4.5500904676			-0.5748306347			0.1263338913			0.668752418			0.3216422696


						203116_s_at			FECH			-4.5458303494			-1.1351132482			0.2497042698			0.4905675223			0.3216422696


						205826_at			MYOM2			-4.5454949123			-2.4664661818			0.5426177412			0.1644074957			0.3216422696


						206545_at			CD28			-4.5416446388			-1.0223205122			0.2250991862			0.5478693616			0.3216422696


						209196_at			C6orf11			-4.5406467831			-1.7774842389			0.3914605834			0.3957918789			0.3216422696


						209683_at			DKFZP566A1524			-4.5343401008			-1.1082938786			0.2444223093			0.5138733459			0.3216422696


						210459_at			PSMD4			-4.5191341439			-1.2668588918			0.2803322166			0.3358619492			0.3216422696


						212074_at			UNC84A			-4.5079987677			-1.1452401827			0.2540462502			0.5092510443			0.3216422696


						201361_at			MGC5508			-4.4965446867			-0.4740529227			0.105426045			0.7242432202			0.3216422696


						202643_s_at			TNFAIP3			-4.4959988647			-1.5898717625			0.3536192535			0.442592609			0.3216422696


						205685_at			CD86			-4.4817800954			-1.4353485001			0.320263036			0.4307484072			0.3216422696


						214060_at			SSBP1			-4.4811957122			-1.2757857531			0.2846976198			0.4679027953			0.3216422696


						209995_s_at			TCL1A			-4.4792393212			-1.7809303787			0.3975966121			0.4524207875			0.3216422696


						209746_s_at			COQ7			-4.4705472192			-0.4824076594			0.1079079665			0.7269191449			0.3216422696


						218317_x_at			MGC5178			-4.4578230816			-0.7401025896			0.1660233204			0.6192924111			0.3216422696


						204060_s_at			PRKX			-4.4466029256			-0.7477335569			0.1681583828			0.6247134614			0.3216422696


						56748_at			TRIM10			-4.4404101466			-0.7809992158			0.1758844769			0.6030992975			0.3216422696


						206488_s_at			CD36			-4.4234706802			-1.6766090616			0.3790256979			0.3913549198			0.3216422696


						215392_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-4.4206332953			-2.0682427909			0.4678611983			0.3364930766			0.3216422696


						206660_at			IGLL1			-4.4168380409			-1.8748990322			0.4244889704			0.3368601853			0.3216422696


						208721_s_at			ANAPC5			-4.4153649364			-0.6993036912			0.1583795907			0.6372766018			0.3216422696


						206130_s_at			ASGR2			-4.4117630264			-2.2860792806			0.5181781675			0.3615502835			0.3216422696


						219387_at			LOC55580			-4.4107063942			-1.3927558825			0.3157670808			0.4413874589			0.3216422696


						215666_at			HLA-DRB3			-4.4040465027			-2.5686505405			0.5832478242			0.2412399627			0.3216422696


						217579_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-4.3955933461			-0.64348127			0.1463923569			0.6577053034			0.3216422696


						201341_at			ENC1			-4.3866250939			-1.1820045484			0.2694564781			0.4737450255			0.3216422696


						209315_at			HBS1L			-4.3859384863			-1.6388381913			0.373657359			0.4015222296			0.3216422696


						209711_at			SLC35D1			-4.3711838765			-0.7533237595			0.1723386114			0.6177172892			0.3216422696


						217010_s_at			CDC25C			-4.3692677342			-0.8729057258			0.199783071			0.563775951			0.3216422696


						215855_s_at			TMF1			-4.3664659421			-1.818933984			0.416568916			0.3697532434			0.3216422696


						216326_s_at			HDAC3			-4.3624313969			-0.5197141481			0.1191340564			0.707110132			0.3216422696


						208621_s_at			VIL2			-4.3566937535			-0.86531454			0.1986172517			0.5689841901			0.3216422696


						221617_at			TAF9L			-4.3474810922			-0.8377393957			0.1926953511			0.6016259425			0.3216422696


						214790_at			SUSP1			-4.3462068973			-0.6115092731			0.1406995312			0.6710188382			0.3216422696


						217653_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-4.3439004853			-0.9865907108			0.2271209283			0.5525875106			0.3216422696


						218034_at			TTC11			-4.3402529537			-0.7299550943			0.1681826156			0.6213766671			0.3216422696


						201403_s_at			MGST3			-4.3364410131			-0.722873893			0.166697504			0.6273180837			0.3216422696


						215599_at			SMA3			-4.3325675939			-1.6341773875			0.3771845106			0.3638167547			0.3216422696


						204473_s_at			KIAA0211			-4.3310058895			-0.4300284845			0.0992906718			0.7518932487			0.3216422696


						222074_at			UROD			-4.3300999984			-1.5506050554			0.358099133			0.3984401232			0.3216422696


						205251_at			PER2			-4.3262562995			-0.5999315215			0.1386722099			0.6736107943			0.3216422696


						215588_x_at			RIOK3			-4.325291183			-0.8552262231			0.1977268551			0.5647569397			0.3216422696


						216317_x_at			RHCE			-4.3134803257			-1.9394001052			0.4496137594			0.3262430824			0.3216422696


						208622_s_at			VIL2			-4.3124451505			-0.9236212145			0.2141757593			0.5651372067			0.3216422696


						215907_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-4.3120441854			-1.6961325549			0.393347675			0.3924547212			0.3216422696


						215190_at			GA17			-4.3111438157			-0.9595618971			0.2225771021			0.5548114883			0.3216422696


						211855_s_at			SLC25A14			-4.3064535374			-1.378213237			0.3200343914			0.4505907626			0.3216422696


						210439_at			ICOS			-4.295939396			-2.0897208189			0.4864409449			0.2706030502			0.3216422696


						205763_s_at			DDX18			-4.2942687906			-0.5058532708			0.1177973004			0.7230019565			0.3216422696


						204912_at			IL10RA			-4.2927646673			-1.1735465152			0.2733777894			0.5073134228			0.3216422696


						215424_s_at			SNW1			-4.2898839673			-0.4142869307			0.0965729921			0.7623036245			0.3216422696


						208364_at			INPP4A			-4.2852941757			-1.1729694188			0.2737196959			0.4780764822			0.3216422696


						212599_at			AUTS2			-4.2847104732			-1.3206671443			0.308227861			0.4537114163			0.3216422696


						221718_s_at			AKAP13			-4.2833669791			-0.6857266444			0.1600905661			0.6314705559			0.3216422696


						207216_at			TNFSF8			-4.283040841			-0.5464918208			0.127594352			0.6989437556			0.3216422696


						205861_at			SPIB			-4.281776759			-1.4215088547			0.3319904177			0.4684343303			0.3216422696


						210836_x_at			PDE4D			-4.2779033784			-0.9725886743			0.2273517161			0.552385003			0.3216422696


						202861_at			PER1			-4.2764218127			-2.040639846			0.4771839485			0.3677608511			0.3216422696


						215340_at			ADCY1			-4.2751373013			-1.1774911881			0.2754276892			0.4757490761			0.3216422696


						204467_s_at			SNCA			-4.2748637778			-1.2742485034			0.2980793236			0.4097108312			0.3216422696


						201476_s_at			RRM1			-4.2641754431			-0.8228957118			0.192978859			0.6022687568			0.3216422696


						213096_at			HUCEP11			-4.2629376788			-1.3876149118			0.3255067318			0.4335878309			0.3216422696


						204057_at			ICSBP1			-4.2621464979			-1.1870927689			0.2785199358			0.500608846			0.3216422696


						213899_at			METAP2			-4.2539665689			-0.8098312295			0.1903708495			0.6116898168			0.3216422696


						208078_s_at			TCF8			-4.2491692462			-1.8373420486			0.4324002981			0.3775011679			0.3216422696


						39318_at			TCL1A			-4.2448582846			-2.0910980152			0.4926190405			0.4439166868			0.3216422696


						210395_x_at			MYL4			-4.2422530524			-1.0395636258			0.2450498858			0.5313589941			0.3216422696


						207001_x_at			DSIPI			-4.2359340912			-1.3970044674			0.3297984429			0.4406808407			0.3216422696


						202973_x_at			FAM13A1			-4.2355615582			-0.8042883815			0.1898894327			0.6145678715			0.3216422696


						221969_at			PAX5			-4.2315468596			-1.4351742717			0.3391606709			0.481629319			0.3216422696


						213742_at			SFRS11			-4.2290283051			-1.2667003325			0.2995251488			0.4749218514			0.3216422696


						218648_at			FLJ21868			-4.2210734471			-0.5466823982			0.1295126477			0.7016232771			0.3216422696


						203543_s_at			BTEB1			-4.217556659			-1.4382750197			0.3410209123			0.4413160984			0.3216422696


						211374_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-4.2074884514			-1.4623928394			0.3475690679			0.4216801304			0.3216422696


						211387_x_at			RNGTT			-4.199424364			-0.8006702382			0.1906619024			0.5951921161			0.3216422696


						204857_at			MAD1L1			-4.196685337			-1.0850157236			0.2585411191			0.5320251239			0.3216422696


						220132_s_at			LLT1			-4.1923068216			-1.4103143696			0.3364053323			0.4690141641			0.3841586544


						215262_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-4.1873098385			-1.7403285247			0.4156197157			0.3855153764			0.3841586544


						209555_s_at			CD36			-4.1768461864			-1.5256706944			0.3652685846			0.4295832289			0.3841586544


						214707_x_at			ALMS1			-4.1766850745			-0.6696103848			0.1603210136			0.6615991657			0.3841586544


						215786_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-4.1752727133			-1.0285504962			0.246343309			0.5426116551			0.3841586544


						215931_s_at			ARFGEF2			-4.1747111414			-1.7558285811			0.4205868434			0.3180429118			0.3841586544


						222319_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-4.1746111956			-1.6021896282			0.3837937363			0.3811988			0.3841586544


						210088_x_at			MYL4			-4.1745387093			-1.0167076516			0.2435497003			0.5343591199			0.3841586544


						213918_s_at			IDN3			-4.1741834257			-0.6203755793			0.1486220216			0.6639576254			0.3841586544


						207190_at			KIAA0399			-4.174051588			-1.6303062496			0.3905812411			0.3926757325			0.3841586544


						215383_x_at			ACP33			-4.1736097978			-0.5894734997			0.1412382873			0.6871198865			0.3841586544


						206937_at			SPTA1			-4.1662836199			-1.4169817091			0.3401068766			0.4415916152			0.3841586544


						214433_s_at			SELENBP1			-4.1650123523			-1.5935107601			0.382594486			0.3609817825			0.3841586544


						221824_s_at			c-MIR			-4.1643262216			-0.8954579315			0.2150306878			0.5287265431			0.3841586544


						202206_at			ARL7			-4.1590203435			-1.2663010948			0.3044710028			0.4958531121			0.3841586544


						220612_at			MGC4308			-4.156996576			-1.8022773402			0.4335527603			0.3599526767			0.3841586544


						213142_x_at			LOC54103			-4.152617598			-0.8613963057			0.2074345362			0.5959097435			0.3841586544


						221627_at			TRIM10			-4.1179235113			-0.8543291667			0.2074660115			0.5915188355			0.3841586544


						217523_at			CD44			-4.1140312339			-1.7428775615			0.4236422775			0.4022931377			0.3841586544


						215203_at			GOLGA4			-4.1077481042			-1.558113239			0.3793108047			0.4121217114			0.3841586544


						202595_s_at			LEPROTL1			-4.1074352979			-0.6798297131			0.1655119713			0.6341028658			0.3841586544


						207978_s_at			NR4A3			-4.10112184			-1.6549189523			0.4035283556			0.4142220158			0.3841586544


						222357_at			ZNF288			-4.1007266747			-2.2029613193			0.5372124245			0.3685037831			0.3841586544


						220338_at			FLJ10244			-4.0986260962			-1.1912934753			0.2906567829			0.4566769713			0.3841586544


						205873_at			PIGL			-4.0922030417			-0.505996639			0.1236489573			0.7215218134			0.3841586544


						202208_s_at			ARL7			-4.0907880385			-1.9298181657			0.4717472887			0.3644085455			0.3841586544


						213566_at			RNASE6			-4.0904672752			-1.8130562708			0.4432394024			0.3974630952			0.3841586544


						208804_s_at			SFRS6			-4.0894676143			-0.6388147462			0.156209758			0.6715932509			0.3841586544


						210014_x_at			IDH3B			-4.0866664964			-0.4975660725			0.1217535302			0.7264428337			0.3841586544


						206710_s_at			EPB41L3			-4.0818940412			-2.1366030232			0.5234342199			0.4158342483			0.3841586544


						213216_at			KIAA0459			-4.0791575403			-0.7021511869			0.1721314217			0.6350366988			0.3841586544


						202283_at			SERPINF1			-4.0782501755			-1.8686422803			0.4581970698			0.4009920394			0.3841586544


						219043_s_at			VIAF1			-4.0690650584			-0.6577604169			0.1616490293			0.6617169884			0.3841586544


						217679_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-4.0654187287			-1.1538041957			0.2838094358			0.5368317043			0.3841586544


						204143_s_at			HSRTSBETA			-4.0652620056			-0.7885624263			0.1939757942			0.6086165399			0.3841586544


						200830_at			PSMD2			-4.0539006254			-0.4076622216			0.1005604871			0.764005294			0.3841586544


						202972_s_at			FAM13A1			-4.0537317844			-0.6614940202			0.1631814968			0.6648937272			0.3841586544


						201925_s_at			DAF			-4.0482547571			-1.0159206154			0.250952738			0.5853651736			0.3841586544


						211852_s_at			ATRN			-4.0453824643			-1.057974383			0.2615264174			0.5395502899			0.3841586544


						202207_at			ARL7			-4.0436555834			-1.4425247181			0.3567377805			0.4685194476			0.3841586544


						202944_at			NAGA			-4.0390939412			-0.7451514955			0.1844848143			0.6289270422			0.3841586544


						203115_at			FECH			-4.0371148275			-1.0844316343			0.2686155041			0.5126383482			0.3841586544


						208914_at			GGA2			-4.0346539056			-0.4749437387			0.117716104			0.7360482466			0.3841586544


						216850_at			SNRPN			-4.0293413327			-1.677246376			0.4162582014			0.3737134728			0.3841586544


						215628_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-4.0266868955			-0.6522209782			0.1619745948			0.6590788234			0.3841586544


						219526_at			FLJ21802			-4.0181497782			-0.3922679968			0.0976240355			0.7737062346			0.3841586544


						212482_at			FLJ13910			-4.0181299			-0.5490928186			0.1366538246			0.700187628			0.3841586544


						219957_at			RUFY2			-4.0137897137			-1.5623165613			0.3892372727			0.370719663			0.3841586544


						205512_s_at			PDCD8			-4.0096727352			-0.5014713641			0.1250654099			0.7272236085			0.3841586544


						207968_s_at			MEF2C			-4.0088570621			-0.9839141305			0.2454350742			0.5495555281			0.3841586544


						217906_at			KLHDC2			-4.0032484863			-0.4610616529			0.1151718797			0.7422353175			0.3841586544


						206771_at			UPK3A			-3.9957976259			-0.8053011942			0.201537032			0.5941376845			0.3841586544


						215504_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.9946883246			-0.7136708451			0.1786549505			0.6335334099			0.3841586544


						201506_at			TGFBI			-3.987486537			-2.2889094516			0.5740231172			0.3298827748			0.3841586544


						205049_s_at			CD79A			-3.9872085491			-1.6344312745			0.4099186823			0.4870223279			0.3841586544


						201458_s_at			BUB3			-3.9839865734			-0.6372605119			0.1599554868			0.6661698206			0.3841586544


						218217_at			RISC			-3.982944984			-0.993702838			0.2494894712			0.5535114382			0.3841586544


						215204_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.9759457395			-1.1761695173			0.2958213201			0.4755727419			0.3841586544


						205238_at			FLJ12687			-3.9714285235			-0.4780962045			0.1203839378			0.7371392974			0.3841586544


						205324_s_at			FTSJ1			-3.9705117197			-0.3400468822			0.0856430874			0.7992728849			0.3841586544


						212711_at			DKFZp434G2311			-3.9695931048			-0.3533387413			0.0890113248			0.7868149291			0.3841586544


						222030_at			SIVA			-3.9667147484			-0.5901452717			0.1487743156			0.6697515743			0.3841586544


						200898_s_at			MGEA5			-3.9649111445			-0.8580529215			0.2164116395			0.5828151475			0.3841586544


						200790_at			ODC1			-3.9642921365			-0.7748935587			0.1954683288			0.622782637			0.3841586544


						219713_at			CARKL			-3.9639929216			-1.0997445008			0.2774335178			0.5356612009			0.3841586544


						213275_x_at			CTSB			-3.9637631687			-0.8268216528			0.2085951197			0.6081146328			0.3841586544


						215648_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.963126914			-1.3281254115			0.3351205854			0.4690527651			0.3841586544


						208950_s_at			ALDH7A1			-3.9607717552			-1.4523983708			0.3666958009			0.4630094084			0.3841586544


						208433_s_at			LRP8			-3.9607649777			-0.7802214774			0.1969875723			0.6194318633			0.3841586544


						214581_x_at			TNFRSF21			-3.9590316947			-1.6815932751			0.4247486266			0.4511741081			0.3841586544


						211656_x_at			HLA-DQB1			-3.9554261871			-1.4067397319			0.3556480807			0.4868279473			0.3841586544


						218362_s_at			DIS3			-3.9548058196			-0.9192319118			0.2324341456			0.5689543322			0.3841586544


						212385_at			TCF4			-3.9545674222			-1.4224197338			0.3596903484			0.4574341723			0.3841586544


						200597_at			EIF3S10			-3.9539446258			-0.5298251007			0.1339991201			0.7064604333			0.3841586544


						210666_at			IDS			-3.9525979418			-1.8523135321			0.4686319123			0.4103544099			0.3841586544


						215621_s_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.9524527206			-2.6717790764			0.6759800218			0.3476187292			0.3841586544


						222150_s_at			LOC54103			-3.9512549534			-0.9994662565			0.2529490677			0.5519347144			0.3841586544


						211776_s_at			EPB41L3			-3.9500151924			-1.1714695858			0.296573438			0.5005744315			0.3841586544


						201380_at			CRTAP			-3.9393330852			-0.5238790661			0.1329867403			0.7012555945			0.3841586544


						215512_at			TEB4			-3.9292034078			-1.0163311676			0.2586608689			0.549180443			0.5589193537


						205987_at			CD1C			-3.9291509939			-2.3625978587			0.6012998387			0.3854334593			0.5589193537


						214959_s_at			API5			-3.9279470646			-0.6400689745			0.1629525459			0.6642344784			0.5589193537


						206688_s_at			CPSF4			-3.9247336137			-0.4788645143			0.1220119788			0.7262263121			0.5589193537


						216458_at			MGC33602			-3.9198197933			-0.971878804			0.2479396644			0.5617130197			0.5589193537


						203542_s_at			BTEB1			-3.9185915869			-1.0483535694			0.2675332568			0.551400745			0.5589193537


						209281_s_at			ATP2B1			-3.9176675545			-1.2072212553			0.3081479576			0.5336748442			0.5589193537


						221382_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.9162524844			-1.0256449505			0.2618944909			0.5522496901			0.5589193537


						212312_at			BCL2L1			-3.9145007593			-0.8571718376			0.2189734759			0.5446300494			0.5589193537


						207237_at			KCNA3			-3.9122074188			-1.2389383139			0.3166852319			0.4930912544			0.5589193537


						219483_s_at			PPN			-3.9101452167			-0.4164005936			0.1064923604			0.7586371639			0.5589193537


						215268_at			KIAA0754			-3.9078461767			-2.1342453128			0.5461436342			0.3523037866			0.5589193537


						203753_at			TCF4			-3.9064918705			-1.0073189846			0.2578576938			0.5521115569			0.5589193537


						206077_at			KEL			-3.9064189081			-0.852262608			0.2181697939			0.5630502833			0.5589193537


						203521_s_at			ZNF318			-3.9056498529			-0.5915007301			0.1514474549			0.6889406503			0.5589193537


						215221_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.8995365949			-0.896000753			0.2297710847			0.5845319271			0.5589193537


						215956_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.8973227076			-1.083913744			0.2781175246			0.5422286047			0.5589193537


						202125_s_at			ALS2CR3			-3.8948687842			-0.7348450979			0.1886700525			0.6149771002			0.5589193537


						211840_s_at			PDE4D			-3.8903983178			-1.7556253791			0.4512713701			0.4279164544			0.5589193537


						215908_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.888977264			-2.0371421243			0.5238246423			0.3420999081			0.5589193537


						200847_s_at			MGC8721			-3.8874725755			-0.583453362			0.1500855249			0.6865790525			0.5589193537


						204466_s_at			SNCA			-3.8866783149			-1.2594565644			0.3240444571			0.4733207592			0.5589193537


						214594_x_at			ATP8B1			-3.8863123713			-1.1483840829			0.2954945391			0.5180137687			0.5589193537


						203502_at			BPGM			-3.8817028275			-0.930065036			0.2396023285			0.5193984919			0.5589193537


						208609_s_at			TNXB			-3.8787209734			-1.1502128051			0.2965443539			0.5182916944			0.5589193537


						219434_at			TREM1			-3.8743910357			-1.529838553			0.3948590989			0.46719776			0.5589193537


						203288_at			FLJ21369			-3.8741249901			-0.4742636676			0.1224182671			0.7370954116			0.5589193537


						204400_at			EFS			-3.8734515961			-1.3008149738			0.3358283798			0.4699180214			0.5589193537


						210418_s_at			IDH3B			-3.872536664			-0.5317537256			0.1373140584			0.7141948948			0.5589193537


						205998_x_at			CYP3A4			-3.8724383236			-0.6843697357			0.1767283759			0.658403407			0.5589193537


						220948_s_at			ATP1A1			-3.8705727906			-0.5447460814			0.1407404306			0.711897948			0.5589193537


						221756_at			MGC17330			-3.8675017841			-1.1520308566			0.2978746801			0.5407288449			0.5589193537


						211091_s_at			NF2			-3.8650521994			-1.4170891846			0.3666416678			0.4777936201			0.5589193537


						221668_s_at			DNAI2			-3.8604663828			-0.9538782238			0.2470888564			0.5159727968			0.5589193537


						216187_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.8540774641			-1.0137605778			0.2630358593			0.5473588956			0.5589193537


						204077_x_at			LYSAL1			-3.8516261034			-0.6085354653			0.1579944286			0.6726031811			0.5589193537


						215646_s_at			CSPG2			-3.8485768292			-2.3481633309			0.6101380939			0.3258040256			0.5589193537


						217814_at			GK001			-3.8480557341			-0.5678528319			0.1475687649			0.7024666454			0.5589193537


						201686_x_at			API5			-3.8465438642			-0.4479528651			0.1164559357			0.7511683484			0.5589193537


						215069_at			NMT2			-3.8451601476			-0.7457827388			0.1939536223			0.6359993227			0.5589193537


						202839_s_at			NDUFB7			-3.8434084294			-0.613554867			0.1596382165			0.6771066035			0.5589193537


						217322_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.842555785			-1.007120457			0.262096509			0.5537086593			0.5589193537


						213887_s_at			POLR2E			-3.8379564376			-0.5215755204			0.135899281			0.7213833834			0.5589193537


						213359_at			HNRPD			-3.8320501478			-1.1302962528			0.2949586277			0.5200058931			0.5589193537


						210858_x_at			ATM			-3.8288083269			-0.7751754062			0.2024586608			0.625357976			0.5589193537


						203973_s_at			KIAA0146			-3.823516436			-0.7425597669			0.1942085981			0.6347585709			0.5589193537


						214273_x_at			C16orf35			-3.821122215			-0.6507939			0.1703148613			0.6514350377			0.5589193537


						207655_s_at			BLNK			-3.8208606615			-1.3868944942			0.3629796051			0.5119418117			0.5589193537


						205570_at			PIP5K2A			-3.8206659572			-0.8395975856			0.2197516336			0.6004484446			0.5589193537


						206821_x_at			HRBL			-3.8182513437			-1.1879102858			0.3111136955			0.4837027123			0.5589193537


						205297_s_at			CD79B			-3.8171238322			-1.7734470881			0.4646029749			0.4863076123			0.5589193537


						207769_s_at			PQBP1			-3.8167990885			-0.6812368214			0.1784838043			0.6578013764			0.5589193537


						215811_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.8156200589			-0.7831076833			0.2052373327			0.6091000899			0.5589193537


						216008_s_at			ARIH2			-3.8144354998			-1.113922288			0.2920280833			0.4892956912			0.5589193537


						214295_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.8131102834			-1.3453035042			0.3528100171			0.454195135			0.5589193537


						217671_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.8123735468			-1.0492720115			0.275228017			0.5481464001			0.5589193537


						204182_s_at			ZNF297B			-3.8080923939			-1.454571979			0.3819686679			0.5048648505			0.5589193537


						216109_at			KIAA1025			-3.8061109304			-1.6110926093			0.4232910282			0.4292572025			0.5589193537


						211919_s_at			CXCR4			-3.8035864042			-0.9852875456			0.2590417151			0.5578806017			0.5589193537


						222104_x_at			GTF2H3			-3.802091453			-1.0559805437			0.2777367554			0.5102417832			0.5589193537


						215359_x_at			ZNF44			-3.8010556139			-0.5683043526			0.1495122435			0.694056791			0.6267294224


						212225_at			SUI1			-3.7994387882			-1.5668022617			0.4123772876			0.4426314409			0.6267294224


						215612_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.7991649117			-0.803905763			0.2116006495			0.6044310171			0.6267294224


						222207_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.7922474107			-0.8264430227			0.2179296162			0.6225381553			0.6267294224


						222282_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.7866658057			-0.7410905274			0.1957105711			0.6351478918			0.6267294224


						206042_x_at			SNRPN			-3.7718574104			-0.7278313074			0.1929636326			0.6525868287			0.6267294224


						217713_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.7703127829			-0.62467409			0.1656822991			0.6833425845			0.6267294224


						220483_s_at			RNF19			-3.7669485388			-1.1447887627			0.3039034781			0.4946676853			0.6267294224


						217880_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.7665640498			-0.8372266435			0.2222786158			0.6090255894			0.6267294224


						39313_at			PRKWNK1			-3.7634531142			-0.5309098617			0.1410698754			0.6982065175			0.6267294224


						201300_s_at			PRNP			-3.7590477124			-0.5973157885			0.1589008266			0.6845790944			0.6267294224


						220728_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.7569393664			-1.5307627073			0.4074494044			0.4297483607			0.6267294224


						213504_at			COPS6			-3.7568599512			-0.3701616416			0.098529529			0.7838590345			0.6267294224


						214948_s_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.7526307979			-0.5540294891			0.1476376225			0.7036293225			0.6267294224


						210574_s_at			NUDC			-3.7517105279			-0.4214111894			0.1123250811			0.7614587915			0.6267294224


						202124_s_at			ALS2CR3			-3.7511408927			-1.0000601973			0.2666016089			0.5257276719			0.6267294224


						204543_at			GRF2			-3.7507631679			-1.3861498777			0.3695647567			0.43208226			0.6267294224


						219765_at			FLJ12586			-3.7479178078			-0.7613357326			0.2031356534			0.6355336085			0.6267294224


						207227_x_at			RFPL2			-3.7478353934			-0.7477879673			0.1995252963			0.6242027722			0.6267294224


						212521_s_at			PDE8A			-3.7456396008			-0.4544308011			0.1213226176			0.743949771			0.6267294224


						215587_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.7448519588			-1.2511672516			0.3341032611			0.5009016798			0.6267294224


						204842_x_at			PRKAR2A			-3.7430721726			-0.3683792106			0.0984162724			0.7883542899			0.6267294224


						208082_x_at			MKRN4			-3.7339847113			-0.630808694			0.168937139			0.6833306671			0.6267294224


						208450_at			LGALS2			-3.7293694127			-2.8457989778			0.7630777922			0.3079001047			0.6267294224


						211955_at			KPNB3			-3.7271681463			-0.5784106388			0.1551876964			0.6982286546			0.6267294224


						204292_x_at			STK11			-3.7251050491			-0.9491545452			0.2547994037			0.4697675206			0.6267294224


						219590_x_at			CGI-30			-3.7248333269			-0.6479127455			0.1739440906			0.6717435319			0.6267294224


						219251_s_at			FLJ10300			-3.7243483307			-0.9336126249			0.2506781165			0.4213732004			0.6267294224


						215716_s_at			ATP2B1			-3.7203150738			-1.1933430042			0.3207639623			0.5531573919			0.6267294224


						209534_x_at			AKAP13			-3.7199638878			-0.5307296044			0.1426706335			0.695317566			0.6267294224


						206636_at			RASA2			-3.7198917384			-1.0726325373			0.2883504717			0.5300212036			0.6267294224


						209574_s_at			C18orf1			-3.717594905			-0.6111158384			0.164384731			0.6928464774			0.6267294224


						207182_at			GABRA6			-3.7107145228			-1.0869091156			0.2929110038			0.4820672756			0.6267294224


						220796_x_at			SLC35E1			-3.710514241			-0.6855306497			0.1847535423			0.6562641558			0.6267294224


						210017_at			MALT1			-3.7100312143			-0.8708325938			0.2347237917			0.568569947			0.6267294224


						212956_at			KIAA0882			-3.7058963421			-1.6043091824			0.4329071928			0.4205820377			0.6267294224


						222145_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.7043031744			-2.1879798185			0.5906589487			0.3480096247			0.6267294224


						202213_s_at			CUL4B			-3.7024043331			-0.4747541124			0.1282285968			0.7128506563			0.6267294224


						209299_x_at			PPIL2			-3.7014909233			-1.3677563601			0.3695149842			0.4148383971			0.6267294224


						222326_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.6999891809			-1.2299354572			0.3324159604			0.4667789466			0.6267294224


						212989_at			MOB			-3.6984403727			-0.5145265827			0.1391198805			0.7280092162			0.6267294224


						222203_s_at			RDH14			-3.6963047785			-0.5622476307			0.1521107334			0.6940678348			0.6267294224


						207614_s_at			CUL1			-3.6938007338			-0.5602062757			0.1516612065			0.7094574846			0.6267294224


						217879_at			CDC27			-3.6935097954			-0.4605622648			0.1246950165			0.7406809813			0.6267294224


						208874_x_at			PPP2R4			-3.6926223278			-0.4884894827			0.1322879621			0.7259889446			0.6267294224


						201871_s_at			LOC51035			-3.6902871365			-0.4702163855			0.1274199996			0.7441732192			0.6267294224


						219135_s_at			FLJ12681			-3.6861000028			-1.1778397759			0.3195354915			0.4864402137			0.6267294224


						211386_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.6818426241			-1.0006358631			0.2717758376			0.5558673227			0.6267294224


						210137_s_at			DCTD			-3.6817705988			-0.5888401208			0.1599339516			0.6962825656			0.6267294224


						204622_x_at			NR4A2			-3.6811677315			-1.8235597971			0.4953753619			0.4312945372			0.6267294224


						44790_s_at			C13orf18			-3.6806744415			-1.3026544154			0.3539173149			0.5018544832			0.6267294224


						221000_s_at			FKSG28			-3.678901191			-1.2197989903			0.3315661191			0.4367410948			0.6267294224


						219622_at			RAB20			-3.6780958583			-0.8897814363			0.2419136071			0.6009032896			0.6267294224


						217703_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.6777528582			-0.421982437			0.1147392044			0.7579590428			0.6267294224


						217362_x_at			HLA-DRB3			-3.6770394692			-0.763942107			0.2077601052			0.6171756622			0.7458080126


						208816_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.6748961784			-0.7044260884			0.1916859835			0.656028674			0.7458080126


						209997_x_at			PCM1			-3.6732061292			-0.4895130435			0.133265879			0.7306292694			0.7458080126


						218155_x_at			FLJ10534			-3.6710338731			-0.5156539665			0.1404655975			0.711360135			0.7458080126


						206551_x_at			FLJ20059			-3.6684646275			-0.7482453841			0.2039669072			0.6401486521			0.7458080126


						221559_s_at			MIS12			-3.6659338957			-0.6288578344			0.171540964			0.6843536399			0.7458080126


						220720_x_at			FLJ14346			-3.6652749631			-0.9504791873			0.2593200229			0.5741636911			0.7458080126


						213537_at			HLA-DPA1			-3.6639428469			-1.691604461			0.4616896419			0.4277696987			0.7458080126


						208246_x_at			FLJ20006			-3.6634322637			-0.9588660036			0.2617397933			0.5843863865			0.7458080126


						200681_at			GLO1			-3.662310539			-0.5757465104			0.1572085448			0.7087618264			0.7458080126


						210732_s_at			LGALS8			-3.660302598			-0.6491471593			0.1773479492			0.6662863184			0.7458080126


						217047_s_at			FAM13A1			-3.6602582368			-0.7761934253			0.2120597442			0.6402953811			0.7458080126


						204730_at			RIMS3			-3.6583893958			-0.7670684022			0.2096737988			0.6192274659			0.7458080126


						217276_x_at			dJ222E13.1			-3.6581734389			-0.9145608628			0.2500047846			0.5785942007			0.7458080126


						210785_s_at			C1orf38			-3.6573213943			-0.8857842352			0.2421948032			0.59699741			0.7458080126


						204632_at			RPS6KA4			-3.6548053441			-0.4989921899			0.1365304422			0.7187117179			0.7458080126


						216833_x_at			GYPE			-3.6532598549			-1.2497832636			0.3421008396			0.505005275			0.7458080126


						211610_at			COPEB			-3.653167763			-0.5791495431			0.1585335196			0.685925479			0.7458080126


						203547_at			CD4			-3.6521149409			-0.7935071006			0.2172733097			0.6313808951			0.7458080126


						215626_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.6509024881			-1.2040542769			0.3297963396			0.4342125324			0.7458080126


						212993_at			MGC23427			-3.645822177			-0.6199523027			0.1700445805			0.6597207304			0.7458080126


						218881_s_at			FLJ23306			-3.6437429034			-1.1040847795			0.3030084198			0.5366114808			0.7458080126


						217602_at			PPIA			-3.6416029521			-1.2572656993			0.3452506261			0.4948210923			0.7458080126


						217860_at			NDUFA10			-3.6375180371			-0.4173148882			0.1147251736			0.7666428211			0.7458080126


						213437_at			RIPX			-3.6312058257			-0.7183970884			0.1978398149			0.5913384917			0.7458080126


						209430_at			BTAF1			-3.6286711168			-0.5635288603			0.1552989627			0.7038324532			0.7458080126


						205686_s_at			CD86			-3.628059425			-1.0909386224			0.3006948053			0.5284878061			0.7458080126


						210341_at			MYT1			-3.6249713551			-0.6026414089			0.1662472196			0.6675468709			0.7458080126


						203020_at			KIAA0471			-3.6236754892			-0.7492114316			0.2067545601			0.6500222856			0.7458080126


						201866_s_at			NR3C1			-3.6233452606			-0.3408138483			0.0940605501			0.8027232502			0.7458080126


						212695_at			CRY2			-3.6194047702			-1.1041590373			0.3050664702			0.4328363996			0.7458080126


						219528_s_at			BCL11B			-3.6176879996			-1.2955394111			0.3581125324			0.5122670345			0.7458080126


						204552_at			INPP4A			-3.6157958511			-0.6719571946			0.1858393622			0.654372381			0.7458080126


						206959_s_at			UPF3A			-3.613072769			-0.5995905196			0.1659503027			0.6912901817			0.7458080126


						205141_at			RNASE4			-3.6127918936			-1.185139966			0.3280399206			0.5361708472			0.7458080126


						220076_at			ANKH			-3.6125843736			-1.6225669724			0.449142997			0.4520710721			0.7458080126


						214422_at			RAD23B			-3.6122972722			-1.579917769			0.4373720239			0.4013268379			0.7458080126


						219529_at			CLIC3			-3.6098167407			-2.2903854956			0.6344880253			0.3603862991			0.7458080126


						209024_s_at			NSAP1			-3.6057896396			-0.5815494933			0.1612821466			0.7006537917			0.7458080126


						202236_s_at			SLC16A1			-3.6036569158			-0.3964145468			0.1100034093			0.7682237732			0.7458080126


						215605_at			NCOA2			-3.6028581271			-0.7457057559			0.2069761644			0.6321537523			0.7458080126


						212774_at			ZNF238			-3.6027735949			-0.5927744661			0.1645328108			0.6875529564			0.7458080126


						208925_at			C3orf4			-3.6022610865			-0.638742713			0.1773171621			0.6757326951			0.7458080126


						214520_at			FOXC2			-3.5959774849			-1.0948889156			0.3044760208			0.4669109315			0.7458080126


						220439_at			RIN3			-3.5957572871			-0.6000333264			0.1668725886			0.6785459971			0.7458080126


						214753_at			CG005			-3.5956280184			-1.2180629869			0.3387622359			0.5151034357			0.7458080126


						210543_s_at			PRKDC			-3.5954921688			-0.5655992906			0.1573078911			0.7068748998			0.7458080126


						212671_s_at			HLA-DQA1			-3.592481651			-2.0412185053			0.5681917692			0.4018893378			0.7458080126


						216360_x_at			KIAA0690			-3.5920624215			-1.2804347976			0.3564622903			0.470972067			0.7458080126


						212387_at			TCF4			-3.589641164			-1.1752823684			0.3274094303			0.5276327139			0.7458080126


						202943_s_at			NAGA			-3.5895883735			-0.458817783			0.127819052			0.7483924223			0.7458080126


						207730_x_at			FLJ20700			-3.5878320958			-0.8365917478			0.233174721			0.6139971964			0.7458080126


						219343_at			HARC			-3.5862835066			-0.5117140769			0.1426864541			0.7289572882			0.7458080126


						210018_x_at			MALT1			-3.5861277528			-0.6095664389			0.1699790083			0.6774094288			0.7458080126


						215212_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.5840733874			-1.5291671191			0.4266561964			0.4459616128			0.7458080126


						202736_s_at			LSM4			-3.5813757014			-0.6482469228			0.1810050039			0.6781566885			0.7458080126


						201988_s_at			CREBL2			-3.5808859398			-0.4248844591			0.1186534467			0.7543248621			0.7458080126


						217878_s_at			CDC27			-3.5807693607			-0.576902576			0.1611113473			0.690205169			0.7458080126


						216755_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.5800660974			-0.9212998246			0.2573415684			0.5890948289			0.7458080126


						213376_at			ZBTB1			-3.5797112858			-0.5857842732			0.1636400889			0.6761038139			0.7458080126


						204947_at			E2F1			-3.5793956659			-0.8827055664			0.2466074301			0.5391169751			0.7458080126


						219471_at			C13orf18			-3.5790071738			-1.4148563366			0.3953208999			0.4927772998			0.7458080126


						211824_x_at			DEFCAP			-3.577848227			-0.8287967224			0.2316466965			0.6185779994			0.7458080126


						201105_at			LGALS1			-3.5773135603			-1.0448391094			0.2920736726			0.5686257684			0.7458080126


						202151_s_at			GBDR1			-3.5732616565			-0.742337445			0.2077478551			0.637484495			0.7458080126


						209703_x_at			DKFZP586A0522			-3.5732604278			-0.5601836411			0.1567710086			0.7036342709			0.7458080126


						215553_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.5700701606			-0.5417307927			0.1517423379			0.7077539283			0.7458080126


						222024_s_at			AKAP13			-3.5691784116			-0.7801062618			0.2185674606			0.5698974635			0.7458080126


						202704_at			TOB1			-3.5685717324			-0.6135659542			0.1719360013			0.672812403			0.7458080126


						211339_s_at			ITK			-3.5679223597			-1.2297416294			0.3446660284			0.5256726982			0.7458080126


						212827_at			IGHM			-3.5657343867			-1.639767093			0.4598679866			0.5883926792			0.7458080126


						200965_s_at			ABLIM1			-3.5632352376			-0.9411399906			0.2641251357			0.5904970938			0.7458080126


						217596_at			UPF3A			-3.5622886734			-0.8223466871			0.2308478516			0.5363598687			0.7458080126


						215156_at			REC14			-3.560630623			-0.7729931707			0.2170944567			0.6131030702			0.7458080126


						207436_x_at			SORBS1			-3.5604684275			-0.5914572519			0.1661178196			0.6835915204			0.7458080126


						222310_at			KIAA1172			-3.5599771612			-1.0031703272			0.2817912255			0.5147635836			0.7458080126


						208002_s_at			BACH			-3.558505929			-0.4601650209			0.1293141083			0.727142997			0.7458080126


						218307_at			FLJ11164			-3.5580261102			-0.4586763089			0.1289131374			0.7432302575			0.7458080126


						41577_at			PPP1R16B			-3.5579355678			-2.0351457181			0.5720018475			0.4518299529			0.7458080126


						209064_x_at			PAIP1			-3.557130172			-0.6759107681			0.190015753			0.6844565675			0.7458080126


						212386_at			TCF4			-3.5466597573			-0.9602650052			0.2707519387			0.5891328708			0.7458080126


						220790_s_at			MS4A5			-3.5454143325			-1.2024064517			0.3391441279			0.4634612627			0.7458080126


						203124_s_at			SLC11A2			-3.5431888818			-1.0134802848			0.2860362003			0.565697852			0.7458080126


						205976_at			KIAA0971			-3.543180965			-1.5524030688			0.4381382391			0.4635492303			0.7458080126


						206404_at			FGF9			-3.5428646576			-1.3230790253			0.3734489328			0.4827344435			0.7458080126


						203941_at			FLJ10871			-3.5423692478			-0.3472379699			0.0980242164			0.7918800625			0.7458080126


						216191_s_at			TRD			-3.5421799303			-1.3624975282			0.3846494405			0.4474060917			0.7458080126


						216248_s_at			NR4A2			-3.5418334593			-1.9498099131			0.5505086378			0.4170547782			0.7458080126


						214771_x_at			RHOIP3			-3.5414444239			-0.5525696016			0.1560294432			0.7031120738			0.7458080126


						213327_s_at			USP12L1			-3.540289949			-0.508615463			0.1436649174			0.7186984733			0.7458080126


						219015_s_at			MDS031			-3.5400271544			-0.577435167			0.1631160276			0.6929670573			0.7458080126


						205419_at			EBI2			-3.5399944463			-1.6961424282			0.4791370308			0.4225622595			0.7458080126


						212511_at			PICALM			-3.53687829			-0.4577539937			0.1294231682			0.7422448565			0.9433144823


						211177_s_at			TXNRD2			-3.533057566			-1.1393329281			0.322477884			0.5405971674			0.9433144823


						215761_at			RC3			-3.5323393548			-0.9114675708			0.2580351091			0.6059350291			0.9433144823


						212129_at			NIPA2			-3.5315339727			-0.6240414986			0.1767055063			0.6853316764			0.9433144823


						208074_s_at			AP2S1			-3.5308029444			-0.4689799336			0.1328252924			0.7477685975			0.9433144823


						209042_s_at			UBE2G2			-3.5297314225			-0.6860081976			0.194351387			0.6684384488			0.9433144823


						207130_at			PRKCBP1			-3.5280371001			-1.2542214461			0.3555012066			0.3868050013			0.9433144823


						208051_s_at			PAIP1			-3.5279227967			-0.6410777382			0.1817153535			0.6874763			0.9433144823


						205511_at			GABPB2			-3.5272309234			-1.1127426316			0.3154720107			0.5100104622			0.9433144823


						216012_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.5266767819			-1.0437378255			0.2959550563			0.5367703803			0.9433144823


						215330_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.5247975569			-1.9058036155			0.5406845598			0.4524301105			0.9433144823


						201751_at			KIAA0063			-3.5168455495			-0.8881361897			0.2525377294			0.5992319551			0.9433144823


						201671_x_at			USP14			-3.5160039662			-0.4794815124			0.1363711523			0.7287015675			0.9433144823


						201869_s_at			TBL1X			-3.5140100512			-1.5998268375			0.4552709908			0.4047234816			0.9433144823


						218696_at			EIF2AK3			-3.5132792736			-0.6411293965			0.1824874559			0.6905419761			0.9433144823


						215308_at			G22P1			-3.5118113299			-1.2770184594			0.3636352695			0.4971347943			0.9433144823


						212473_s_at			MICAL2			-3.5117110179			-0.8836012449			0.2516155915			0.6039193637			0.9433144823


						203100_s_at			CDYL			-3.5107124169			-0.8161009211			0.232460203			0.6094840714			0.9433144823


						218949_s_at			QRSL1			-3.509033581			-0.5323641291			0.1517124635			0.7011624182			0.9433144823


						213459_at			RPL37A			-3.5084845038			-0.8098203627			0.2308177111			0.6023559067			0.9433144823


						218343_s_at			GTF3C3			-3.5081055175			-0.5344201601			0.1523386789			0.7052984897			0.9433144823


						207575_at			GOLGA6			-3.5064635342			-1.4713222143			0.4196028848			0.4821747639			0.9433144823


						210786_s_at			FLI1			-3.5048692536			-0.7422116464			0.2117658585			0.5966889352			0.9433144823


						220176_at			C14orf127			-3.4976947555			-0.8030203964			0.2295856135			0.6181874624			0.9433144823


						212061_at			SR140			-3.4963161337			-0.741882053			0.2121896375			0.6551044202			0.9433144823


						209510_at			RNF139			-3.495582177			-0.5719324494			0.1636157929			0.7096434817			0.9433144823


						216278_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.4943964318			-1.6351763496			0.4679424277			0.4177191907			0.9433144823


						202058_s_at			KPNA1			-3.4921147068			-0.4099610415			0.1173962129			0.7744972656			0.9433144823


						210965_x_at			CDC2L5			-3.492032306			-1.0784484235			0.3088311702			0.5449000339			0.9433144823


						204620_s_at			CSPG2			-3.4903737516			-1.6913943534			0.4845883202			0.4414318634			0.9433144823


						210837_s_at			PDE4D			-3.4897975128			-0.8351118481			0.2393009466			0.6169319877			0.9433144823


						212894_at			SUPV3L1			-3.4893582652			-0.4893213872			0.1402324869			0.727489657			0.9433144823


						207830_s_at			PPP1R8			-3.4864466454			-0.5796792598			0.1662664939			0.7070733329			0.9433144823


						205597_at			C6orf29			-3.4862629851			-1.0707633187			0.3071378503			0.5408562924			0.9433144823


						214049_x_at			CD7			-3.4831432914			-1.804730451			0.5181327037			0.4373959491			0.9433144823


						206088_at			KIAA0563			-3.4797430749			-0.6848411728			0.1968079706			0.6596271211			0.9433144823


						215385_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.4792517644			-1.2490230434			0.3589918546			0.4924445708			0.9433144823


						215386_at			AUTS2			-3.4790661567			-1.4090197961			0.4049994259			0.4814261257			0.9433144823


						206474_at			PCTK2			-3.478956823			-0.6103757085			0.1754479114			0.6916105415			0.9433144823


						205267_at			POU2AF1			-3.4779995754			-1.4095069433			0.4052636904			0.5369865078			0.9433144823


						208763_s_at			DSIPI			-3.4772087592			-0.9294731583			0.2673043877			0.595874576			0.9433144823


						200719_at			SKP1A			-3.4748307793			-0.5966495709			0.1717060797			0.6928687009			0.9433144823


						215381_at			FRAP1			-3.4746251971			-0.980368499			0.2821508633			0.5491203189			0.9433144823


						214383_x_at			KLHDC3			-3.4743652014			-0.3950928051			0.1137165445			0.7759797029			0.9433144823


						200776_s_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.4743291934			-0.4835557013			0.1391795867			0.7348451921			0.9433144823


						201399_s_at			TRAM1			-3.4742224954			-0.5709180756			0.1643297389			0.6870339986			0.9433144823


						210556_at			NFATC3			-3.4728134434			-0.7199271735			0.207303728			0.6368210465			0.9433144823


						215346_at			TNFRSF5			-3.4708471782			-1.6300667472			0.4696452087			0.5220448281			0.9433144823


						214245_at			RPS14			-3.4705248636			-0.3771314781			0.1086669864			0.7850926744			0.9433144823


						205105_at			MAN2A1			-3.4658825669			-0.8246812509			0.2379426409			0.6118263537			0.9433144823


						208707_at			EIF5			-3.4639470118			-0.714900829			0.2063833039			0.6464005564			0.9433144823


						212256_at			GALNT10			-3.4626155611			-0.5885709106			0.1699787055			0.6856172842			0.9433144823


						208629_s_at			HADHA			-3.4610369769			-0.4931082783			0.1424741433			0.7206946018			0.9433144823


						221558_s_at			LEF1			-3.454683881			-1.2606226779			0.364902469			0.5214370815			0.9433144823


						222371_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.4536507753			-1.2978346816			0.3757863102			0.5021414777			0.9433144823


						209062_x_at			NCOA3			-3.4527501838			-1.2139318619			0.3515840409			0.5511134633			0.9433144823


						202556_s_at			MCRS1			-3.4527124417			-0.4612215971			0.133582395			0.7387049181			0.9433144823


						218529_at			8D6A			-3.4523844762			-1.075011549			0.3113823377			0.5000772678			0.9433144823


						203118_at			PCSK7			-3.4515084249			-1.2056800585			0.3493197495			0.5232366771			0.9433144823


						211034_s_at			FLJ30092			-3.4496934835			-0.4356208172			0.1262781228			0.7407624306			0.9433144823


						216330_s_at			POU6F1			-3.449521527			-1.1977064049			0.3472094305			0.4691216507			0.9433144823


						208936_x_at			LGALS8			-3.4446550235			-0.4725588544			0.1371861191			0.7396828939			0.9433144823


						221658_s_at			IL21R			-3.4445492047			-1.3835169994			0.4016540096			0.5169532084			0.9433144823


						214785_at			CHAC			-3.4414883306			-0.5368218117			0.1559853645			0.6992467595			0.9433144823


						213652_at			PCSK5			-3.4396298852			-1.0605248189			0.3083252717			0.5540521978			0.9433144823


						201368_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.436483537			-0.4252507569			0.1237459026			0.7670743064			0.9433144823


						215037_s_at			BCL2L1			-3.435046147			-0.7531887995			0.2192659916			0.6092502004			0.9433144823


						220602_s_at			FLJ22795			-3.4342450536			-1.4426790057			0.4200862149			0.4691154617			0.9433144823


						217759_at			TRIM44			-3.4339392172			-0.7282644348			0.2120784291			0.6218418657			0.9433144823


						213472_at			HNRPH1			-3.4333719327			-1.3793142474			0.4017374973			0.4820717559			0.9433144823


						200787_s_at			PEA15			-3.4328653682			-0.3706878817			0.1079820622			0.7769506864			0.9433144823


						216250_s_at			LPXN			-3.4300252675			-0.5432693737			0.1583864057			0.715478959			0.9433144823


						207571_x_at			C1orf38			-3.4282937572			-0.8169175847			0.2382869271			0.6306632093			0.9433144823


						211861_x_at			CD28			-3.4280833653			-1.3420830905			0.3914966316			0.5014855069			0.9433144823


						202070_s_at			IDH3A			-3.4278138718			-0.6078850616			0.1773389934			0.6839898953			0.9433144823


						215654_at			BCAT2			-3.4255837965			-0.9876205541			0.2883072237			0.5389041122			0.9433144823


						202644_s_at			TNFAIP3			-3.42502589			-1.4334168997			0.4185127195			0.5289267251			0.9433144823


						214693_x_at			NOTCH2			-3.4247755839			-0.9769965459			0.2852731579			0.5670574778			0.9433144823


						218497_s_at			RNASEH1			-3.4205053689			-0.3636529694			0.1063155675			0.7911824928			0.9433144823


						203921_at			CHST2			-3.4196513265			-0.6855264837			0.2004667781			0.6537754151			0.9433144823


						208349_at			ANKTM1			-3.4195170757			-0.646830316			0.1891583816			0.6671421808			0.9433144823


						201285_at			MKRN1			-3.4187813474			-0.5179459042			0.1515001551			0.7051832108			0.9433144823


						204516_at			SCA7			-3.4143433124			-0.7631091816			0.2235010108			0.6373676611			0.9433144823


						201123_s_at			EIF5A			-3.4139427736			-1.4593464003			0.4274665679			0.4830909367			0.9433144823


						208963_x_at			FADS1			-3.4086872938			-1.8460580209			0.5415744719			0.4766749553			0.9433144823


						203659_s_at			RFP2			-3.4058527673			-0.3568072097			0.1047629578			0.7894716756			0.9433144823


						213067_at			MYH10			-3.405636969			-1.4683629137			0.4311566168			0.4829493088			0.9433144823


						218539_at			FBXO34			-3.4048898029			-0.3363133206			0.0987736285			0.8034827678			0.9433144823


						212454_x_at			HNRPDL			-3.4042016549			-0.7509775578			0.2206031352			0.6475312187			0.9433144823


						212880_at			WDR7			-3.4036533161			-0.2935389826			0.0862423271			0.8250893914			0.9433144823


						215500_at			na			-3.4033747213			-1.0370967545			0.3047259968			0.5593438475			0.9433144823


						210555_s_at			NFATC3			-3.4029500528			-0.4961520057			0.1458005548			0.7252162136			0.9433144823


						200075_s_at			GUK1			-3.4023374619			-0.5485586553			0.1612299372			0.6870638803			0.9433144823


						217507_at			SLC11A1			-3.4017519388			-0.8315846152			0.2444577471			0.5603372899			0.9433144823


						207891_s_at			TREX2			-3.401387508			-0.8151334011			0.2396473201			0.6185796244			0.9433144823


						208319_s_at			RBM3			-3.4010299645			-0.4775483884			0.140412873			0.7383849217			0.9433144823


						204728_s_at			AND-1			-3.3998634374			-0.6319374776			0.1858714296			0.6715918331			0.9433144823


						215925_s_at			CD72			-3.3987182756			-1.9518103269			0.574278351			0.551637988			0.9433144823


						215189_at			KRTHB6			-3.3985398578			-0.3520006893			0.1035740948			0.7946989832			0.9433144823


						201816_s_at			GBAS			-3.3979935771			-0.506387473			0.1490254356			0.7237268437			0.9433144823


						200762_at			DPYSL2			-3.3958050229			-1.2647100269			0.3724330515			0.508010196			1.1415428764


						207686_s_at			CASP8			-3.3953895993			-0.880512992			0.2593260556			0.6023261795			1.1415428764


						206093_x_at			TNXB			-3.395082145			-1.4762127623			0.4348091443			0.4662325288			1.1415428764


						209041_s_at			UBE2G2			-3.3948059989			-0.5457669679			0.1607652891			0.6948134978			1.1415428764


						212188_at			LOC115207			-3.3942766598			-1.1383168196			0.335363594			0.5423280423			1.1415428764


						214551_s_at			CD7			-3.3937638994			-1.8273139285			0.5384328382			0.4248239775			1.1415428764


						214924_s_at			OIP106			-3.39073864			-0.5564362987			0.1641047446			0.7113196778			1.1415428764


						219508_at			GCNT3			-3.3890280184			-0.985313982			0.2907364521			0.5841588742			1.1415428764


						215013_s_at			USP34			-3.386143191			-1.4187103014			0.4189752829			0.488213805			1.1415428764


						215791_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.3855830409			-1.3098562715			0.3868923774			0.4689969605			1.1415428764


						215012_at			ZNF451			-3.3843668699			-1.1185086417			0.3304927287			0.5361033067			1.1415428764


						206487_at			UNC84A			-3.3833888195			-0.8677862765			0.2564843483			0.5446079344			1.1415428764


						208866_at			CSNK1A1			-3.3826450515			-0.6376984279			0.1885206453			0.6668099082			1.1415428764


						211594_s_at			MRPL9			-3.3817447006			-0.9341262453			0.2762261282			0.5843418615			1.1415428764


						203188_at			B3GNT6			-3.3798743388			-0.3459321454			0.1023505938			0.8009998077			1.1415428764


						208944_at			TGFBR2			-3.3792949975			-0.4847416382			0.1434446056			0.7312406377			1.1415428764


						201902_s_at			YY1			-3.379039897			-0.9399002482			0.2781560079			0.5816748768			1.1415428764


						222311_s_at			KIAA1172			-3.3771745322			-0.6118398087			0.1811691409			0.652804052			1.1415428764


						201075_s_at			SMARCC1			-3.3754270497			-0.4930779607			0.1460786897			0.7289937108			1.1415428764


						201646_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.3732789777			-0.6232599638			0.184763836			0.6559680647			1.1415428764


						217257_at			SH3BP2			-3.3714570939			-0.9251850628			0.2744169767			0.601192974			1.1415428764


						208670_s_at			CRI1			-3.3662397542			-0.6156583713			0.1828920149			0.6772173398			1.1415428764


						203821_at			DTR			-3.3648266299			-2.2765538579			0.6765738947			0.4950589007			1.1415428764


						215707_s_at			PRNP			-3.3611241504			-0.3512105605			0.1044919928			0.7950115148			1.1415428764


						207460_at			GZMM			-3.3611212433			-1.3197410915			0.3926490584			0.5430244106			1.1415428764


						218605_at			TFB2M			-3.3599274031			-0.477403124			0.1420873331			0.7376892269			1.1415428764


						216945_x_at			PASK			-3.3547267157			-0.6601858606			0.1967927395			0.6597583725			1.1415428764


						210807_s_at			SLC16A7			-3.3541758069			-0.5405426115			0.161155122			0.7161023345			1.1415428764


						217293_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.3538174392			-0.4649618001			0.1386365861			0.737000592			1.1415428764


						216858_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.3534842464			-1.7890700503			0.5334958863			0.4548415563			1.1415428764


						208617_s_at			PTP4A2			-3.3496652914			-0.4850496099			0.1448053963			0.7139992046			1.1415428764


						221712_s_at			FLJ10439			-3.3462244923			-0.4757123739			0.1421639149			0.7211278789			1.1415428764


						38521_at			CD22			-3.3461537959			-1.2005840133			0.3587952278			0.5856577245			1.1415428764


						221731_x_at			CSPG2			-3.3446598848			-1.7739751797			0.530390306			0.4375263723			1.1415428764


						201608_s_at			PWP1			-3.3430498983			-0.3996749987			0.1195540033			0.7767550553			1.1415428764


						204418_x_at			GSTM2			-3.3430149257			-0.8202569095			0.2453644174			0.6264890113			1.1415428764


						218284_at			DKFZP586N0721			-3.3420396642			-0.5157397986			0.1543188742			0.7237871738			1.1415428764


						212917_x_at			RECQL			-3.3414360271			-0.5778519922			0.1729352253			0.7042241809			1.1415428764


						220597_s_at			ARL6IP4			-3.3388270663			-0.2993027201			0.0896430735			0.8197119177			1.1415428764


						208623_s_at			VIL2			-3.3385771215			-0.4720905999			0.141404731			0.7426039982			1.1415428764


						204180_s_at			ZNF297B			-3.3380120622			-0.4841443109			0.1450397128			0.7363535026			1.1415428764


						202922_at			GCLC			-3.3378482558			-0.5209092785			0.156061402			0.7224751558			1.1415428764


						202717_s_at			CDC16			-3.337450192			-0.3562191812			0.1067339318			0.7977832689			1.1415428764


						200838_at			CTSB			-3.3360516711			-0.9528973334			0.2856362633			0.6096106741			1.1415428764


						201031_s_at			HNRPH1			-3.3359399545			-0.5061655793			0.1517310222			0.7316603642			1.1415428764


						215206_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.335520741			-0.7405796128			0.222028184			0.6040518192			1.1415428764


						212229_s_at			FBXO21			-3.3333857209			-0.5988092413			0.1796399491			0.6824688859			1.1415428764


						212382_at			TCF4			-3.3329117536			-0.946483452			0.2839809518			0.6067416565			1.1415428764


						203104_at			CSF1R			-3.3328323144			-0.9375309678			0.2813015716			0.5950847516			1.1415428764


						222308_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.3327542917			-1.1051182138			0.331593066			0.5095986038			1.1415428764


						212107_s_at			DHX9			-3.3318936381			-0.6517019075			0.1955950514			0.6777970383			1.1415428764


						205259_at			NR3C2			-3.330908874			-1.5610589968			0.4686585721			0.4762806715			1.1415428764


						218880_at			FOSL2			-3.3303935056			-1.3283101803			0.3988448146			0.5251318577			1.1415428764


						201743_at			CD14			-3.3301358635			-1.7856134682			0.5361983839			0.4532392935			1.1415428764


						209236_at			SLC23A2			-3.3297301962			-0.7178720724			0.2155946669			0.639598228			1.1415428764


						216105_x_at			PPP2R4			-3.3278834895			-0.4769690443			0.143325043			0.7235049395			1.1415428764


						200798_x_at			MCL1			-3.322578585			-0.883578997			0.2659317077			0.6104008545			1.1415428764


						213517_at			DKFZP564J157			-3.3224295298			-0.65106425			0.1959602887			0.6589936884			1.1415428764


						206555_s_at			FLJ20274			-3.3215674851			-0.6234030868			0.1876834024			0.6852248333			1.1415428764


						210620_s_at			GTF3C2			-3.3201354873			-0.4271769116			0.1286624938			0.7498534134			1.1415428764


						209890_at			TM4SF9			-3.3188342865			-0.8169158055			0.2461454038			0.6187708579			1.1415428764


						211688_x_at			KIR3DL2			-3.3185591427			-1.4668091187			0.4420018013			0.4743976051			1.1415428764


						217964_at			FLJ20343			-3.3182839073			-0.4753344661			0.1432470757			0.7496962873			1.1415428764


						213069_at			KIAA1237			-3.3158237683			-1.371837678			0.4137245445			0.5067391431			1.1415428764


						218328_at			COQ4			-3.3152447128			-1.3933622201			0.4202894027			0.5370115845			1.1415428764


						210658_s_at			GGA2			-3.3150765777			-0.4937241531			0.1489329557			0.7317993228			1.1415428764


						209014_at			MAGED1			-3.314283286			-0.4297045171			0.12965232			0.7629633651			1.1415428764


						32032_at			DGCR14			-3.3133419759			-0.2787515427			0.0841300248			0.8205437703			1.1415428764


						220239_at			SBBI26			-3.31178847			-0.5443006356			0.1643524762			0.7040480717			1.1415428764


						213575_at			TRA2A			-3.310960187			-1.1797666574			0.3563216079			0.5313782253			1.1415428764


						204197_s_at			RUNX3			-3.3101201084			-0.8583799453			0.2593198788			0.6473165661			1.1415428764


						205835_s_at			FLJ21940			-3.3084993612			-0.8273722111			0.2500747683			0.6155814768			1.1415428764


						200797_s_at			MCL1			-3.3082320041			-0.6306754671			0.190638222			0.6967052178			1.1415428764


						210109_at			p100			-3.3077819825			-1.327351188			0.4012813405			0.5054774424			1.1415428764


						215435_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.3073516569			-0.8576191675			0.2593069188			0.6376632565			1.1415428764


						218025_s_at			PECI			-3.3046801839			-0.7635735185			0.2310582193			0.6595391365			1.1415428764


						200956_s_at			SSRP1			-3.3038012355			-0.6566078703			0.1987431517			0.6696866756			1.1415428764


						215713_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.3035251129			-1.0582681979			0.3203451349			0.4922049764			1.1415428764


						203248_at			ZNF24			-3.3033276461			-0.5108279481			0.154640412			0.730787174			1.1415428764


						217928_s_at			C11orf23			-3.3001980031			-0.3218199058			0.0975153326			0.7964560087			1.1415428764


						210045_at			IDH2			-3.2994399618			-0.3691664834			0.1118876196			0.7890792903			1.1415428764


						210972_x_at			TRA			-3.2969119897			-1.1923620148			0.3616602501			0.5723173162			1.1415428764


						215316_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.2965295145			-1.1127506641			0.3375521618			0.5581560284			1.1415428764


						215600_x_at			LOC285231			-3.2944452905			-0.7951601872			0.2413639072			0.6384794618			1.1415428764


						218915_at			NF2			-3.2934792162			-0.4899866728			0.1487747882			0.7279864667			1.1415428764


						204299_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.2929708269			-0.721579475			0.2191271994			0.6434398895			1.1415428764


						220600_at			FLJ20211			-3.2920570414			-1.2051615135			0.3660816014			0.5295025644			1.1415428764


						217248_s_at			SLC7A8			-3.2905455921			-1.2574342248			0.3821354817			0.5081167435			1.1415428764


						200871_s_at			PSAP			-3.2898901257			-0.7384551647			0.2244619536			0.6575875136			1.1415428764


						211986_at			MGC5395			-3.2897250987			-1.0943891081			0.332668863			0.5682879448			1.1415428764


						202676_x_at			FASTK			-3.2891921295			-0.9347917925			0.2842010304			0.4671263475			1.1415428764


						209312_x_at			HLA-DRB3			-3.2886813716			-1.1071853066			0.3366654234			0.5843008425			1.1415428764


						220474_at			SLC25A21			-3.2863077337			-1.4009436231			0.4262971507			0.4885368228			1.1415428764


						209503_s_at			PSMC5			-3.2857036539			-0.3879170275			0.1180620861			0.7804085758			1.1415428764


						201340_s_at			ENC1			-3.2844373352			-1.1158968772			0.3397528293			0.4880913842			1.1415428764


						213077_at			FLJ21940			-3.2835598955			-0.5737555442			0.1747358241			0.6920321013			1.1415428764


						212824_at			FUBP3			-3.2835596696			-0.545035182			0.1659891206			0.7057465535			1.1415428764


						202466_at			POLS			-3.2833040103			-0.4598339205			0.140052191			0.7434861945			1.1415428764


						208325_s_at			AKAP13			-3.2828945303			-0.7768299821			0.2366295886			0.6251887971			1.1415428764


						219093_at			FLJ20701			-3.2826071316			-1.1402920977			0.3473739171			0.5548964646			1.1415428764


						206966_s_at			KLF12			-3.2822383632			-0.6088022633			0.1854838668			0.6912103803			1.1415428764


						207833_s_at			HLCS			-3.2814103947			-0.3692404323			0.112524917			0.7714633299			1.1415428764


						211925_s_at			PLCB1			-3.280138003			-1.183931554			0.3609395559			0.5226039783			1.1415428764


						215528_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.2799656849			-0.7883897333			0.2403652382			0.6302772731			1.1415428764


						210113_s_at			DEFCAP			-3.279218537			-1.5412640327			0.4700095512			0.5035312058			1.1415428764


						206146_s_at			RHAG			-3.2781052142			-1.7699240137			0.5399228817			0.4818876105			1.1415428764


						208723_at			USP11			-3.2779332958			-0.6040176726			0.1842678353			0.7002175398			1.1415428764


						212649_at			DHX29			-3.2764548123			-0.4718266232			0.1440052283			0.7393855713			1.1415428764


						204193_at			CPT1B			-3.26920857			-0.4595608157			0.1405724982			0.7464767653			1.1415428764


						216373_at			FLJ90013			-3.2690529187			-1.1882783355			0.3634931477			0.4447676858			1.1415428764


						215018_at			KIAA1731			-3.2687081508			-1.2712179843			0.3889053184			0.4029152324			1.1415428764


						211571_s_at			CSPG2			-3.2673736459			-2.3191275626			0.7097833961			0.3628881			1.1415428764


						216456_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.2667343201			-1.0215153809			0.3127023139			0.4022827688			1.1415428764


						210429_at			RHD			-3.2660815975			-1.2906003284			0.3951525061			0.5020897833			1.1415428764


						215620_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.2622849892			-0.9322337045			0.2857609643			0.580423665			1.1415428764


						218763_at			STX18			-3.2620977183			-0.2739831584			0.0839898685			0.833151126			1.1415428764


						203114_at			SSSCA1			-3.2597997148			-0.7747695653			0.2376739779			0.6462033935			1.4300662968


						203431_s_at			RICS			-3.2592942314			-1.3824296693			0.4241500065			0.5183487775			1.4300662968


						209247_s_at			ABCF2			-3.2589345252			-0.3448162351			0.1058064323			0.7996839149			1.4300662968


						216969_s_at			KIF22			-3.2577065725			-0.4512653869			0.1385224166			0.7551807599			1.4300662968


						214058_at			MYCL1			-3.2567901756			-0.5774293317			0.1773001331			0.7093302051			1.4300662968


						218740_s_at			CDK5RAP3			-3.2567038787			-0.4639573814			0.1424622559			0.7346824639			1.4300662968


						221811_at			CAB2			-3.2542819206			-0.6705301207			0.2060454924			0.6550510066			1.4300662968


						211560_s_at			ALAS2			-3.2531528928			-2.2639078703			0.6959119184			0.3460555023			1.4300662968


						201073_s_at			SMARCC1			-3.2525550586			-0.4712206465			0.1448770699			0.7401591434			1.4300662968


						37226_at			BNIP1			-3.251581338			-0.4508929964			0.1386688351			0.7634773135			1.4300662968


						221860_at			HNRPL			-3.2514383817			-0.7786600019			0.2394817033			0.6143218644			1.4300662968


						216886_at			CHRNA4			-3.2512966224			-0.8207388346			0.2524343146			0.6001261122			1.4300662968


						217202_s_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.2492885347			-0.5703527337			0.1755315749			0.7023647399			1.4300662968


						208306_x_at			HLA-DRB3			-3.2474030051			-1.1035253789			0.3398178105			0.582055653			1.4300662968


						220704_at			ZNFN1A1			-3.2467792124			-1.2713179126			0.3915627856			0.5003234271			1.4300662968


						214715_x_at			KR18			-3.2465436933			-0.7356930997			0.2266081005			0.6634638269			1.4300662968


						206562_s_at			CSNK1A1			-3.2450342101			-0.408203953			0.1257934205			0.7746798702			1.4300662968


						213451_x_at			TNXB			-3.2435748806			-1.5921112432			0.4908507748			0.4968724332			1.4300662968


						208836_at			ATP1B3			-3.2435509361			-0.3818467779			0.1177249211			0.7836479978			1.4300662968


						214447_at			ETS1			-3.2419377599			-1.144293755			0.3529659851			0.5318464343			1.4300662968


						200778_s_at			NEDD5			-3.2405270762			-0.6095155001			0.1880914696			0.702621262			1.4300662968


						200788_s_at			PEA15			-3.237945794			-0.568516067			0.1755792416			0.7161825367			1.4300662968


						219347_at			MTH2			-3.2341464733			-0.5476776943			0.1693422666			0.707986099			1.4300662968


						201233_at			PSMD13			-3.2337338081			-0.7079915675			0.2189393467			0.6458036892			1.4300662968


						218802_at			FLJ20647			-3.2305502391			-0.9609854806			0.2974680502			0.5846999304			1.4300662968


						212733_at			KIAA0226			-3.2297951308			-0.4446595937			0.1376742412			0.7515838075			1.4300662968


						216056_at			CD44			-3.2284381763			-1.5574435153			0.4824139197			0.4579618427			1.4300662968


						203727_at			SKIV2L			-3.2283255297			-0.350527425			0.1085787111			0.7924746712			1.4300662968


						208630_at			HADHA			-3.2259982521			-0.3311739753			0.1026578285			0.7946691906			1.4300662968


						203125_x_at			SLC11A2			-3.2237198046			-0.9709830611			0.3011995831			0.6013935798			1.4300662968


						200785_s_at			LRP1			-3.2220296179			-1.1130586759			0.3454526519			0.5469088927			1.4300662968


						222186_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.2218275153			-1.272884336			0.3950814654			0.5285302846			1.4300662968


						220096_at			RNASE6PL			-3.2209713708			-0.7927235893			0.2461132056			0.6218316921			1.4300662968


						208971_at			UROD			-3.2207262821			-0.814956209			0.2530349175			0.6389376638			1.4300662968


						216407_at			FLJ10305			-3.220457378			-1.3319029747			0.4135757187			0.4855105719			1.4300662968


						213674_x_at			IGHM			-3.2182638801			-2.0761159758			0.6451043336			0.3470352309			1.4300662968


						212943_at			KIAA0528			-3.218196208			-0.6812821433			0.2116968945			0.6896952808			1.4300662968


						217662_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.2169568422			-0.6411992745			0.1993185815			0.6596282855			1.4300662968


						208015_at			MADH1			-3.216234644			-1.3654954861			0.4245633908			0.4580069063			1.4300662968


						216713_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.216057008			-0.6317406043			0.196433273			0.6872089853			1.4300662968


						201142_at			EIF2S1			-3.2155314771			-0.4393501386			0.1366337546			0.7648448733			1.4300662968


						81737_at			MGC9515			-3.214510216			-1.4836246521			0.4615398777			0.4759246955			1.4300662968


						201854_s_at			KIAA0431			-3.2143505994			-0.3684614783			0.1146301459			0.792165415			1.4300662968


						212522_at			PDE8A			-3.2139050334			-0.7396566841			0.2301426696			0.641788221			1.4300662968


						216197_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.2126925133			-1.6841108726			0.5242054338			0.4696137196			1.4300662968


						210450_at			LOC90925			-3.2123930338			-1.3801453371			0.429631531			0.524490037			1.4300662968


						214786_at			MAP3K1			-3.2123687881			-0.9586505195			0.298424802			0.5574447689			1.4300662968


						220613_s_at			SYTL2			-3.2121029348			-1.1520263856			0.3586517646			0.5299041895			1.4300662968


						208997_s_at			UCP2			-3.2111802338			-0.5843913349			0.1819864637			0.6977850298			1.4300662968


						204076_at			LYSAL1			-3.2101928218			-0.5754820994			0.1792671442			0.712741651			1.4300662968


						215967_s_at			LY9			-3.2091081308			-1.4277604448			0.4449087991			0.4852860628			1.4300662968


						217617_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.2070026379			-1.3317977846			0.4152780446			0.4674101611			1.4300662968


						216913_s_at			KIAA0690			-3.2049442719			-1.2938314616			0.4036985831			0.5105331788			1.4300662968


						212681_at			EPB41L3			-3.2039440762			-1.4679889356			0.4581818224			0.4691252241			1.4300662968


						211924_s_at			PLAUR			-3.2022286686			-1.4622702682			0.4566414268			0.5596184435			1.4300662968


						220953_s_at			PIP3AP			-3.2016528162			-0.38370743			0.1198466705			0.7824399261			1.4300662968


						202387_at			BAG1			-3.1990088611			-0.3413372981			0.1067009542			0.7816258074			1.4300662968


						203790_s_at			UK114			-3.1988795835			-0.4307145615			0.1346454439			0.7565621076			1.4300662968


						207075_at			CIAS1			-3.1987583482			-1.0696414037			0.3343926884			0.5779563222			1.4300662968


						213546_at			DKFZp586I1420			-3.1981482319			-0.5463333688			0.1708280321			0.7092119853			1.4300662968


						221781_s_at			ERdj5			-3.1980763232			-1.0110171556			0.3161329041			0.5825674856			1.4300662968


						204621_s_at			NR4A2			-3.1972516873			-1.9828221257			0.6201645412			0.4189725239			1.4300662968


						204387_x_at			MRP63			-3.1971106327			-0.5758186896			0.1801059631			0.7135398745			1.4300662968


						215457_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.1965981277			-1.0995779168			0.343983783			0.5611551979			1.4300662968


						209201_x_at			CXCR4			-3.1956299634			-0.9188951172			0.2875474093			0.5991992909			1.4300662968


						209963_s_at			EPOR			-3.1946886338			-0.6951631848			0.2175996676			0.6659473601			1.4300662968


						210008_s_at			MRPS12			-3.1941268129			-1.0435056711			0.326695129			0.5295724946			1.4300662968


						201499_s_at			USP7			-3.1940727516			-0.3473780182			0.1087570776			0.7934191186			1.4300662968


						213617_s_at			DKFZP586M1523			-3.193970319			-0.4275395203			0.133858326			0.7656312089			1.4300662968


						221078_s_at			FLJ10392			-3.1884503302			-1.0005034728			0.3137898883			0.5823530627			1.4300662968


						212493_s_at			HYPB			-3.1876041557			-0.5260642897			0.1650343844			0.7190859532			1.4300662968


						47773_at			KIAA1332			-3.1873078293			-0.4483442628			0.1406655042			0.7498428075			1.4300662968


						217109_at			MUC4			-3.1867286664			-0.9090808939			0.2852708809			0.4437294769			1.4300662968


						211556_at			MAPRE2			-3.1845397753			-0.8056695522			0.2529940302			0.5172962802			1.4300662968


						220918_at			RUNX1			-3.1823410441			-1.1338170373			0.35628395			0.5050676844			1.4300662968


						216924_s_at			DRD2			-3.1821443551			-1.2132523708			0.3812688035			0.4913923286			1.4300662968


						220937_s_at			SIAT7D			-3.1819973686			-0.675488722			0.2122845005			0.6638748819			1.4300662968


						222320_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.181013488			-1.0340551427			0.3250709708			0.5177350487			1.4300662968


						208682_s_at			MAGED2			-3.1762541761			-0.4271195169			0.1344727132			0.7616284268			1.4300662968


						216118_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.176167683			-1.2312399663			0.3876495479			0.5398821761			1.4300662968


						204588_s_at			SLC7A7			-3.175538774			-0.8926337091			0.2810967753			0.621994917			1.4300662968


						202201_at			BLVRB			-3.1753799665			-1.3521131014			0.4258114354			0.5317520589			1.4300662968


						211447_s_at			PDE4A			-3.173826462			-1.370201663			0.4317191502			0.5513796225			1.4300662968


						200839_s_at			CTSB			-3.173743284			-0.8236235121			0.2595116991			0.6495868749			1.4300662968


						201178_at			FBXO7			-3.1726373608			-0.4773782164			0.1504673122			0.7410722301			1.4300662968


						222309_at			C6orf62			-3.172597288			-0.7704503179			0.242845293			0.6430091647			1.4300662968


						200924_s_at			SLC3A2			-3.170188005			-0.619992546			0.195569646			0.7065061896			1.4300662968


						215672_s_at			KIAA0828			-3.1701272111			-1.0229146048			0.3226730464			0.5803949031			1.4300662968


						205265_s_at			APEG1			-3.1692843026			-0.7363562511			0.2323414944			0.5756381888			1.4300662968


						207492_at			NGLY1			-3.1674665383			-0.6661677776			0.210315648			0.6649712811			1.4300662968


						203413_at			NELL2			-3.1666010679			-0.8668464922			0.2737466683			0.6324627652			1.4300662968


						213958_at			CD6			-3.166519587			-1.0081603067			0.3183812003			0.5938975235			1.4300662968


						207287_at			BIN3			-3.1638751374			-1.0415234526			0.3291923377			0.559232802			1.4300662968


						205010_at			FLJ10613			-3.1626911652			-0.5320306564			0.1682208691			0.6542425861			1.4300662968


						211572_s_at			SLC23A2			-3.1621984495			-0.3771846023			0.1192792319			0.7570961493			1.4300662968


						208797_s_at			GOLGIN-67			-3.1620675574			-1.1212234348			0.3545855408			0.5865961199			1.4300662968


						205684_s_at			FLJ20686			-3.1619055485			-0.5531136852			0.1749304895			0.7099876395			1.4300662968


						205409_at			FOSL2			-3.1603405567			-1.4342436969			0.4538256783			0.4975768711			1.4300662968


						214794_at			PA2G4			-3.1594476857			-0.602197942			0.190602283			0.6980082182			1.4300662968


						207025_at			GJA12			-3.1586714268			-0.5786557158			0.1831959193			0.6675156569			1.4300662968


						204221_x_at			GLIPR1			-3.1579554148			-0.7718732599			0.2444218358			0.5679019689			1.4300662968


						220370_s_at			USP36			-3.1576906651			-1.1299254419			0.3578328474			0.5427228592			1.4300662968


						203795_s_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.1534649724			-0.9273129524			0.2940615991			0.5763124343			1.4300662968


						211992_at			PRKWNK1			-3.1534059374			-0.5707049603			0.1809804927			0.7097217243			1.4300662968


						206053_at			KIAA0972			-3.1524438975			-0.3767782468			0.1195194139			0.7754952605			1.4300662968


						203582_s_at			RAB4A			-3.1516752797			-0.5133694147			0.162887788			0.7302189789			1.4300662968


						215200_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.1512877805			-1.2976075013			0.4117705496			0.4872954287			1.4300662968


						207641_at			TNFRSF13B			-3.1501732284			-0.7050477652			0.2238123792			0.6567065073			1.4300662968


						221802_s_at			KIAA1598			-3.1490860057			-1.4787401821			0.4695775788			0.4871492793			1.4300662968


						202963_at			RFX5			-3.1475536661			-0.5097674238			0.161956706			0.7474495119			1.4300662968


						214370_at			S100A8			-3.1460932701			-2.0766204888			0.660063231			0.5133727357			1.4300662968


						202068_s_at			LDLR			-3.1460166484			-0.8269960139			0.262870832			0.6611653949			1.4300662968


						216094_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.142036627			-1.3560473153			0.4315822749			0.4619902858			1.4300662968


						210178_x_at			FUSIP1			-3.1392055321			-0.5362445833			0.1708217502			0.7104342385			1.4300662968


						209268_at			VPS45A			-3.1383402115			-0.3574732344			0.1139051888			0.7999775602			1.4300662968


						217226_s_at			PMX1			-3.1371334473			-0.8912333125			0.2840916166			0.6268200938			1.4300662968


						202008_s_at			NID			-3.133032445			-0.4444682368			0.141865188			0.7333560982			1.6385856601


						204716_at			D10S170			-3.1328273671			-0.4091966007			0.1306157514			0.7698862048			1.6385856601


						205901_at			PNOC			-3.1323474013			-0.7922730566			0.2529326908			0.6662374422			1.6385856601


						209671_x_at			TRA			-3.1285457178			-1.2034531246			0.3846685435			0.5646703838			1.6385856601


						210975_x_at			FASTK			-3.1258012001			-1.1309224339			0.3618024185			0.5831785943			1.6385856601


						201557_at			VAMP2			-3.1253525564			-0.7046082019			0.2254491899			0.6547561538			1.6385856601


						216745_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.1248159624			-0.7407796134			0.2370634374			0.6544063712			1.6385856601


						204258_at			CHD1			-3.124402395			-0.6744982576			0.2158807261			0.6881507455			1.6385856601


						221768_at			SFPQ			-3.1238199532			-0.9718072224			0.3110957856			0.6193242132			1.6385856601


						208268_at			ADAM28			-3.1232532342			-1.0899108162			0.3489665213			0.5969484006			1.6385856601


						214487_s_at			RAP2B			-3.1232484672			-0.8214735797			0.2630189651			0.6200897792			1.6385856601


						211902_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.1227657704			-0.8782735262			0.281248608			0.6439037445			1.6385856601


						206398_s_at			CD19			-3.1216838104			-1.0230472922			0.3277229067			0.6671580985			1.6385856601


						38037_at			DTR			-3.1214631739			-1.3862413299			0.4440998508			0.5809502125			1.6385856601


						202080_s_at			OIP106			-3.1206375472			-0.6624218985			0.2122713351			0.6814434442			1.6385856601


						215387_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.1206173123			-1.2382999695			0.3968125039			0.5649123215			1.6385856601


						201614_s_at			RUVBL1			-3.1188200817			-0.8326710367			0.2669827098			0.6211394118			1.6385856601


						216091_s_at			BTRC			-3.1187105052			-0.3188142912			0.1022263178			0.8077615556			1.6385856601


						209823_x_at			HLA-DQB1			-3.1180230406			-1.4666423323			0.4703757199			0.519723272			1.6385856601


						202191_s_at			GAS7			-3.1176474999			-0.7167755346			0.2299091012			0.6680079579			1.6385856601


						212349_at			POFUT1			-3.1148206531			-0.9738306754			0.3126442206			0.5831473214			1.6385856601


						212094_at			PEG10			-3.1125264847			-0.9739926689			0.3129267088			0.5867644083			1.6385856601


						212508_at			MOAP1			-3.1110035109			-0.7187775783			0.231043641			0.6502109709			1.6385856601


						201369_s_at			ZFP36L2			-3.110277998			-0.7624786489			0.2451480702			0.6057195233			1.6385856601


						206743_s_at			ASGR1			-3.1099922088			-1.4125345382			0.4541923077			0.4969269545			1.6385856601


						221604_s_at			PEX16			-3.1091713485			-0.4937888003			0.1588168502			0.7305049903			1.6385856601


						200866_s_at			PSAP			-3.1087356653			-0.6938480254			0.2231929955			0.6739627309			1.6385856601


						212166_at			XPO7			-3.108550177			-0.75004652			0.241284997			0.6319393623			1.6385856601


						206267_s_at			MATK			-3.1065452766			-0.8432244926			0.2714347989			0.6230559564			1.6385856601


						214289_at			PSMB1			-3.1062439876			-1.2787635313			0.4116751731			0.5514165733			1.6385856601


						203217_s_at			SIAT9			-3.106236041			-0.3899785381			0.1255469748			0.782581957			1.6385856601


						203040_s_at			HMBS			-3.1059891428			-1.0422002291			0.3355453549			0.5876547686			1.6385856601


						203082_at			KIAA0187			-3.1058193019			-0.4147862075			0.1335513007			0.7738986677			1.6385856601


						208532_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.1049411214			-0.5235643325			0.1686229503			0.7109388762			1.6385856601


						212745_s_at			BBS4			-3.1037361191			-0.8555990695			0.2756674655			0.6225206452			1.6385856601


						221997_s_at			MRPL52			-3.102324385			-0.4333034231			0.1396705726			0.7549337382			1.6385856601


						210947_s_at			MSH3			-3.1005013215			-0.4517687145			0.1457082799			0.7489402289			1.6385856601


						208077_at			PRO0365			-3.0999389149			-0.6833512891			0.2204402435			0.6634779638			1.6385856601


						49306_at			RASSF4			-3.0977941821			-1.0767824363			0.3475965068			0.5703324086			1.6385856601


						219212_at			HSP70-4			-3.0971909532			-0.5013640587			0.1618770254			0.7444697096			1.6385856601


						218532_s_at			FLJ20152			-3.0968092453			-0.6185290526			0.1997310792			0.6732763413			1.6385856601


						212812_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.0943794835			-0.6954112956			0.2247336822			0.6784276835			1.6385856601


						209625_at			PIGH			-3.0940857727			-0.4371626245			0.1412897562			0.749682016			1.6385856601


						212541_at			PP591			-3.0939498387			-0.4502783977			0.1455351319			0.7604950376			1.6385856601


						210105_s_at			FYN			-3.0934528186			-0.8278245051			0.2676053438			0.6387356247			1.6385856601


						205992_s_at			IL15			-3.0930626716			-0.7761618434			0.2509363456			0.6571016175			1.6385856601


						210430_x_at			RHD			-3.0907916886			-1.4735524161			0.476755655			0.5005570447			1.6385856601


						208890_s_at			PLXNB2			-3.0902640792			-1.2619980953			0.408378722			0.5411349203			1.6385856601


						221601_s_at			TOSO			-3.0898485205			-0.9948488278			0.3219733334			0.6257687446			1.6385856601


						218486_at			TIEG2			-3.0884066279			-0.9275466251			0.3003317687			0.6273350176			1.6385856601


						201295_s_at			WSB1			-3.0880666611			-1.0805588292			0.349914347			0.5898602095			1.6385856601


						212008_at			UBXD2			-3.087535138			-0.4222806086			0.1367694908			0.7673910422			1.6385856601


						209322_s_at			SH2B			-3.08724325			-1.1284627903			0.3655244174			0.5499656593			1.6385856601


						214968_at			DDX51			-3.0865417248			-0.804104845			0.2605196744			0.5092784802			1.6385856601


						212847_at			nexilin			-3.0862468726			-0.71924832			0.2330495095			0.6606619014			1.6385856601


						204376_at			VprBP			-3.0858496131			-0.9359342829			0.3032987346			0.5950605549			1.6385856601


						212324_s_at			FLJ10619			-3.0849313223			-0.7398939635			0.239841308			0.6611520877			1.6385856601


						204581_at			CD22			-3.0831101367			-1.5766522067			0.5113836797			0.7156587905			1.6385856601


						215086_at			IBTK			-3.0830423345			-0.8836653855			0.2866212298			0.551410995			1.6385856601


						217371_s_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.0827119919			-0.785607637			0.254843021			0.6351328034			1.6385856601


						222313_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.0825734748			-1.9917694032			0.6461385007			0.5101330349			1.6385856601


						204732_s_at			ARFD1			-3.0819288492			-1.0992079631			0.3566623426			0.5107166866			1.6385856601


						204550_x_at			GSTM1			-3.0800715577			-0.6195087318			0.2011345257			0.6775614365			1.6385856601


						208021_s_at			RFC1			-3.0799435999			-0.2985295755			0.0969269617			0.8291214794			1.6385856601


						213759_at			ARL7			-3.0791142463			-1.1787690308			0.3828273122			0.4314271436			1.6385856601


						217526_at			FLJ14639			-3.0787976809			-0.6211159321			0.2017397687			0.6661286937			1.6385856601


						210424_s_at			GOLGIN-67			-3.0779572731			-1.2449262897			0.4044650979			0.5696097006			1.6385856601


						205435_s_at			AAK1			-3.0777595967			-0.4890837292			0.1589090096			0.726145255			1.6385856601


						212750_at			PPP1R16B			-3.0763645145			-1.6394685474			0.5329240211			0.4861285714			1.6385856601


						209078_s_at			TXN2			-3.0756530877			-0.3922837692			0.1275448687			0.7789284948			1.6385856601


						205333_s_at			RCE1			-3.0728193847			-0.4527243913			0.1473319237			0.7394258977			1.6385856601


						220508_at			CESK1			-3.0727643787			-0.8688600868			0.2827617024			0.5334705311			1.6385856601


						219032_x_at			OPN3			-3.0695622623			-0.60125632			0.1958768934			0.7063358533			1.6385856601


						212198_s_at			TM9SF4			-3.0691548314			-0.3579085867			0.1166147055			0.7819129009			1.6385856601


						217659_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.0689810311			-1.1637574799			0.3791999586			0.5789669166			1.6385856601


						203123_s_at			SLC11A2			-3.0682723339			-0.4921082097			0.1603860923			0.7379846002			1.6385856601


						202816_s_at			SS18			-3.0680502874			-0.4591605793			0.1496587527			0.7383224451			1.6385856601


						220068_at			VPREB3			-3.0667769045			-1.2371369376			0.4033997177			0.573689475			1.6385856601


						208198_x_at			KIR2DS1			-3.0666410056			-1.2947148375			0.4221931537			0.5817111562			1.6385856601


						215542_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.0660449772			-0.9529961783			0.3108226348			0.5455695702			1.6385856601


						214934_at			ATP9B			-3.0655312495			-0.6288069597			0.2051216929			0.6855570298			1.6385856601


						206967_at			CCNT1			-3.0652357252			-0.9858923137			0.3216367034			0.5970663619			1.6385856601


						209712_at			SLC35D1			-3.0650488268			-0.3007924359			0.0981362624			0.8184760965			1.6385856601


						207416_s_at			NFATC3			-3.064473984			-0.3669943379			0.1197576941			0.7763912213			1.6385856601


						220874_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.063641504			-1.1033393576			0.3601398389			0.5838197302			1.6385856601


						204243_at			RLF			-3.0609746202			-0.5375272229			0.1756065599			0.7472949248			1.6385856601


						202578_s_at			FLJ11126			-3.0609302887			-0.5807593701			0.189732962			0.7073813772			1.6385856601


						200793_s_at			ACO2			-3.0606208393			-0.4100381959			0.133972229			0.7584718489			1.6385856601


						200751_s_at			HNRPC			-3.0600338721			-0.5911228839			0.1931752747			0.7105297315			1.6385856601


						209199_s_at			MEF2C			-3.0594519721			-0.894952616			0.2925205639			0.6248999452			1.6385856601


						220849_at			FLJ22659			-3.0587442149			-0.9521951162			0.3113026292			0.5440631545			1.6385856601


						213465_s_at			PPP1R7			-3.0586293151			-0.2688930777			0.0879129342			0.8346101205			1.6385856601


						216997_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.0583609671			-0.8592229848			0.2809423067			0.5847178398			1.6385856601


						217881_s_at			CDC27			-3.0580225768			-0.7627575001			0.2494283417			0.6397362564			1.6385856601


						205320_at			APCL			-3.0578053089			-0.8952395351			0.2927719213			0.5661959629			1.6385856601


						202495_at			TBCC			-3.0574177149			-0.5135229136			0.1679596841			0.7220932686			1.6385856601


						207883_s_at			TFR2			-3.0563622807			-1.3826695935			0.452390609			0.5655744019			1.6385856601


						216908_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.0560414149			-0.4373299812			0.143103421			0.7658792671			1.6385856601


						212085_at			SLC25A6			-3.0560170863			-0.6419328039			0.2100553714			0.6993143308			1.6385856601


						203520_s_at			ZNF318			-3.0555223154			-0.7274658809			0.2380823328			0.6658325229			1.6385856601


						208916_at			SLC1A5			-3.0525831694			-0.5547084982			0.1817177346			0.7088296565			1.6385856601


						211289_x_at			CDC2L1			-3.0518493785			-0.5985480568			0.1961263426			0.6864664893			1.6385856601


						215023_s_at			PEX1			-3.0516351329			-0.4072223396			0.1334439806			0.7756112871			1.6385856601


						212998_x_at			HLA-DQB2			-3.051481159			-1.668405171			0.5467525716			0.5001723476			1.6385856601


						222018_at			NACA			-3.0513352704			-1.4633083777			0.4795632889			0.5158192511			1.6385856601


						217850_at			NS			-3.0512179749			-0.4331231691			0.1419509103			0.7667580802			1.6385856601


						202923_s_at			GCLC			-3.0511772978			-0.673702208			0.2208007409			0.679421203			1.6385856601


						207793_s_at			EPB41			-3.047869645			-1.1576916309			0.3798363335			0.5564567914			1.6385856601


						202579_x_at			HMGN4			-3.0465050251			-0.3562888877			0.116950041			0.7891252556			1.6385856601


						208648_at			VCP			-3.0461312828			-0.3027640553			0.0993929766			0.8130475165			1.6385856601


						211949_s_at			NOLC1			-3.0457980049			-0.2869226627			0.0942027876			0.8276707762			1.6385856601


						202396_at			TCERG1			-3.0445553949			-0.4928427247			0.1618767474			0.7439409846			1.6385856601


						201879_at			ARIH1			-3.0445250063			-0.4434679904			0.1456608139			0.7692283305			1.6385856601


						204520_x_at			BRD1			-3.0441730373			-0.3735634741			0.1227142707			0.7895582251			1.6385856601


						208934_s_at			LGALS8			-3.0432572471			-0.3854909662			0.1266705161			0.7852004666			1.6385856601


						201999_s_at			TCTEL1			-3.0429759697			-0.4247954447			0.1395986853			0.7699788053			1.6385856601


						221727_at			PC4			-3.04200725			-0.5416281545			0.1780495936			0.7236664142			1.6385856601


						209837_at			AP4M1			-3.0414210823			-0.8495833951			0.2793376425			0.6623244776			1.6385856601


						201888_s_at			IL13RA1			-3.0413510698			-1.1653207875			0.3831589188			0.5761849638			1.6385856601


						56256_at			TAGLN			-3.0406218263			-0.654440396			0.2152324207			0.6938777803			1.6385856601


						203190_at			NDUFS8			-3.0391858231			-0.3399279555			0.1118483618			0.806698096			1.6385856601


						209092_s_at			CGI-150			-3.038626499			-0.2855198031			0.0939634414			0.8310708832			1.6385856601


						202976_s_at			RHOBTB3			-3.0385541704			-0.8763107285			0.2883972703			0.5886321383			1.6385856601


						208765_s_at			HNRPR			-3.0372894704			-0.5622467653			0.1851146461			0.7169688752			1.6385856601


						215780_s_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.036952501			-0.6180201206			0.2035000944			0.7014772734			1.6385856601


						204976_s_at			AMMECR1			-3.0368699521			-0.8716802514			0.2870324595			0.626811782			1.6385856601


						214807_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.0361792579			-0.8645647908			0.2847541984			0.6189677755			1.6385856601


						201626_at			INSIG1			-3.0361634941			-0.4722918824			0.1555554842			0.7212181293			1.6385856601


						217190_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.0356911754			-0.7520827026			0.2477467763			0.5944248514			1.6385856601


						219668_at			GDAP1L1			-3.0353757444			-1.0261024312			0.3380479116			0.498489979			1.6385856601


						213022_s_at			UTRN			-3.0353695534			-0.4990476728			0.1644108449			0.7029075887			1.6385856601


						203485_at			RTN1			-3.0349969084			-1.501136699			0.4946089714			0.5564282889			1.6385856601


						217173_s_at			LDLR			-3.0348670695			-0.5642066751			0.1859082003			0.7113484826			1.6385856601


						215604_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.0344426107			-0.7630704276			0.251469718			0.6768326546			1.6385856601


						212092_at			PEG10			-3.0337596517			-1.1475726851			0.378267502			0.5218139898			1.6385856601


						221578_at			RASSF4			-3.0325534722			-1.3795936425			0.4549280516			0.5285165373			1.6385856601


						202448_s_at			ZYG			-3.0317262908			-0.3757181004			0.1239287668			0.7644183439			1.6385856601


						210976_s_at			PFKM			-3.0313564866			-0.4808726449			0.1586328256			0.7495566373			1.6385856601


						211459_at			MAP3K2			-3.0307699219			-0.9932416173			0.3277192406			0.5867136978			1.6385856601


						210586_x_at			RHD			-3.0295073235			-1.4351790813			0.4737334913			0.4839054695			1.6385856601


						204133_at			RNU3IP2			-3.0287770794			-1.1211206153			0.3701562003			0.5472440401			1.6385856601


						203508_at			TNFRSF1B			-3.0282176073			-0.925036197			0.3054721678			0.6479206594			1.6385856601


						207232_s_at			DZIP3			-3.0280111227			-0.8987838791			0.2968231762			0.5505958062			1.6385856601


						204860_s_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.0275818546			-1.2302729494			0.4063549752			0.5560728216			1.6385856601


						218466_at			FLJ12168			-3.0272171751			-0.65300932			0.2157127428			0.6739018361			1.6385856601


						218214_at			FLJ11773			-3.025243018			-0.3348021827			0.1106695167			0.8046442618			1.6385856601


						217885_at			IPO9			-3.0226950194			-0.4814947912			0.1592932096			0.7326420242			1.6385856601


						201995_at			EXT1			-3.0213138054			-0.6070128032			0.200910214			0.6974085767			1.6385856601


						203210_s_at			RFC5			-3.0200080369			-0.6427729916			0.2128381725			0.6979885318			1.6385856601


						221480_at			HNRPD			-3.0194597297			-0.4522380707			0.1497744998			0.740869922			1.6385856601


						212140_at			KIAA0648			-3.0192070671			-0.5004705285			0.1657622407			0.7462246122			1.6385856601


						208806_at			CHD3			-3.0186455337			-0.741007544			0.2454768325			0.665699875			1.6385856601


						213051_at			ZAP			-3.0183490258			-0.4234788075			0.1403014707			0.7731224008			1.6385856601


						206692_at			KCNJ10			-3.0181239925			-0.900423491			0.2983388003			0.5899381945			1.6385856601


						214200_s_at			COL6A1			-3.0176187586			-0.8388856026			0.2779958867			0.528886886			1.6385856601


						208931_s_at			ILF3			-3.0163120262			-0.4589761794			0.1521646883			0.7370388185			1.6385856601


						204215_at			C7orf23			-3.0158720742			-0.6234042826			0.2067078003			0.6914446515			1.6385856601


						219901_at			FLJ11183			-3.0124235433			-1.148223063			0.3811625578			0.5642440082			1.6385856601


						203758_at			CTSO			-3.0121836736			-0.3932886087			0.1305659453			0.7828691686			1.6385856601


						206308_at			DNMT2			-3.0118639527			-0.5815425021			0.1930839212			0.6944071267			1.6385856601


						201887_at			IL13RA1			-3.0115393174			-0.7908868382			0.2626187988			0.6710363539			1.6385856601


						218095_s_at			TPARL			-3.0110731336			-0.587810096			0.1952161472			0.7116861531			1.6385856601


						214730_s_at			GLG1			-3.0099169472			-0.3263735659			0.108432748			0.8119840807			1.6385856601


						213015_at			BBX			-3.0098093722			-0.6399056036			0.2126066885			0.6809741667			1.6385856601


						221205_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.00858519			-1.0177137481			0.338269879			0.5749788429			1.6385856601


						214945_at			NY-REN-7			-3.008385908			-1.0722300538			0.3564137337			0.5477149249			1.6385856601


						210775_x_at			CASP9			-3.0078920686			-0.2542832982			0.0845387043			0.8441620533			1.6385856601


						209728_at			HLA-DRB3			-3.0078224593			-3.3808486314			1.1240186804			0.3395656188			1.6385856601


						209529_at			PPAP2C			-3.0074659214			-1.2317484744			0.4095635683			0.4115406506			1.6385856601


						216147_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.0070193494			-1.3085856088			0.4351769832			0.5787875429			1.6385856601


						216888_at			LDB3			-3.0064453055			-0.5926711128			0.197133509			0.5554977782			1.6385856601


						210993_s_at			MADH1			-3.0051703566			-0.8182839456			0.2722920329			0.6044434165			2.050953184


						215747_s_at			CHC1			-3.0048349674			-0.4582142233			0.1524923093			0.7319239336			2.050953184


						221602_s_at			TOSO			-3.0045969614			-1.66352938			0.5536614066			0.5225117207			2.050953184


						209006_s_at			DJ465N24.2.1			-3.0039605284			-0.8187965223			0.2725723306			0.6248283155			2.050953184


						217571_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.0035996932			-0.5824682138			0.193923383			0.5116186955			2.050953184


						218489_s_at			ALAD			-3.0015903257			-1.0029989255			0.3341558363			0.6080105183			2.050953184


						218093_s_at			ANKRD10			-3.0004136366			-0.4031297448			0.1343580565			0.779252524			2.050953184


						208714_at			NDUFV1			-2.9997739177			-0.3260082603			0.1086776101			0.8027920161			2.050953184


						221688_s_at			C15orf12			-2.9997367937			-0.3633466836			0.1211261883			0.7953301417			2.050953184


						215819_s_at			RHCE			-2.9988957053			-1.3902549736			0.4635889708			0.490082631			2.050953184


						205798_at			IL7R			-2.9981241096			-1.3709267802			0.4572615176			0.5590618961			2.050953184


						208820_at			PTK2			-2.9976353597			-1.303654293			0.4348942205			0.5308114792			2.050953184


						212512_s_at			CARM1			-2.9969587858			-0.4518350645			0.1507645239			0.7379797636			2.050953184


						38703_at			DNPEP			-2.9963630084			-0.3016948942			0.1006870307			0.8212586112			2.050953184


						211820_x_at			GYPA			-2.9932631039			-2.1141554642			0.7063045883			0.4159480319			2.050953184


						205559_s_at			PCSK5			-2.991034729			-0.6961500955			0.2327455742			0.6633173973			2.050953184


						209701_at			CAST			-2.9906807833			-0.3656025707			0.1222472732			0.7884685609			2.050953184


						203202_at			HRB2			-2.990037573			-0.5514172647			0.1844181724			0.7094040843			2.050953184


						202278_s_at			SPTLC1			-2.9885249423			-0.4843434803			0.162067739			0.7455280603			2.050953184


						200004_at			EIF4G2			-2.9874811725			-0.2513915607			0.084148333			0.8485078295			2.050953184


						207332_s_at			TFRC			-2.9848159489			-1.0370440635			0.3474398694			0.605918114			2.050953184


						215083_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.9844143401			-1.4951775459			0.5009952961			0.3869206689			2.050953184


						203662_s_at			TMOD1			-2.9839692977			-1.5433351419			0.5172087873			0.5414404896			2.050953184


						222046_at			ARS2			-2.9835534863			-0.5845444784			0.1959222387			0.6869892432			2.050953184


						217808_s_at			MAPKAP1			-2.981330427			-0.3712100786			0.124511552			0.779657793			2.050953184


						216211_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.9813014383			-0.9619809258			0.3226714727			0.5962118196			2.050953184


						218150_at			ARL5			-2.980547353			-0.3716944167			0.1247067644			0.7756077562			2.050953184


						211821_x_at			GYPA			-2.9798592843			-2.0678323678			0.6939362468			0.4324464186			2.050953184


						210451_at			PKLR			-2.9795879443			-1.7777754529			0.5966514451			0.5166837899			2.050953184


						213884_s_at			TRIM3			-2.9789962281			-0.3853543418			0.1293571097			0.7748941947			2.050953184


						216101_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.9785674857			-0.8295694364			0.2785128893			0.5995268426			2.050953184


						214679_x_at			GNA11			-2.9784108977			-0.5937591488			0.1993543434			0.7009086425			2.050953184


						202524_s_at			SPOCK2			-2.9780239155			-0.7732636547			0.2596566302			0.6530479146			2.050953184


						221750_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.9767773406			-0.6609282513			0.2220281115			0.6909565957			2.050953184


						204066_s_at			CENTG2			-2.9750244653			-0.8509338047			0.2860258175			0.6189514883			2.050953184


						210427_x_at			ANXA2			-2.9750165772			-0.7584231718			0.2549307381			0.6705722349			2.050953184


						206337_at			CCR7			-2.974563396			-1.2980296789			0.4363765387			0.5522288645			2.050953184


						216022_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.9740191422			-1.3204481802			0.4439945128			0.5462956495			2.050953184


						216170_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.9726112169			-1.0178045902			0.3423941161			0.5577322973			2.050953184


						201110_s_at			THBS1			-2.9723672102			-1.99106076			0.6698569252			0.5181105017			2.050953184


						219630_at			MAP17			-2.9716787597			-1.2858576515			0.432704123			0.4898836751			2.050953184


						213274_s_at			CTSB			-2.9698959218			-0.4649604238			0.1565578175			0.7562904545			2.050953184


						210530_s_at			NR2C1			-2.9696395698			-1.0539996448			0.3549251079			0.621467795			2.050953184


						203845_at			PCAF			-2.9652013008			-0.5199277545			0.1753431561			0.7083814389			2.050953184


						205099_s_at			CCR1			-2.964747194			-1.5474309669			0.5219436484			0.5129908578			2.050953184


						220328_at			PHC3			-2.9646219664			-0.8493199052			0.2864850611			0.5996799647			2.050953184


						205158_at			RNASE4			-2.9634507158			-0.7442622576			0.251147169			0.658518548			2.050953184


						216015_s_at			CIAS1			-2.9628113488			-1.4970395811			0.5052767135			0.5422204697			2.050953184


						213089_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.9606021455			-1.1294565428			0.3814955497			0.5064129632			2.050953184


						215992_s_at			PDZGEF1			-2.9601454715			-1.1755379564			0.3971216846			0.56519078			2.050953184


						218315_s_at			CDK5RAP1			-2.9592521234			-0.3462333988			0.1170003042			0.7913708263			2.050953184


						206828_at			TXK			-2.9583463226			-0.9778308653			0.3305329257			0.588795065			2.050953184


						209881_s_at			LAT			-2.9580984763			-1.2984870246			0.4389600397			0.5531486632			2.050953184


						215434_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.9572298685			-0.6501846882			0.219862749			0.6829841406			2.050953184


						208694_at			PRKDC			-2.9567595263			-0.6027854346			0.2038669122			0.7079485335			2.050953184


						206241_at			KPNA5			-2.9562598693			-0.8506234787			0.2877363683			0.6171827606			2.050953184


						212514_x_at			DDX3X			-2.9562573152			-0.6219396311			0.21038075			0.6855188409			2.050953184


						218054_s_at			MGC2749			-2.9557466487			-1.1415261798			0.386205692			0.5929763486			2.050953184


						220071_x_at			FLJ10460			-2.9548191909			-0.559967311			0.1895098396			0.7257858106			2.050953184


						212125_at			RANGAP1			-2.954095861			-0.515967616			0.1746617714			0.7380947899			2.050953184


						205875_s_at			TREX1			-2.9529971334			-1.3241291494			0.4484017727			0.5475058288			2.050953184


						207858_s_at			PKLR			-2.9524504686			-1.3752903604			0.4658131864			0.4844417611			2.050953184


						214656_x_at			MYO1C			-2.9520436957			-0.9084247464			0.3077274052			0.6213301556			2.050953184


						204686_at			IRS1			-2.9506472262			-1.0863165448			0.3681621222			0.5822269428			2.050953184


						211779_x_at			AP2A2			-2.9496428133			-0.3332297337			0.1129729106			0.8086986103			2.050953184


						203568_s_at			TRIM38			-2.9494746071			-0.5360592108			0.1817473558			0.7286866773			2.050953184


						213503_x_at			ANXA2			-2.9491363862			-0.7549897723			0.2560036816			0.6742140667			2.050953184


						214705_at			INADL			-2.9487328147			-0.8575593269			0.2908230012			0.6087985796			2.050953184


						203489_at			SIVA			-2.9486795247			-0.4635081725			0.1571917764			0.745762169			2.050953184


						201267_s_at			PSMC3			-2.9481253273			-0.5539807673			0.1879095038			0.7114513757			2.050953184


						38487_at			STAB1			-2.9478487893			-0.7015913432			0.2380011301			0.6354251133			2.050953184


						221551_x_at			SIAT7D			-2.9473869688			-0.6006952752			0.203806043			0.6972673303			2.050953184


						220576_at			FLJ12377			-2.9466092671			-0.9139362873			0.3101654154			0.6165531282			2.050953184


						205254_x_at			TCF7			-2.9462990931			-1.3458329149			0.4567876079			0.5206808976			2.050953184


						208137_x_at			MGC5384			-2.9462517948			-0.5436434811			0.1845203733			0.7313717097			2.050953184


						211899_s_at			TRAF4			-2.9453403984			-1.0880086946			0.3693999835			0.5177417476			2.050953184


						217422_s_at			CD22			-2.9450187455			-1.7025387866			0.5781079625			0.5299972605			2.050953184


						215300_s_at			FMO5			-2.9449195199			-1.1264601264			0.3825096471			0.4792671389			2.050953184


						203680_at			PRKAR2B			-2.9437960779			-1.150985428			0.3909868067			0.5768356593			2.050953184


						202971_s_at			DYRK2			-2.9434927229			-1.0674832646			0.3626587069			0.5746142591			2.050953184


						216344_at			NPHP4			-2.9426726039			-0.6552230742			0.22266258			0.7020302456			2.050953184


						208442_s_at			ATM			-2.9410296213			-1.0261393095			0.3489047856			0.5555685178			2.050953184


						219396_s_at			NEIL1			-2.9405513938			-0.8213397441			0.2793148747			0.6508704128			2.050953184


						210222_s_at			RTN1			-2.9403083266			-1.2885322227			0.4382303077			0.5761266037			2.050953184


						202366_at			ACADS			-2.9397168647			-0.3748347713			0.1275070997			0.7767425293			2.050953184


						212138_at			KIAA0648			-2.9387332209			-0.4892342741			0.1664779472			0.7514964328			2.050953184


						219517_at			ELL3			-2.9385147577			-0.4625711239			0.1574166414			0.7280158109			2.050953184


						201810_s_at			SH3BP5			-2.9377558438			-0.7202723786			0.2451777537			0.6637687927			2.050953184


						201146_at			NFE2L2			-2.9363871338			-0.5202275289			0.1771658522			0.7357583099			2.050953184


						200784_s_at			LRP1			-2.9360285597			-0.9345971193			0.3183201731			0.5254512588			2.050953184


						202820_at			AHR			-2.9339507763			-1.2978567524			0.4423580528			0.5778799339			2.050953184


						219126_at			PHF10			-2.9338564177			-0.3082821693			0.1050774562			0.8250647477			2.050953184


						220467_at			FLJ21272			-2.9320897518			-0.6296151889			0.2147325772			0.7032011821			2.050953184


						209020_at			C20orf111			-2.9306520583			-0.4835695601			0.1650040846			0.7591151188			2.050953184


						212038_s_at			VDAC1			-2.9295684815			-0.4045438613			0.1380899146			0.7819080307			2.050953184


						216033_s_at			FYN			-2.9291495383			-1.257959463			0.4294623564			0.5177235881			2.050953184


						215070_x_at			GAPCENA			-2.9264965386			-1.0677432504			0.3648537548			0.5818199152			2.050953184


						211016_x_at			HSPA4			-2.9252454051			-0.5817863263			0.1988846219			0.7099481645			2.050953184


						206452_x_at			PPP2R4			-2.9245098766			-0.3094678664			0.1058187113			0.8051453505			2.050953184


						201711_x_at			RANBP2			-2.9232310727			-0.6269981056			0.2144880408			0.6688586468			2.050953184


						203258_at			DRAP1			-2.9229316622			-0.4595197535			0.1572119388			0.7443830111			2.050953184


						216263_s_at			C14orf120			-2.9225196349			-0.8690130814			0.2973506391			0.6349859627			2.050953184


						213730_x_at			TCF3			-2.9223826159			-0.4927219616			0.1686028239			0.7101248266			2.050953184


						212208_at			KIAA1025			-2.9215692744			-0.5124646328			0.1754073187			0.7153450482			2.050953184


						218220_at			C12orf10			-2.9207342088			-0.466727745			0.159798089			0.7625396208			2.050953184


						207604_s_at			SLC4A7			-2.9196253465			-0.9768201522			0.3345703768			0.6168244909			2.050953184


						212826_s_at			SLC25A6			-2.9192504623			-0.6354063555			0.2176607878			0.7043154953			2.050953184


						212622_at			KIAA0033			-2.9188800562			-0.3451159988			0.118235759			0.806107357			2.050953184


						220113_x_at			POLR1B			-2.9180272131			-0.5241266433			0.179616777			0.7399782329			2.050953184


						221655_x_at			EPS8L1			-2.9178352656			-1.1004542392			0.3771474874			0.6282097991			2.050953184


						214470_at			KLRB1			-2.9170696905			-1.2926551377			0.443134815			0.5420977734			2.050953184


						205069_s_at			GRAF			-2.9170003268			-1.0217856091			0.3502864226			0.5475871314			2.050953184


						202594_at			LEPROTL1			-2.9152718434			-0.5259057592			0.1803968163			0.7240927476			2.050953184


						215460_x_at			BRD1			-2.9151249911			-0.3797733477			0.1302768659			0.78930738			2.050953184


						214855_s_at			GARNL2			-2.9121284212			-0.4751450878			0.1631607605			0.752574258			2.050953184


						212406_s_at			MYT1			-2.9116147023			-0.6347066698			0.2179912985			0.7075023051			2.050953184


						220401_at			FLJ21369			-2.9114418799			-0.9307648413			0.3196920563			0.6252391582			2.050953184


						201332_s_at			STAT6			-2.9105041274			-0.4261481734			0.146417306			0.7700831682			2.050953184


						208309_s_at			MALT1			-2.9097454572			-0.8922978003			0.3066583704			0.5863921554			2.050953184


						217572_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.9062605386			-1.6487848717			0.5673217696			0.4300962923			2.050953184


						222034_at			GNB2L1			-2.9054452953			-0.5070981767			0.1745337204			0.6904513111			2.050953184


						219974_x_at			LOC55862			-2.9049913242			-0.3616738451			0.1245008349			0.772695285			2.050953184


						218856_at			TNFRSF21			-2.9044031634			-1.5123293751			0.5207022889			0.4617143356			2.050953184


						222316_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.9040800323			-0.9655246174			0.3324717662			0.5823763116			2.050953184


						221858_at			KIAA0608			-2.9036138845			-0.6030100417			0.2076756985			0.6930267872			2.050953184


						216512_s_at			DCT			-2.9035558574			-0.9531432997			0.3282675955			0.5868087194			2.050953184


						203097_s_at			PDZGEF1			-2.9034168041			-0.610134094			0.2101434741			0.7162763813			2.050953184


						209723_at			SERPINB9			-2.9014061504			-0.7978795852			0.2749975508			0.6149425978			2.050953184


						200920_s_at			BTG1			-2.9002157158			-0.5155405836			0.1777593924			0.7440704672			2.050953184


						218119_at			TIMM23			-2.9002035985			-0.3784227789			0.1304814528			0.7886530869			2.050953184


						214009_at			MSL3L1			-2.8981148046			-0.4495402002			0.1551146971			0.7469951455			2.050953184


						204735_at			PDE4A			-2.897609974			-0.5258123655			0.1814641619			0.7241792588			2.050953184


						201811_x_at			SH3BP5			-2.8973870748			-0.8348998084			0.2881561168			0.6464554326			2.050953184


						215635_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.8969155997			-0.9600225232			0.3313947163			0.5287298387			2.050953184


						211523_at			GNRHR			-2.8963847272			-1.1059162055			0.381826418			0.5380175204			2.050953184


						212792_at			KIAA0877			-2.8962074709			-0.529774898			0.1829202166			0.734760428			2.050953184


						212652_s_at			SNX4			-2.8943967442			-0.3847824529			0.1329404663			0.7610442022			2.050953184


						200946_x_at			GLUD1			-2.8928284747			-0.3355642475			0.1159986672			0.7970592519			2.050953184


						202217_at			C21orf33			-2.8911996165			-0.5274598707			0.1824363381			0.7426307802			2.050953184


						212729_at			DLG3			-2.8903795571			-0.3869192625			0.1338645167			0.7736219357			2.050953184


						215269_at			TMEM1			-2.8897459852			-0.9063829918			0.3136549013			0.6149064488			2.050953184


						212306_at			CLASP2			-2.8893162689			-0.3758130072			0.1300698755			0.7850648306			2.050953184


						215828_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.8890555889			-0.8455224658			0.2926639657			0.6425711534			2.050953184


						211893_x_at			CD6			-2.8883141049			-0.9939520555			0.344128796			0.5674681754			2.050953184


						215863_at			TFR2			-2.8882252313			-0.8661745885			0.2998985602			0.6183624068			2.050953184


						219214_s_at			RBAK			-2.8881510166			-0.4154494733			0.1438461739			0.7656401659			2.050953184


						201689_s_at			TPD52			-2.8871202797			-0.7127568916			0.2468746788			0.6623100038			2.050953184


						219463_at			C20orf103			-2.8869983757			-1.2232347713			0.4237046967			0.5417114214			2.050953184


						216161_at			SBNO1			-2.8862658225			-1.1420868414			0.3956970396			0.5850880108			2.050953184


						205895_s_at			NOLC1			-2.8862087176			-0.3688860877			0.1278099139			0.7898295121			2.050953184


						221919_at			HNRPA1			-2.8841279295			-0.8960719917			0.3106907924			0.6305472844			2.050953184


						217664_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.882996732			-1.2643140596			0.4385416208			0.527701786			2.050953184


						221809_at			KIAA1464			-2.882758073			-1.2729833466			0.4415852161			0.5124557679			2.050953184


						213683_at			FACL6			-2.8822447			-0.8846237344			0.3069218011			0.5807115909			2.050953184


						218456_at			C1QDC1			-2.8784714202			-0.8370718884			0.2908043076			0.6656134032			2.5040850141


						212219_at			PSME4			-2.8776468372			-0.4871244059			0.1692787314			0.7380825667			2.5040850141


						209684_at			RIN2			-2.8766046394			-1.1674086461			0.4058286739			0.5309490744			2.5040850141


						222370_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.8764084789			-0.4736189065			0.1646563449			0.7575255203			2.5040850141


						203822_s_at			ELF2			-2.8744304057			-0.3803856763			0.1323342794			0.7778088693			2.5040850141


						219067_s_at			FLJ20003			-2.8743901768			-0.872381708			0.3035014923			0.6352071884			2.5040850141


						220751_s_at			C5orf4			-2.874341894			-1.2858444311			0.4473526388			0.473394157			2.5040850141


						203746_s_at			HCCS			-2.8722515389			-0.2921109831			0.101701045			0.8256362297			2.5040850141


						207628_s_at			WBSCR22			-2.8715745932			-0.3882560865			0.1352066868			0.7858584265			2.5040850141


						217478_s_at			HLA-DMA			-2.8715295721			-0.7754059933			0.27003239			0.6754720129			2.5040850141


						221748_s_at			TNS			-2.8709965284			-0.8365533433			0.2913808272			0.6036979921			2.5040850141


						219358_s_at			CENTA2			-2.8693015724			-0.4359608265			0.1519397022			0.7712651249			2.5040850141


						218210_at			FLJ12171			-2.8675793057			-0.2825145599			0.0985202255			0.8287067035			2.5040850141


						208426_x_at			KIR2DL4			-2.8671109487			-0.4321338289			0.1507209999			0.763156711			2.5040850141


						206958_s_at			UPF3A			-2.865991452			-0.3418994052			0.1192953332			0.796243588			2.5040850141


						202817_s_at			SS18			-2.8657497991			-0.5791914465			0.2021081696			0.6979869007			2.5040850141


						208703_s_at			APLP2			-2.8650308281			-0.5241729962			0.1829554471			0.7152675465			2.5040850141


						201732_s_at			CLCN3			-2.8648833965			-1.0524393049			0.3673585131			0.6314737076			2.5040850141


						211376_s_at			FLJ20003			-2.8644747429			-0.4454216511			0.1554985437			0.7614387105			2.5040850141


						211928_at			DNCH1			-2.8641504729			-0.3340988555			0.1166484997			0.8060879201			2.5040850141


						210868_s_at			ELOVL6			-2.8636520573			-0.6613842075			0.2309582988			0.695335749			2.5040850141


						218599_at			REC8L1			-2.8634038026			-0.4160347362			0.1452937709			0.7711642597			2.5040850141


						208862_s_at			CTNND1			-2.8629874876			-0.4916170129			0.1717146914			0.7342590251			2.5040850141


						209694_at			PTS			-2.8629789355			-0.4972225892			0.1736731567			0.743590562			2.5040850141


						217527_s_at			FLJ14639			-2.8628524319			-0.5139494112			0.1795235428			0.7198387487			2.5040850141


						219378_at			FLJ22054			-2.8620902164			-0.4228506066			0.147741886			0.7738858957			2.5040850141


						209606_at			PSCDBP			-2.8575303626			-0.7884449377			0.2759183062			0.6529219182			2.5040850141


						213254_at			KIAA1093			-2.85635579			-0.3570348551			0.1249966325			0.7807426856			2.5040850141


						207459_x_at			GYPB			-2.8541217331			-1.1963268935			0.4191576272			0.561612901			2.5040850141


						214023_x_at			MGC8685			-2.8540559247			-0.7596187605			0.2661541261			0.5782804436			2.5040850141


						219148_at			TOPK			-2.8535177085			-0.9204913881			0.3225812776			0.6478977196			2.5040850141


						213141_at			PSKH1			-2.8531633988			-0.2813670964			0.0986158369			0.8225529251			2.5040850141


						219657_s_at			KLF3			-2.8509805452			-0.3225263999			0.113128236			0.8113709748			2.5040850141


						209861_s_at			METAP2			-2.8509750644			-0.6299199963			0.2209489673			0.6988162756			2.5040850141


						215470_at			GTF2H2			-2.8509582308			-0.8305652747			0.2913284613			0.5881007554			2.5040850141


						209152_s_at			TCF3			-2.8471981878			-0.5868396134			0.2061112626			0.6976866324			2.5040850141


						221646_s_at			ZDHHC11			-2.846955953			-0.9014345734			0.3166310221			0.6112012238			2.5040850141


						210845_s_at			PLAUR			-2.8468467593			-1.0509670824			0.3691688283			0.6314802362			2.5040850141


						221239_s_at			SPAP1			-2.8457318182			-0.9104183172			0.3199241444			0.6641611062			2.5040850141


						215902_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.8446388738			-0.8947111191			0.3145253787			0.6210558273			2.5040850141


						215699_x_at			KIAA0542			-2.8445767844			-0.8928863082			0.3138907387			0.6304691379			2.5040850141


						221452_s_at			TMEM14B			-2.8443867834			-0.5966910619			0.209778454			0.6977883849			2.5040850141


						215336_at			AKAP11			-2.8430289165			-0.5213856538			0.1833909078			0.7304103152			2.5040850141


						218031_s_at			C14orf116			-2.8421542939			-0.5142509235			0.1809370183			0.7500180435			2.5040850141


						209391_at			DPM2			-2.8421263406			-0.2959571925			0.104132314			0.8263801985			2.5040850141


						201521_s_at			NCBP2			-2.8419724941			-0.5069824603			0.178391051			0.7479394564			2.5040850141


						201345_s_at			UBE2D2			-2.841878992			-0.3465150499			0.1219316694			0.7867193457			2.5040850141


						219479_at			KDELC1			-2.8415380986			-1.1501892679			0.4047770004			0.6065177861			2.5040850141


						212231_at			FBXO21			-2.8402755741			-0.3928238567			0.1383048393			0.790157012			2.5040850141


						221238_at			NSBP1			-2.8399484524			-0.822006691			0.2894442293			0.6339306532			2.5040850141


						201704_at			ENTPD6			-2.8397194109			-0.8223004653			0.2895710267			0.6454171775			2.5040850141


						215193_x_at			HLA-DRB3			-2.8386918484			-1.1243141645			0.3960677046			0.6212844763			2.5040850141


						207091_at			P2RX7			-2.8367549774			-0.9184408243			0.3237645943			0.5802233764			2.5040850141


						209718_at			384D8-2			-2.8365857878			-0.7459751917			0.2629834765			0.6196041021			2.5040850141


						205088_at			CXorf6			-2.8361754518			-0.372698914			0.1314089767			0.7860763177			2.5040850141


						210969_at			PRKCL2			-2.8360002856			-0.6281520874			0.2214922511			0.7060647437			2.5040850141


						208109_s_at			C15orf5			-2.8358251508			-1.1074286237			0.3905137181			0.5454371166			2.5040850141


						212930_at			ATP2B1			-2.8344619663			-1.1967113928			0.4222005471			0.6317937382			2.5040850141


						208274_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.8343424644			-0.4448431437			0.1569475634			0.7364113563			2.5040850141


						219127_at			MGC11242			-2.8340761661			-0.8082336464			0.2851841655			0.6379684026			2.5040850141


						211727_s_at			COX11			-2.8337955147			-0.5085195591			0.1794482193			0.7293510429			2.5040850141


						209831_x_at			DNASE2			-2.8337695435			-0.4704422796			0.1660128929			0.7254607674			2.5040850141


						204392_at			CAMK1			-2.8335768644			-0.5938231373			0.209566624			0.7105643308			2.5040850141


						206109_at			FUT1			-2.8325798772			-0.5705177702			0.2014127738			0.7162152343			2.5040850141


						213431_x_at			KIAA0542			-2.8325749315			-0.6846277329			0.2416980131			0.6623436458			2.5040850141


						219288_at			HT021			-2.8324132864			-0.8837217378			0.3120031042			0.5826204319			2.5040850141


						212400_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.8318110441			-0.7936377613			0.2802580218			0.6131915928			2.5040850141


						217304_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.8315517312			-0.8150960008			0.2878619493			0.6331040065			2.5040850141


						202031_s_at			DKFZP434J154			-2.8308580352			-0.3519739581			0.124334726			0.799968136			2.5040850141


						207334_s_at			TGFBR2			-2.8306330034			-1.2411576541			0.4384735332			0.3835912199			2.5040850141


						217925_s_at			FLJ22195			-2.8302209515			-0.8320848481			0.2939999606			0.6651451128			2.5040850141


						214535_s_at			ADAMTS2			-2.8301259839			-0.8095358535			0.2860423381			0.654064027			2.5040850141


						46947_at			FLJ10613			-2.8299288641			-0.3344550215			0.1181849571			0.8036371897			2.5040850141


						207608_x_at			CYP1A2			-2.8298160841			-0.5050468455			0.1784733815			0.7431389028			2.5040850141


						220374_at			BTBD5			-2.8295905537			-1.2555258144			0.4437128943			0.5245801146			2.5040850141


						211435_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.829351832			-0.9665161885			0.341603394			0.6071805702			2.5040850141


						209674_at			CRY1			-2.8281862359			-0.7927968009			0.2803198711			0.6732275831			2.5040850141


						210959_s_at			SRD5A1			-2.8261817885			-0.4928235631			0.1743778709			0.7223458218			2.5040850141


						210746_s_at			EPB42			-2.8226506267			-1.8128648725			0.6422562025			0.4679429419			2.5040850141


						219864_s_at			DSCR1L2			-2.821993728			-1.1374359329			0.403061113			0.5307095193			2.5040850141


						207221_at			F2RL3			-2.8206092395			-1.2811290815			0.4542029656			0.6104157412			2.5040850141


						221192_x_at			ET			-2.8178649914			-0.3932568995			0.1395584603			0.7815309505			2.5040850141


						211241_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.8166913619			-1.2833577121			0.4556259622			0.5704900129			2.5040850141


						201196_s_at			AMD1			-2.816442126			-0.4415981055			0.1567928918			0.7684233653			2.5040850141


						2028_s_at			E2F1			-2.8162282385			-0.3057732078			0.1085754356			0.8203902679			2.5040850141


						219714_s_at			CACNA2D3			-2.8155327245			-1.458733338			0.5181020719			0.5647817316			2.5040850141


						217833_at			NSAP1			-2.815181878			-0.441088423			0.1566820341			0.778207114			2.5040850141


						210892_s_at			GTF2I			-2.8150482059			-0.6696611639			0.2378862154			0.6694942484			2.5040850141


						205012_s_at			HAGH			-2.8134654677			-0.4673179241			0.1661004656			0.7548153141			2.5040850141


						215978_x_at			LOC152719			-2.8131102063			-0.6852722869			0.2435995168			0.7071636208			2.5040850141


						203784_s_at			FLJ20399			-2.8129849786			-0.798961943			0.2840263809			0.6332549785			2.5040850141


						216508_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.8124561586			-0.4177195565			0.1485248242			0.7691762022			2.5040850141


						220472_at			ZCCHC4			-2.8112802463			-0.7498689855			0.2667357644			0.5830315773			2.5040850141


						202940_at			PRKWNK1			-2.8110032867			-0.6010868398			0.2138335599			0.6906560361			2.5040850141


						212371_at			PNAS-4			-2.8093354812			-0.2407821603			0.08570787			0.849482657			2.5040850141


						222146_s_at			TCF4			-2.8093078992			-1.2016187645			0.4277276851			0.5692427409			2.5040850141


						209754_s_at			TMPO			-2.8087482464			-0.6484601396			0.2308715779			0.6393657751			2.5040850141


						205423_at			AP1B1			-2.8080535859			-0.547994349			0.1951509586			0.733615011			2.5040850141


						35626_at			SGSH			-2.8076432481			-0.9381132288			0.3341283582			0.626722109			2.5040850141


						217619_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.80533909			-0.6585032201			0.2347321301			0.7119443358			2.5040850141


						201946_s_at			CCT2			-2.805051361			-0.688452168			0.245432999			0.6873113913			2.5040850141


						213650_at			GOLGIN-67			-2.8050274496			-0.6273134324			0.2236389638			0.7150891964			2.5040850141


						204865_at			CA3			-2.8046948569			-0.9643896153			0.3438483202			0.6677186794			2.5040850141


						212822_at			KIAA1237			-2.804456409			-0.879526023			0.3136172915			0.5629553855			2.5040850141


						208840_s_at			G3BP2			-2.8037255769			-0.4050709841			0.1444759742			0.7793507188			2.5040850141


						210916_s_at			CD44			-2.803665644			-0.567733226			0.2024967661			0.7271929192			2.5040850141


						209336_at			PWP2H			-2.8034209574			-0.6427160215			0.2292613315			0.6710477863			2.5040850141


						217655_at			FXYD5			-2.8032430773			-0.9229107499			0.3292296545			0.618770351			2.5040850141


						211027_s_at			IKBKB			-2.8030672384			-1.0598129946			0.3780904647			0.5552470407			2.5040850141


						218237_s_at			SLC38A1			-2.803029362			-0.8724516151			0.3112531131			0.6345312453			2.5040850141


						217690_at			TYMS			-2.8030158109			-0.6861121662			0.2447764167			0.6902612995			2.5040850141


						215449_at			na			-2.8024984526			-1.215020254			0.4335489473			0.5880679919			2.5040850141


						201189_s_at			ITPR3			-2.8009518592			-1.3318968573			0.4755157976			0.5735405578			2.5040850141


						217775_s_at			RDH11			-2.8008436742			-0.4400646686			0.1571186113			0.7584670524			2.5040850141


						204696_s_at			CDC25A			-2.8007437301			-0.8701723677			0.3106933199			0.6382795557			2.5040850141


						204303_s_at			KIAA0427			-2.8000290999			-0.6361042214			0.2271777181			0.7138860855			2.5040850141


						215671_at			PDE4B			-2.7997409408			-0.9433762369			0.3369512597			0.624634518			2.5040850141


						202463_s_at			MBD3			-2.7995958138			-0.9696473239			0.3463526124			0.5810629393			2.5040850141


						210633_x_at			KRT10			-2.7994606836			-0.36850499			0.1316342795			0.7976827041			2.5040850141


						218016_s_at			RPC5			-2.7993141224			-0.4103215796			0.1465793268			0.7713483897			2.5040850141


						203528_at			SEMA4D			-2.7982981221			-0.4235259484			0.1513512606			0.7761763844			2.5040850141


						202728_s_at			LTBP1			-2.797263354			-1.0606401788			0.3791706552			0.6231165273			2.5040850141


						216189_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.797195319			-1.034794423			0.3699399952			0.6142638037			2.5040850141


						203742_s_at			TDG			-2.7971364786			-0.6183260244			0.2210567947			0.6801848631			2.5040850141


						218621_at			HEMK			-2.796779778			-0.9407073105			0.3363537301			0.6364726234			2.5040850141


						222358_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.7964925169			-1.1350426583			0.4058808137			0.5075790738			2.5040850141


						208973_at			PRNPIP			-2.7964558255			-1.0883620809			0.389193375			0.5938044721			2.5040850141


						220296_at			FLJ11715			-2.7941832773			-0.9057518315			0.3241561994			0.5974323139			2.5040850141


						215209_at			SEC24D			-2.7933533201			-1.1001218047			0.393835537			0.5664739884			2.5040850141


						217729_s_at			AES			-2.792734769			-0.722019021			0.2585347628			0.6868304262			2.5040850141


						212586_at			CAST			-2.7924646992			-0.5339663719			0.1912168745			0.7138919551			2.5040850141


						205091_x_at			RECQL			-2.7920070105			-0.5767207152			0.2065613421			0.6802027667			2.5040850141


						212316_at			NUP210			-2.7918069319			-0.4009546047			0.143618314			0.7656151315			2.5040850141


						221065_s_at			CHST8			-2.7881778594			-0.9092418658			0.3261061208			0.6194926569			2.5040850141


						202181_at			KIAA0247			-2.786763839			-0.4073958782			0.1461895954			0.7770743914			2.5040850141


						216296_at			CLTA			-2.7866311908			-0.720688433			0.2586235435			0.6636826692			2.5040850141


						209745_at			COQ7			-2.785987775			-0.6981240494			0.2505840319			0.6127575049			2.5040850141


						209581_at			HRASLS3			-2.7859312266			-1.1560939418			0.4149757649			0.499026564			2.5040850141


						204440_at			CD83			-2.7852296227			-0.8796257654			0.3158180418			0.7205245926			2.5040850141


						203553_s_at			MAP4K5			-2.7840069247			-0.4646128651			0.1668863899			0.7513298126			2.5040850141


						210679_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.7831871273			-0.6147580577			0.2208827612			0.7199497313			2.5040850141


						204980_at			CLOCK			-2.7829882176			-0.4362734545			0.1567643915			0.7620529654			2.5040850141


						219024_at			PLEKHA1			-2.7814250217			-1.3545877685			0.4870121459			0.4756697344			2.5040850141


						203917_at			CXADR			-2.7809488878			-0.7048316868			0.2534500688			0.711928154			2.5040850141


						212486_s_at			FYN			-2.7806032666			-0.8174689753			0.2939897917			0.6502496844			2.5040850141


						205837_s_at			GYPA			-2.7795389624			-1.7778322322			0.6396140713			0.4778436585			2.5040850141


						217289_s_at			SLC37A4			-2.7786132924			-0.4137250935			0.1488962478			0.7809116191			2.5040850141


						49485_at			PRDM4			-2.7785118154			-0.2769462638			0.0996743157			0.8358971259			2.5040850141


						210580_x_at			SULT1A3			-2.7777739595			-0.364387404			0.1311796458			0.7887759477			2.5040850141


						212555_at			PRKAR1B			-2.777389782			-0.8354236244			0.3007945193			0.476085066			2.5040850141


						209200_at			MEF2C			-2.7760511744			-1.2305796891			0.4432842235			0.5744564604			2.5040850141


						209964_s_at			SCA7			-2.7757369771			-0.6563157708			0.2364473926			0.7013177915			2.5040850141


						201953_at			CIB1			-2.7753385546			-0.2957302192			0.1065564483			0.83221514			2.5040850141


						220458_at			FLJ10246			-2.7742127069			-0.8150274603			0.2937869394			0.6193320867			2.5040850141


						221771_s_at			HSMPP8			-2.7739561285			-0.5435997643			0.1959655233			0.7111708945			2.5040850141


						221082_s_at			NDRG3			-2.7736754308			-0.3721696861			0.1341792489			0.792706			2.5040850141


						210425_x_at			GOLGIN-67			-2.7729418144			-0.8460692481			0.3051161202			0.6632368228			2.5040850141


						219690_at			FLJ22573			-2.7725212716			-0.5078919519			0.1831877566			0.7412372224			2.5040850141


						214407_x_at			GYPB			-2.7721192396			-1.2146060327			0.4381507171			0.5603708003			2.5040850141


						204505_s_at			EPB49			-2.7710929919			-0.6153978451			0.2220776592			0.677947229			2.5040850141


						201960_s_at			PAM			-2.7704362408			-0.4486367492			0.1619372222			0.7690882051			2.5040850141


						220711_at			FLJ12121			-2.7692286812			-1.3565468056			0.4898644936			0.5190855488			2.5040850141


						205903_s_at			KCNN3			-2.7684913485			-0.5330126523			0.1925281987			0.5947569956			2.5040850141


						215210_s_at			DLST			-2.7663684672			-0.5055717173			0.1827564633			0.751479014			2.5040850141


						208146_s_at			CPVL			-2.7650445493			-1.638517573			0.592582703			0.4773416363			2.5040850141


						205321_at			EIF2S3			-2.7650185973			-0.7748063484			0.2802174095			0.5508943883			2.5040850141


						211732_x_at			HNMT			-2.7648886982			-0.9175165162			0.3318457328			0.585774553			2.5040850141


						207351_s_at			SH2D2A			-2.7647823654			-0.6221611353			0.2250307811			0.7065378078			2.5040850141


						216756_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.7645037431			-0.7076352472			0.2559718897			0.675854067			2.5040850141


						211676_s_at			IFNGR1			-2.7636973129			-0.6094225521			0.2205098761			0.7131926576			2.5040850141


						217119_s_at			CXCR3			-2.7635307009			-1.0492584352			0.3796803975			0.5780697529			2.5040850141


						222258_s_at			SH3BP4			-2.7625542192			-0.602214135			0.2179917885			0.7071311726			2.5040850141


						214507_s_at			RRP4			-2.762180341			-1.0998429728			0.3981792776			0.5959668968			2.5040850141


						213653_at			METTL3			-2.7612749546			-0.7656897871			0.2772957419			0.6623470017			2.5040850141


						203247_s_at			ZNF24			-2.7610449372			-0.3888736863			0.14084294			0.7728699842			2.5040850141


						210831_s_at			PTGER3			-2.7609561989			-0.9830586366			0.3560573098			0.6012203437			2.5040850141


						210370_s_at			LY9			-2.7608746462			-0.8691279708			0.3148016778			0.6346379094			2.5040850141


						209765_at			ADAM19			-2.7608650017			-0.641121141			0.23221749			0.6868033624			2.5040850141


						221905_at			CYLD			-2.7604286558			-0.7692238955			0.2786610311			0.6574562118			3.1113177356


						216537_s_at			SIGLEC7			-2.7597040381			-0.6299585228			0.2282703196			0.6848291051			3.1113177356


						217760_at			TRIM44			-2.7596143834			-0.493008384			0.1786511865			0.7573389637			3.1113177356


						202478_at			TRB2			-2.7586471416			-0.7397661302			0.2681626509			0.6750174254			3.1113177356


						210409_at			MLLT4			-2.7585459674			-1.0217698016			0.3704015861			0.5429646421			3.1113177356


						204861_s_at			BIRC1			-2.7576577331			-0.9528191059			0.3455175363			0.6076971178			3.1113177356


						213208_at			KIAA0240			-2.756394603			-0.4772906566			0.1731575936			0.7424507951			3.1113177356


						218970_s_at			CGI-32			-2.7549727097			-0.2660191586			0.0965596348			0.8309691685			3.1113177356


						205723_at			CNTFR			-2.7549339369			-0.7309262134			0.2653153325			0.6865262583			3.1113177356


						218997_at			PAF53			-2.7543477656			-0.3383368297			0.1228373679			0.8065032849			3.1113177356


						221413_at			KCNAB3			-2.7542941456			-0.5540601692			0.2011623087			0.7046679852			3.1113177356


						202516_s_at			DLG1			-2.7533020935			-0.9072184076			0.3295019496			0.6417195362			3.1113177356


						215794_x_at			GLUD2			-2.7530294821			-0.3282160038			0.1192199379			0.8080161947			3.1113177356


						210054_at			MGC4701			-2.7523473572			-0.5434076506			0.1974342552			0.7018477156			3.1113177356


						205408_at			MLLT10			-2.7512910259			-0.3722228899			0.1352902642			0.795841103			3.1113177356


						215589_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.7499703186			-1.024083909			0.3723981681			0.55517867			3.1113177356


						210660_at			LILRB1			-2.74820782			-1.0506446661			0.3823017526			0.6151939419			3.1113177356


						217994_x_at			FLJ20542			-2.7466446953			-0.3116392294			0.1134617921			0.8240910898			3.1113177356


						220589_s_at			MDS028			-2.7455699684			-1.1142475548			0.4058346965			0.5589744837			3.1113177356


						36554_at			ASMTL			-2.7455194104			-0.3974506345			0.1447633672			0.7847618181			3.1113177356


						212069_s_at			MGC10526			-2.7450500245			-0.5990738534			0.2182378638			0.6996219924			3.1113177356


						204502_at			SAMHD1			-2.7446830955			-0.834155112			0.3039167303			0.6396876645			3.1113177356


						214898_x_at			MUC3B			-2.7443032236			-0.6210544387			0.2263067847			0.5482457841			3.1113177356


						209329_x_at			MGC2198			-2.7440273223			-0.4085303026			0.1488798232			0.7893488548			3.1113177356


						220012_at			ERO1LB			-2.7434222991			-1.152802838			0.4202061193			0.6070664004			3.1113177356


						218587_s_at			MDS010			-2.7430702754			-1.2823973849			0.467504386			0.5304460324			3.1113177356


						201839_s_at			TACSTD1			-2.7426680956			-1.5881131877			0.5790395091			0.6265032674			3.1113177356


						213947_s_at			NUP210			-2.7423838949			-0.447122417			0.1630415121			0.7516880586			3.1113177356


						210717_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.7421874818			-1.1900297514			0.4339709664			0.518910968			3.1113177356


						202340_x_at			NR4A1			-2.7397232598			-1.3131616844			0.479304499			0.4938321139			3.1113177356


						217044_s_at			KIAA0599			-2.7396818374			-1.00809236			0.3679596464			0.612779868			3.1113177356


						219267_at			GLTP			-2.739638151			-0.3976867583			0.1451603228			0.7616939896			3.1113177356


						201633_s_at			CYB5-M			-2.7391889047			-0.447350419			0.1633149208			0.7513416279			3.1113177356


						218014_at			PCNT1			-2.738552455			-0.2694138025			0.0983781786			0.8402091132			3.1113177356


						220142_at			BRAL1			-2.7381268246			-0.8452344942			0.308690776			0.6123208688			3.1113177356


						214122_at			ENIGMA			-2.7352347754			-0.8952334444			0.3272967471			0.6287279367			3.1113177356


						217444_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.7343447249			-0.452835866			0.1656103789			0.7689500494			3.1113177356


						205456_at			CD3E			-2.7333453063			-0.6646815878			0.2431751255			0.7086540598			3.1113177356


						201590_x_at			ANXA2			-2.7330464954			-0.6712526216			0.2456060015			0.7064941622			3.1113177356


						209477_at			EMD			-2.7326883436			-0.5944911196			0.2175480863			0.7057556839			3.1113177356


						219013_at			GALNT11			-2.7321945003			-0.4641601254			0.1698854622			0.764486354			3.1113177356


						215726_s_at			CYB5			-2.7320932188			-0.4938751171			0.180768033			0.7294840831			3.1113177356


						218769_s_at			ANKRA2			-2.7314140387			-0.3604630092			0.1319693771			0.8018089395			3.1113177356


						215067_x_at			PRDX2			-2.7313700162			-0.9186852107			0.3363459382			0.5809596725			3.1113177356


						209599_s_at			HTCD37			-2.7302379364			-0.7350551181			0.2692274942			0.6547135265			3.1113177356


						210539_at			KIAA0998			-2.7293804216			-0.7926157768			0.2904013565			0.5454003895			3.1113177356


						208683_at			CAPN2			-2.7278785644			-0.6970476185			0.2555273639			0.6946261688			3.1113177356


						201395_at			RBM5			-2.7278161521			-0.5038809666			0.184719548			0.7413644078			3.1113177356


						211900_x_at			CD6			-2.7264271707			-0.7278718744			0.2669691244			0.6570681566			3.1113177356


						202048_s_at			CBX6			-2.7263735879			-1.0381027055			0.3807631904			0.5937622833			3.1113177356


						211254_x_at			RHAG			-2.7260209459			-0.5297744433			0.1943398286			0.7374613963			3.1113177356


						216611_s_at			SLC6A2			-2.7254353963			-0.6029485147			0.2212301622			0.6558409396			3.1113177356


						215162_at			GARNL1			-2.7235721392			-0.7904677331			0.2902319794			0.6331218337			3.1113177356


						201970_s_at			NASP			-2.7230203504			-0.8617401491			0.3164648215			0.6414883696			3.1113177356


						202176_at			ERCC3			-2.7229892164			-0.3658274722			0.1343477491			0.8005400746			3.1113177356


						205885_s_at			ITGA4			-2.7227289659			-0.6554733519			0.2407413151			0.6899825556			3.1113177356


						203937_s_at			TAF1C			-2.7225132276			-1.0107535521			0.3712575358			0.5690032496			3.1113177356


						212596_s_at			HMG2L1			-2.721992633			-0.3205399341			0.1177592952			0.8002367935			3.1113177356


						207603_at			SLC4A7			-2.7219521078			-0.909929683			0.334293054			0.599770203			3.1113177356


						210416_s_at			CHEK2			-2.721788578			-0.444688196			0.1633808737			0.7707914056			3.1113177356


						209217_s_at			JM5			-2.7215394019			-0.238536097			0.0876474898			0.8556118225			3.1113177356


						216425_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.7215122871			-0.6862909032			0.2521726271			0.6972308058			3.1113177356


						203141_s_at			AP3B1			-2.7200349903			-0.5543358359			0.203797318			0.7315928778			3.1113177356


						216030_s_at			SEMG2			-2.7199826586			-0.9064146915			0.33324282			0.5880128019			3.1113177356


						215373_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.7197289174			-0.5148837461			0.1893143625			0.7193366608			3.1113177356


						217821_s_at			WBP11			-2.7157962346			-0.736894476			0.2713364378			0.6701908347			3.1113177356


						210948_s_at			LEF1			-2.7154309122			-1.2303862047			0.4531090072			0.5855469523			3.1113177356


						212571_at			HELSNF1			-2.7153427014			-0.3064714382			0.1128665778			0.7996453531			3.1113177356


						215607_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.7150987316			-0.7725051387			0.2845219327			0.6633603955			3.1113177356


						204014_at			DUSP4			-2.7145842795			-1.3196008441			0.4861152605			0.3968772762			3.1113177356


						220777_at			KIF13A			-2.7145032873			-0.5082752445			0.1872442914			0.7316249278			3.1113177356


						222109_at			FLJ10613			-2.7145016112			-0.8394989512			0.3092644881			0.644279			3.1113177356


						220521_s_at			FLJ10035			-2.7144900477			-1.2710250806			0.4682371489			0.6056062057			3.1113177356


						211207_s_at			FACL6			-2.713930973			-0.600529804			0.2212767421			0.6628058027			3.1113177356


						209884_s_at			SLC4A7			-2.7132604859			-0.604603946			0.2228329897			0.6791594794			3.1113177356


						219755_at			CBX8			-2.7131522695			-0.5143081044			0.1895610911			0.6473165389			3.1113177356


						222088_s_at			SLC2A14			-2.7116963412			-0.8686730138			0.3203430268			0.6534990737			3.1113177356


						214883_at			THRA			-2.7110456534			-1.0601881921			0.3910624636			0.5862845778			3.1113177356


						220694_at			HSPC054			-2.7104935532			-1.1290016702			0.4165299227			0.5749412955			3.1113177356


						214048_at			MBD4			-2.7100034002			-0.5902199617			0.2177930705			0.7106473238			3.1113177356


						208962_s_at			FADS1			-2.7094219404			-0.7890699792			0.2912318556			0.6549928206			3.1113177356


						201688_s_at			TPD52			-2.7085711261			-0.6822140218			0.2518722935			0.6983728379			3.1113177356


						219574_at			FLJ20668			-2.7084355684			-0.7320123796			0.2702712917			0.6218571747			3.1113177356


						221616_s_at			TAF9L			-2.7080169269			-0.4498676196			0.1661243751			0.7558788299			3.1113177356


						217074_at			C20orf16			-2.707176953			-0.4661846751			0.172203252			0.6795177916			3.1113177356


						222126_at			HRBL			-2.7071636778			-0.6044941245			0.2232942653			0.7141686157			3.1113177356


						205101_at			MHC2TA			-2.7068981822			-1.1900201683			0.4396250203			0.6745410573			3.1113177356


						203767_s_at			STS			-2.7054499881			-0.5815914361			0.214970315			0.6984466514			3.1113177356


						212142_at			MCM4			-2.7052008374			-0.7156761981			0.2645556619			0.683656949			3.1113177356


						216115_at			NF1			-2.7049868858			-0.6437349999			0.237980821			0.7007288919			3.1113177356


						215339_at			NKTR			-2.7043332253			-1.2533903789			0.4634748289			0.4745950497			3.1113177356


						202339_at			SYMPK			-2.7037637538			-1.0041860551			0.3714030317			0.5586904888			3.1113177356


						206848_at			HOXA7			-2.7037467565			-0.5565715868			0.2058519665			0.7356322702			3.1113177356


						208964_s_at			FADS1			-2.7029093279			-0.3632639989			0.1343974047			0.7952973826			3.1113177356


						213122_at			KIAA1750			-2.702549232			-0.5033856518			0.186263268			0.7562088235			3.1113177356


						205767_at			EREG			-2.7017043136			-1.4918393971			0.5521845561			0.5776964886			3.1113177356


						219929_s_at			ZFYVE21			-2.701655776			-0.5443713201			0.2014954403			0.7141741725			3.1113177356


						213189_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.7008081141			-0.5013833091			0.185641959			0.7501249237			3.1113177356


						213006_at			KIAA0146			-2.7007772853			-0.6892135128			0.2551907988			0.681547169			3.1113177356


						218617_at			IPT			-2.700092927			-0.3906116504			0.1446660026			0.7898024772			3.1113177356


						222266_at			C19orf2			-2.6986764533			-0.9104635492			0.3373741035			0.6301004534			3.1113177356


						205785_at			ITGAM			-2.6973545806			-0.5371476962			0.1991387043			0.7258227126			3.1113177356


						208269_s_at			ADAM28			-2.6969821077			-0.9947569446			0.3688407653			0.6221188983			3.1113177356


						214241_at			NDUFB8			-2.6964996403			-0.4319966389			0.1602064515			0.7557311067			3.1113177356


						203567_s_at			TRIM38			-2.696290304			-0.4546515183			0.1686211302			0.7589585045			3.1113177356


						222128_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.6954396178			-0.8381978872			0.3109688978			0.6267646867			3.1113177356


						201232_s_at			PSMD13			-2.6954372719			-0.2721506785			0.1009671719			0.8350676667			3.1113177356


						218460_at			FLJ20397			-2.6953059306			-0.3040341397			0.112801347			0.8213008048			3.1113177356


						205805_s_at			ROR1			-2.6948338263			-1.0053959638			0.3730827311			0.5563420458			3.1113177356


						221011_s_at			LBH			-2.6948192174			-0.6706123032			0.2488524272			0.7052157527			3.1113177356


						220411_x_at			FLJ23447			-2.6940022268			-1.0435825222			0.3873725537			0.6077363116			3.1113177356


						221737_at			GNA12			-2.6936347495			-0.5502060638			0.2042615703			0.7227296392			3.1113177356


						200844_s_at			PRDX6			-2.6932294826			-0.4005683747			0.1487316166			0.7839520282			3.1113177356


						215754_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.6926275535			-0.5165958766			0.1918556749			0.7524535506			3.1113177356


						204142_at			HSRTSBETA			-2.6923530315			-0.7201770575			0.267489831			0.7007746175			3.1113177356


						210594_x_at			MPZL1			-2.6912302709			-0.879941291			0.3269661837			0.638670617			3.1113177356


						212996_s_at			C21orf108			-2.6903552914			-0.799793079			0.2972815827			0.6674430191			3.1113177356


						201109_s_at			THBS1			-2.6903506167			-1.7496814327			0.6503544266			0.5925649016			3.1113177356


						215015_at			LOC92558			-2.6902343123			-1.0101892447			0.3755023271			0.620022865			3.1113177356


						201627_s_at			INSIG1			-2.6897125632			-0.3975922724			0.1478196138			0.759963342			3.1113177356


						204283_at			FARS1			-2.6897093039			-0.2723097961			0.1012413482			0.8360341895			3.1113177356


						212224_at			ALDH1A1			-2.6891750804			-1.4464717635			0.5378867944			0.5696202091			3.1113177356


						214833_at			KIAA0792			-2.6890523124			-0.9052311329			0.3366357466			0.5938885307			3.1113177356


						204055_s_at			MGEA6			-2.6867325796			-1.0744726524			0.3999179749			0.5602173464			3.1113177356


						212643_at			C14orf32			-2.6858602071			-0.3637911242			0.1354467828			0.8007267418			3.1113177356


						206938_at			SRD5A2			-2.6849637176			-1.0074622649			0.375223791			0.5434432505			3.1113177356


						201661_s_at			FACL3			-2.6849402661			-0.3920470022			0.1460170296			0.7831106983			3.1113177356


						215611_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.684906536			-1.325968942			0.4938603725			0.4700189136			3.1113177356


						210077_s_at			SFRS5			-2.6838573166			-0.6461472324			0.2407531982			0.7051383399			3.1113177356


						205671_s_at			HLA-DOB			-2.682547877			-1.5125109178			0.5638337085			0.694930451			3.1113177356


						219751_at			FLJ21148			-2.6816297766			-0.8615541662			0.3212800565			0.6535392697			3.1113177356


						212641_at			HIVEP2			-2.6808547845			-0.9634850241			0.3593947086			0.6251219048			3.1113177356


						221841_s_at			KLF4			-2.6808046243			-1.2266820107			0.4575797877			0.6156513717			3.1113177356


						204670_x_at			HLA-DRB3			-2.6803139867			-0.8630012075			0.3219776533			0.6865114283			3.1113177356


						220607_x_at			TH1L			-2.6784421369			-0.3561530458			0.1329702221			0.8055936386			3.1113177356


						211450_s_at			MSH6			-2.6777851088			-0.8418964779			0.3144003136			0.654399672			3.1113177356


						220739_s_at			CNNM3			-2.6777440504			-0.3625275045			0.1353854206			0.8090764318			3.1113177356


						213420_at			DHX57			-2.6771647927			-0.8291644088			0.3097173589			0.6404119865			3.1113177356


						210608_s_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.6771356479			-0.3215878408			0.1201238499			0.8183834942			3.1113177356


						202739_s_at			PHKB			-2.6770508113			-0.3347162651			0.1250317191			0.8120645398			3.1113177356


						215338_s_at			NKTR			-2.6767401959			-0.8417409968			0.3144649593			0.6661650818			3.1113177356


						204761_at			RNTRE			-2.6759766257			-0.7622532036			0.2848504715			0.6570452818			3.1113177356


						207224_s_at			SIGLEC7			-2.6758075392			-0.642761544			0.2402121732			0.7076547367			3.1113177356


						207786_at			CYP2R1			-2.675776507			-0.7302929059			0.2729274676			0.6860476904			3.1113177356


						210517_s_at			AKAP12			-2.675412472			-1.1037314608			0.4125462792			0.5908128783			3.1113177356


						209153_s_at			TCF3			-2.6726610776			-1.0964791609			0.4102574659			0.6034755942			3.1113177356


						214092_x_at			SFRS14			-2.6711481115			-0.5791155094			0.2168039679			0.7184185463			3.1113177356


						203411_s_at			LMNA			-2.6708436575			-0.6590473794			0.2467562553			0.6844181158			3.1113177356


						209619_at			CD74			-2.6707032672			-0.878602189			0.3289778388			0.6646376832			3.1113177356


						200959_at			FUS			-2.6687496163			-0.301331594			0.1129111522			0.8144051653			3.1113177356


						221958_s_at			FLJ23091			-2.6685832213			-1.2007511368			0.4499582877			0.6204571665			3.1113177356


						218462_at			RPF1			-2.6685200352			-0.3075745751			0.1152603582			0.822724591			3.1113177356


						210656_at			EED			-2.6681755868			-1.0955433738			0.4105964312			0.6202011287			3.1113177356


						219168_s_at			ARHGAP8			-2.6679290751			-0.8235359122			0.3086798371			0.6209140993			3.1113177356


						201817_at			KIAA0010			-2.6677524507			-0.3584423339			0.1343611675			0.8022541439			3.1113177356


						206594_at			PASK			-2.6672698793			-0.8457865517			0.3170982278			0.6469297873			3.1113177356


						215874_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.66684492			-1.1396529035			0.4273412732			0.4209016334			3.1113177356


						211871_x_at			GNB5			-2.6661917643			-0.4114665805			0.1543274516			0.7708466775			3.1113177356


						209180_at			RABGGTB			-2.6656218775			-0.3302271083			0.1238837028			0.8153360639			3.1113177356


						201018_at			EIF1A			-2.6653346647			-0.5044145482			0.1892499861			0.7356360876			3.1113177356


						212430_at			RNPC1			-2.6645771444			-0.5911878343			0.2218692882			0.6981400591			3.1113177356


						220173_at			C14orf45			-2.6641215005			-0.4970311347			0.1865647398			0.7102379127			3.1113177356


						217143_s_at			TRD			-2.6631247038			-0.9481004908			0.3560105501			0.6164899562			3.1113177356


						204899_s_at			SAP30			-2.6629821157			-0.5057082657			0.1899029898			0.7394045194			3.1113177356


						208894_at			HLA-DRA			-2.6617753145			-1.1975362038			0.4499013111			0.5969089089			3.1113177356


						218813_s_at			SH3GLB2			-2.6616293249			-0.6793565997			0.2552408757			0.6496404478			3.1113177356


						209840_s_at			LRRN3			-2.6608366118			-1.2633681308			0.4748010927			0.496734264			3.1113177356


						203482_at			C10orf6			-2.6588978581			-0.4349298437			0.1635752356			0.7738920288			3.1113177356


						205090_s_at			NAGPA			-2.6575996741			-0.4044895168			0.152201071			0.7900562297			3.1113177356


						203683_s_at			VEGFB			-2.6575814136			-0.9032081132			0.3398609384			0.6406865598			3.1113177356


						215333_x_at			GSTM1			-2.6575218949			-0.614161327			0.2311030168			0.7143558015			3.1113177356


						209696_at			FBP1			-2.6571369383			-0.5621978727			0.2115803159			0.7288635803			3.1113177356


						210904_s_at			IL13RA1			-2.6570096346			-0.831640717			0.3129987585			0.6340524646			3.1113177356


						205019_s_at			VIPR1			-2.657006206			-0.7490852021			0.2819282847			0.6920705373			3.1113177356


						202479_s_at			TRB2			-2.656611401			-0.7135570536			0.2685966993			0.6792387053			3.1113177356


						213593_s_at			TRA2A			-2.6564435138			-0.8618397172			0.3244336696			0.6174129353			3.1113177356


						214339_s_at			MAP4K1			-2.6560676093			-0.4240411691			0.1596499907			0.756236012			3.1113177356


						201152_s_at			MBNL1			-2.6560365271			-0.3767237601			0.1418368145			0.7969386226			3.1113177356


						218035_s_at			FLJ20273			-2.6554383942			-0.7924559945			0.2984275577			0.6695565741			3.1113177356


						204683_at			ICAM2			-2.6552983976			-0.6702075371			0.2524038495			0.7032456875			3.1113177356


						202636_at			RNF103			-2.6545720713			-0.4879373777			0.1838101828			0.7555510236			3.1113177356


						205884_at			ITGA4			-2.6543698644			-0.7543618777			0.2841962184			0.6770575975			3.1113177356


						218156_s_at			FLJ10534			-2.6542335642			-0.6494203269			0.2446733911			0.697592209			3.1113177356


						203189_s_at			NDUFS8			-2.652340046			-1.0360799671			0.3906286333			0.5920093004			3.1113177356


						206050_s_at			RNH			-2.6522878399			-0.4402380944			0.1659842826			0.7842009468			3.1113177356


						203267_s_at			DRG2			-2.6517944039			-0.5041144622			0.1901031473			0.7547527425			3.1113177356


						201586_s_at			SFPQ			-2.6515385453			-0.4492503707			0.1694300735			0.7731045156			3.1113177356


						32402_s_at			SYMPK			-2.6515289358			-0.5853128937			0.2207454295			0.707311359			3.1113177356


						216541_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.6514890331			-1.1617034948			0.4381324909			0.6274564578			3.1113177356


						212568_s_at			DLAT			-2.6511680664			-0.3669224847			0.1384003109			0.7986073575			3.1113177356


						213037_x_at			STAU			-2.6511577636			-0.291868439			0.1100909357			0.8231943341			3.1113177356


						202089_s_at			SLC39A6			-2.6496177451			-0.2916129568			0.1100585008			0.8332849012			3.1113177356


						216333_x_at			TNXB			-2.6493462863			-1.2825153731			0.4840874822			0.5219014792			3.1113177356


						214731_at			NEDD5			-2.6477757521			-0.8362521623			0.3158319437			0.6143559464			3.1113177356


						210336_x_at			ZNF42			-2.6477284768			-0.9353043186			0.3532478224			0.5715493298			3.1113177356


						214163_at			LOC51668			-2.6474550872			-0.7330501713			0.2768886146			0.6593338861			3.1113177356


						214918_at			HNRPM			-2.6469968585			-0.9350240003			0.353239558			0.6086803105			3.1113177356


						218638_s_at			SPON2			-2.6464018273			-0.6484179143			0.245018692			0.725211563			3.1113177356


						219207_at			FLJ21128			-2.6449740133			-0.7146963857			0.2702092278			0.6565967692			3.1113177356


						220469_at			FLJ13241			-2.6432746247			-1.0067411944			0.3808689362			0.6188452432			3.1113177356


						217555_at			SMC1L1			-2.6421331478			-0.8754503232			0.3313422429			0.6402515564			3.1113177356


						204793_at			GASP			-2.6419137917			-0.7130019305			0.2698808465			0.6803165584			3.1113177356


						220091_at			SLC2A6			-2.6414507461			-1.3860398242			0.5247267345			0.614379948			3.1113177356


						201889_at			FAM3C			-2.6410431556			-0.793500529			0.3004496641			0.6581063936			3.1113177356


						203869_at			USP46			-2.6408465214			-0.984259727			0.3727061452			0.6395748671			3.1113177356


						221618_s_at			TAF9L			-2.6406556203			-1.2298412446			0.4657332956			0.5438561716			3.1113177356


						215920_s_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.6401045538			-1.0650625755			0.4034168169			0.5817422434			3.1113177356


						202900_s_at			NUP88			-2.6392738876			-0.4524381946			0.1714252532			0.7478989003			3.1113177356


						205268_s_at			ADD2			-2.639272505			-1.7170780033			0.6505876146			0.5801683772			3.1113177356


						205308_at			CGI-62			-2.6392060972			-0.4766051779			0.1805865705			0.7640484305			3.1113177356


						222341_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.6387121583			-0.8910720223			0.3376920137			0.5982296251			3.1113177356


						221453_at			IGRP			-2.6364044034			-0.2911234674			0.1104244353			0.8281634041			3.1113177356


						217607_x_at			EIF4G2			-2.6358527314			-0.9792772149			0.3715219759			0.6318333428			3.1113177356


						212065_s_at			USP34			-2.6357067711			-1.1173245598			0.4239183858			0.5340114212			3.1113177356


						208868_s_at			GABARAPL1			-2.6345921654			-0.7899373129			0.2998328634			0.6665205153			3.7285312569


						218958_at			FLJ20850			-2.6340633473			-0.3939551377			0.1495617553			0.7824839022			3.7285312569


						215882_at			KIAA0912			-2.6340430323			-1.0066016761			0.3821508091			0.5656063811			3.7285312569


						219349_s_at			SEC5			-2.6338346443			-0.8161851225			0.3098847243			0.6394644824			3.7285312569


						205657_at			HAAO			-2.6327500502			-0.4967997081			0.188699914			0.7386508273			3.7285312569


						204837_at			MTMR9			-2.6321302807			-0.4645395113			0.1764880389			0.7418154588			3.7285312569


						202783_at			NNT			-2.6311429639			-0.5516917259			0.2096775939			0.7232889454			3.7285312569


						219158_s_at			TBDN100			-2.630901889			-0.6435820216			0.2446241056			0.6809445065			3.7285312569


						219774_at			FLJ10996			-2.6307864366			-0.3885360877			0.1476881902			0.7759084409			3.7285312569


						201820_at			KRT5			-2.629725427			-0.9190292483			0.3494772644			0.5366923836			3.7285312569


						212619_at			KIAA0286			-2.6293431222			-0.6280443249			0.238859782			0.7172493402			3.7285312569


						204247_s_at			CDK5			-2.6291698931			-1.2001889207			0.456489679			0.6471065507			3.7285312569


						212597_s_at			HMG2L1			-2.6290897026			-0.3377964236			0.1284841758			0.8102718529			3.7285312569


						218265_at			SBP2			-2.6288719594			-0.3552307436			0.1351266814			0.7899276208			3.7285312569


						203375_s_at			TPP2			-2.6280419865			-0.6249004121			0.237781746			0.6972942936			3.7285312569


						212232_at			FNBP4			-2.627314713			-0.4356077151			0.1657995949			0.7760978405			3.7285312569


						216232_s_at			GCN1L1			-2.6261349517			-0.4953349153			0.1886174642			0.7473871825			3.7285312569


						207645_s_at			CHD1L			-2.6239266432			-1.1138972749			0.4245154024			0.6014919572			3.7285312569


						218821_at			NPEPL1			-2.6237783286			-0.5007406006			0.190847144			0.7215929302			3.7285312569


						213805_at			ABHD5			-2.6235498347			-0.8437135827			0.3215923599			0.6484264734			3.7285312569


						211306_s_at			FCAR			-2.6233950688			-1.3228849222			0.5042644693			0.5241622943			3.7285312569


						201792_at			AEBP1			-2.6231292502			-0.8766035589			0.3341823735			0.6450719116			3.7285312569


						203876_s_at			MMP11			-2.6208759942			-1.0454817728			0.398905471			0.5515436944			3.7285312569


						216928_at			TAL1			-2.6203533094			-0.5325181717			0.2032238056			0.6778082475			3.7285312569


						206716_at			UMOD			-2.6197920394			-0.8465413849			0.3231330473			0.5886068225			3.7285312569


						209780_at			PHTF2			-2.6192211136			-0.4169876702			0.1592029279			0.7824418584			3.7285312569


						220119_at			EPB41L4A			-2.6182630312			-0.9697154054			0.3703659234			0.482156725			3.7285312569


						217594_at			KIAA0191			-2.6178768393			-1.0414479426			0.3978215961			0.557749287			3.7285312569


						214615_at			P2RY10			-2.617221351			-0.6406514398			0.2447830557			0.7005558675			3.7285312569


						220716_at			CKN1			-2.6167785028			-0.9361301895			0.3577414705			0.5611083809			3.7285312569


						200726_at			PPP1CC			-2.6165525187			-0.3595957773			0.1374311331			0.7999427967			3.7285312569


						201853_s_at			CDC25B			-2.6164148743			-0.4595124489			0.175626753			0.7659788994			3.7285312569


						202880_s_at			PSCD1			-2.616150023			-0.5894036351			0.2252942797			0.7130993923			3.7285312569


						214153_at			ELOVL5			-2.615786565			-0.8970890467			0.3429519284			0.6077208779			3.7285312569


						222133_s_at			CGI-72			-2.6151941222			-0.4455073586			0.1703534567			0.774627703			3.7285312569


						219846_at			FLJ20203			-2.6146105573			-0.4519509386			0.1728559297			0.7393309162			3.7285312569


						202550_s_at			VAPB			-2.6134240492			-0.245126226			0.0937950449			0.850061765			3.7285312569


						216510_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.6133922456			-1.2628237929			0.4832124971			0.7704160519			3.7285312569


						216538_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.6123910625			-0.7239442908			0.277119418			0.6829164432			3.7285312569


						209345_s_at			PI4KII			-2.6121244598			-0.5523018453			0.2114377986			0.7259832339			3.7285312569


						222118_at			BM039			-2.6120820347			-0.5741905662			0.2198210311			0.7154819257			3.7285312569


						202069_s_at			IDH3A			-2.6118679972			-0.4812205549			0.1842438268			0.749784417			3.7285312569


						215898_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.6117050587			-0.6638834588			0.2541954179			0.6946822658			3.7285312569


						207746_at			na			-2.6102812437			-0.7116092243			0.2726178361			0.6828657511			3.7285312569


						211085_s_at			STK4			-2.610147324			-0.6188223077			0.2370832872			0.6980348217			3.7285312569


						207292_s_at			MAPK7			-2.6093604542			-0.5500446266			0.2107967206			0.7588576927			3.7285312569


						48031_r_at			C5orf4			-2.6091091579			-0.6460634833			0.2476184185			0.7132161167			3.7285312569


						219687_at			FLJ10724			-2.6089518458			-0.8893120873			0.3408694909			0.6365354298			3.7285312569


						221548_s_at			ILKAP			-2.6071246113			-0.3505655869			0.1344644538			0.794254449			3.7285312569


						215573_at			CAT			-2.6061681338			-1.0609782039			0.407102746			0.6192215019			3.7285312569


						215208_x_at			FLJ14408			-2.6057089687			-1.0374351358			0.3981392965			0.6171657257			3.7285312569


						218524_at			E4F1			-2.6056980145			-0.3490197212			0.1339448084			0.7892554623			3.7285312569


						213939_s_at			RIPX			-2.6041958512			-1.5751744495			0.60486021			0.4897675052			3.7285312569


						210009_s_at			GOSR2			-2.6041191076			-0.9926549453			0.3811864605			0.6343885901			3.7285312569


						215185_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.6038247936			-1.0279326879			0.3947779783			0.586264492			3.7285312569


						218136_s_at			MSCP			-2.6036802313			-0.4931233232			0.1893947334			0.7441817825			3.7285312569


						219672_at			ERAF			-2.6032969505			-1.4326208264			0.550310185			0.5416575865			3.7285312569


						210466_s_at			PAI-RBP1			-2.6031014764			-0.5615821512			0.2157357891			0.7353454909			3.7285312569


						217028_at			CXCR4			-2.6030014501			-0.6594631249			0.2533471984			0.7041849401			3.7285312569


						218013_x_at			DCTN4			-2.6010277345			-0.4277379127			0.1644495778			0.755373627			3.7285312569


						215854_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.6006599246			-0.4532382537			0.1742781705			0.762635973			3.7285312569


						35148_at			TJP3			-2.6004763834			-0.8600191222			0.3307159902			0.5945600646			3.7285312569


						209585_s_at			MINPP1			-2.6003504534			-1.0109032005			0.3887565228			0.631222011			3.7285312569


						216682_s_at			P38IP			-2.6002515437			-0.6754893336			0.2597784569			0.7065800866			3.7285312569


						213785_at			IPO9			-2.6001861132			-0.91158362			0.3505839891			0.6664444971			3.7285312569


						209160_at			AKR1C3			-2.5999705567			-1.3002348072			0.5000959737			0.5800342772			3.7285312569


						210726_at			CYP3A4			-2.5993036772			-1.0545432324			0.4057022046			0.6191749914			3.7285312569


						211047_x_at			AP2S1			-2.5985227227			-0.4184672828			0.1610404555			0.7844301534			3.7285312569


						204087_s_at			SLC5A6			-2.5978532631			-0.3918955178			0.1508536003			0.7775265842			3.7285312569


						203939_at			NT5E			-2.5973987845			-1.1405458601			0.4391108007			0.5828501142			3.7285312569


						205235_s_at			MPHOSPH1			-2.5972617768			-0.5940810339			0.2287335991			0.7000565799			3.7285312569


						216229_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.5971265182			-0.5218450848			0.2009317148			0.7415559934			3.7285312569


						208701_at			APLP2			-2.5969217064			-0.4052809288			0.1560620514			0.7639546021			3.7285312569


						208282_x_at			DAZ2			-2.5964768082			-1.1459397598			0.4413441153			0.4901317123			3.7285312569


						204788_s_at			PPOX			-2.5963780794			-0.5461167519			0.210337915			0.7253405763			3.7285312569


						209657_s_at			HSF2			-2.5956611578			-0.599113316			0.2308133765			0.7556326531			3.7285312569


						213156_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.5951894824			-0.8398686173			0.3236251623			0.6373980929			3.7285312569


						217340_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.5949272825			-0.6056922728			0.2334139677			0.7089799513			3.7285312569


						216236_s_at			SLC2A14			-2.5948211307			-0.8509638088			0.3279470013			0.6655197201			3.7285312569


						213906_at			MYBL1			-2.5938677342			-1.2788982296			0.4930468168			0.60247293			3.7285312569


						210288_at			KLRG1			-2.5935614447			-0.534100291			0.205933155			0.7257020197			3.7285312569


						212266_s_at			SFRS5			-2.5933361387			-0.4545580146			0.1752792504			0.757673086			3.7285312569


						201512_s_at			TOMM70A			-2.5929062011			-0.2641665327			0.1018804817			0.840600317			3.7285312569


						215207_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.5922385629			-0.397377575			0.1532951406			0.7892975598			3.7285312569


						222006_at			FGFR3			-2.5909747568			-0.7107305218			0.2743100912			0.6794734337			3.7285312569


						218386_x_at			USP16			-2.5907358384			-0.3049579642			0.1177109452			0.828076836			3.7285312569


						216002_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.590317404			-1.1548463331			0.4458319785			0.635212401			3.7285312569


						200765_x_at			CTNNA1			-2.5897402917			-0.4683849974			0.180861764			0.7809521984			3.7285312569


						202368_s_at			TRAM2			-2.5889853805			-0.4500261522			0.1738233655			0.761552257			3.7285312569


						37566_at			KIAA1045			-2.5885734364			-1.0774756593			0.4162430334			0.5311291639			3.7285312569


						218848_at			MGC2655			-2.5885545205			-0.4742020322			0.1831918271			0.7182249416			3.7285312569


						218918_at			MAN1C1			-2.588169419			-0.6669044495			0.2576741865			0.6927498138			3.7285312569


						212383_at			ATP6V0A1			-2.5878852667			-0.3374053441			0.1303787878			0.8140608896			3.7285312569


						217254_s_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.5877470324			-0.8645430476			0.3340910208			0.5942193042			3.7285312569


						206255_at			BLK			-2.5875831582			-1.4455750025			0.5586583751			0.4285394241			3.7285312569


						212965_at			HIC2			-2.5859449305			-0.9103723418			0.3520462988			0.5679897196			3.7285312569


						203828_s_at			NK4			-2.5858051302			-1.5544915781			0.6011634674			0.5911909456			3.7285312569


						203579_s_at			SLC7A6			-2.5849714151			-0.3841540403			0.1486105564			0.7889846692			3.7285312569


						213397_x_at			RNASE4			-2.584004925			-0.6194017289			0.2397060946			0.7007882977			3.7285312569


						215117_at			RAG2			-2.5839722549			-0.8763182988			0.33913611			0.6181830927			3.7285312569


						215592_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.5833704731			-1.2687105801			0.4911067124			0.5402412315			3.7285312569


						208184_s_at			TMEM1			-2.5812695377			-0.3747584042			0.145183755			0.7894560363			3.7285312569


						221987_s_at			FLJ10534			-2.5810634657			-0.9052112976			0.3507125298			0.6418792087			3.7285312569


						203222_s_at			TLE1			-2.5809252963			-1.3144275131			0.5092853772			0.5589140218			3.7285312569


						201522_x_at			SNRPN			-2.5804816048			-0.4471513303			0.1732821228			0.7823729769			3.7285312569


						219955_at			FLJ10884			-2.5787446688			-0.8544323639			0.3313365508			0.6439751238			3.7285312569


						217828_at			FLJ13213			-2.5783775342			-0.3081537135			0.1195145821			0.8245515527			3.7285312569


						205443_at			SNAPC1			-2.5769448758			-0.6171610355			0.2394933013			0.7295081056			3.7285312569


						212243_at			GRINL1A			-2.5760250781			-0.3195374116			0.1240428186			0.8120401802			3.7285312569


						212237_at			ASXL1			-2.5756775837			-0.2771128678			0.107588337			0.8336777667			3.7285312569


						220238_s_at			SBBI26			-2.5735099471			-0.3870720593			0.1504062806			0.7755740738			3.7285312569


						206783_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.5726543708			-0.4613129609			0.1793140058			0.7660366902			3.7285312569


						216524_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.5719318444			-0.6143548748			0.2388690338			0.712472465			3.7285312569


						215390_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.5716691509			-0.918140825			0.3570213628			0.5748906706			3.7285312569


						205295_at			CKMT2			-2.5712373817			-0.5681076746			0.2209471901			0.6850283032			3.7285312569


						208631_s_at			HADHA			-2.5707478017			-0.399125013			0.155256386			0.7846462247			3.7285312569


						219708_at			NT5M			-2.5703812137			-0.6878340006			0.2675999953			0.6974445939			3.7285312569


						201044_x_at			DUSP1			-2.5698112153			-1.5424679738			0.6002261818			0.5764729233			3.7285312569


						217360_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.5693298535			-1.4586159691			0.5677028845			0.8331088398			3.7285312569


						221912_s_at			MGC1203			-2.5686896486			-0.8417501368			0.3276963168			0.6439203463			3.7285312569


						217049_x_at			PCDH11Y			-2.5683488059			-0.5327911431			0.2074450098			0.6874928053			3.7285312569


						210440_s_at			CDC14A			-2.5679124739			-0.7810335297			0.3041511491			0.6238050282			3.7285312569


						202514_at			DLG1			-2.5670248124			-0.4893491825			0.1906289258			0.755297466			3.7285312569


						214902_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.5665949344			-0.4712719501			0.1836175798			0.7604488771			3.7285312569


						214949_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.5665544638			-0.4045940188			0.1576409246			0.7651669003			3.7285312569


						204222_s_at			GLIPR1			-2.5664419277			-0.6226052886			0.2425947308			0.659689349			3.7285312569


						206363_at			MAF			-2.5652409085			-1.1072537646			0.4316373409			0.6229364741			3.7285312569


						212829_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.5650524499			-0.3978114856			0.1550890258			0.7945311495			3.7285312569


						205276_s_at			GTPBP1			-2.5644041701			-0.7622014962			0.2972236222			0.6870901074			3.7285312569


						213645_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.5643788052			-0.6780540932			0.2644126101			0.6872636428			3.7285312569


						220371_s_at			SLC12A9			-2.5636446868			-0.26219366			0.1022737906			0.8458844088			3.7285312569


						203096_s_at			PDZGEF1			-2.5635810892			-0.6238318998			0.2433439311			0.7234355393			3.7285312569


						214972_at			MGEA5			-2.563415231			-0.4418451215			0.1723658017			0.7639170737			3.7285312569


						204880_at			MGMT			-2.5630166508			-0.5696167535			0.2222446559			0.7317781179			3.7285312569


						222368_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.5629291248			-0.4354540624			0.1699048398			0.7676426436			3.7285312569


						222078_at			HCN3			-2.5612649119			-1.3524423804			0.5280368985			0.6275617628			3.7285312569


						220221_at			FLJ10619			-2.5607395878			-1.1933208384			0.4660063226			0.5208509976			3.7285312569


						209184_s_at			IRS2			-2.5595399745			-0.6342737187			0.2478077018			0.7143108164			3.7285312569


						209936_at			RBM5			-2.5591525423			-1.1968612292			0.4676787372			0.4661341526			3.7285312569


						207346_at			EPIM			-2.5573007921			-1.1206355443			0.4382102988			0.5858948371			3.7285312569


						201584_s_at			DDX39			-2.5560412578			-0.2850009091			0.1115009033			0.8347473246			3.7285312569


						219325_s_at			ELAC1			-2.5560351205			-0.559267371			0.2188026943			0.7148403035			3.7285312569


						214157_at			GNAS			-2.5560120804			-0.3841118261			0.150277782			0.7936485142			3.7285312569


						201845_s_at			RYBP			-2.5557256045			-0.4172239095			0.1632506669			0.7745596622			3.7285312569


						218125_s_at			FLJ10853			-2.5556726906			-0.4517968491			0.1767819685			0.7598437811			3.7285312569


						221780_s_at			DDX27			-2.5555008279			-0.3541689424			0.138590815			0.7996987436			3.7285312569


						201990_s_at			CREBL2			-2.5551446876			-0.3353785306			0.1312561798			0.7992757698			3.7285312569


						210184_at			ITGAX			-2.5549645968			-1.4714131543			0.5759035394			0.6780053908			3.7285312569


						216680_s_at			EPHB4			-2.5548606023			-0.6475057541			0.2534407371			0.6829039813			3.7285312569


						219202_at			FLJ22341			-2.5547078947			-0.6832933093			0.2674643589			0.6844550794			3.7285312569


						204141_at			TUBB			-2.5538815007			-1.2040541548			0.471460463			0.6150696917			3.7285312569


						211478_s_at			DPP4			-2.5537486449			-0.9281892531			0.3634614765			0.6507100376			3.7285312569


						213678_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.5537295471			-0.4572766415			0.1790622824			0.7479953219			3.7285312569


						201690_s_at			TPD52			-2.5531760462			-0.5717723863			0.2239455392			0.7232889514			3.7285312569


						212648_at			DHX29			-2.5527325283			-0.3811887778			0.1493257807			0.7913776967			3.7285312569


						211333_s_at			TNFSF6			-2.5525557249			-0.6966280461			0.2729139424			0.6797052154			3.7285312569


						204183_s_at			ADRBK2			-2.5522602232			-0.410414852			0.1608044698			0.7823193557			3.7285312569


						217791_s_at			PYCS			-2.5511924365			-0.4369279853			0.171264221			0.7741173782			3.7285312569


						213957_s_at			CAP350			-2.5511869686			-0.5198272263			0.2037589689			0.7421692749			3.7285312569


						201160_s_at			CSDA			-2.5506351787			-0.6586950717			0.258247466			0.6828108843			3.7285312569


						210031_at			CD3Z			-2.5504224984			-1.0178469324			0.3990895363			0.6108641141			3.7285312569


						205900_at			KRT1			-2.549936593			-0.6496473797			0.2547700133			0.6230043587			3.7285312569


						202727_s_at			IFNGR1			-2.5497199152			-0.54667542			0.2144060674			0.7326177475			3.7285312569


						209826_at			PPT2			-2.549492499			-0.7095181921			0.2782978151			0.6831955645			3.7285312569


						210954_s_at			KIAA0669			-2.5489017834			-0.8238055993			0.323200213			0.6626007121			3.7285312569


						203285_s_at			HS2ST1			-2.548760748			-0.3708783282			0.1455131983			0.8058802374			3.7285312569


						64371_at			SFRS14			-2.5477982124			-0.4299688533			0.1687609526			0.7816300307			3.7285312569


						201886_at			WDR23			-2.5474395661			-0.2515228801			0.0987355631			0.8482838704			3.7285312569


						220646_s_at			KLRF1			-2.5472903659			-1.1658964063			0.4577006304			0.5552499175			3.7285312569


						202477_s_at			TUBGCP2			-2.5471972059			-0.3403203647			0.1336058174			0.7990154286			3.7285312569


						218536_at			MRS2L			-2.5466699099			-0.4100893613			0.1610296488			0.7863240862			3.7285312569


						203556_at			ZHX2			-2.5466255752			-0.528531675			0.2075419646			0.7388995228			3.7285312569


						213514_s_at			DIAPH1			-2.5451274989			-0.4596400143			0.1805960662			0.7590828129			3.7285312569


						221426_s_at			OR3A3			-2.5449287592			-0.4133358549			0.1624154913			0.7617992611			3.7285312569


						201422_at			IFI30			-2.5439691712			-1.0757624096			0.4228677068			0.6766903665			3.7285312569


						201620_at			MBTPS1			-2.5431541199			-0.3360797255			0.1321507505			0.808454444			3.7285312569


						213158_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.542559595			-0.6506585185			0.25590689			0.7174128546			3.7285312569


						211994_at			PRKWNK1			-2.5418257032			-0.257090623			0.1011440803			0.8535774518			3.7285312569


						211930_at			LOC220988			-2.5417501235			-0.5982024773			0.2353506239			0.7434248726			3.7285312569


						217783_s_at			CGI-127			-2.5414975887			-0.4033918922			0.1587221227			0.7886965077			3.7285312569


						209100_at			IFRD2			-2.5408454878			-0.399482632			0.1572242916			0.7744516704			3.7285312569


						206777_s_at			CRYBB2			-2.5407478962			-0.9981662486			0.3928631605			0.5419294739			3.7285312569


						218225_at			SITPEC			-2.5405018294			-0.6493351426			0.2555932592			0.7231056656			3.7285312569


						202587_s_at			AK1			-2.5403953513			-0.7236077286			0.284840597			0.697564495			3.7285312569


						221417_x_at			EDG8			-2.5399177609			-0.5115374468			0.2013992164			0.7263615505			3.7285312569


						221904_at			MGC21688			-2.5397668864			-0.3523472722			0.1387321309			0.8116850178			3.7285312569


						204270_at			SKI			-2.5392676177			-0.7579979736			0.2985104714			0.6727519633			3.7285312569


						56829_at			T1			-2.5391637209			-0.209323105			0.0824378134			0.8738610815			3.7285312569


						211228_s_at			RAD17			-2.5388928792			-0.3039887664			0.1197328051			0.8143542646			3.7285312569


						204257_at			FADS3			-2.5377410564			-0.5706246983			0.2248553677			0.750648949			3.7285312569


						220262_s_at			EGFL9			-2.537705379			-0.8161770414			0.3216200936			0.5998675576			3.7285312569


						220890_s_at			DDX47			-2.5371953419			-0.4762538617			0.1877087877			0.7726481948			3.7285312569


						215105_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.537167877			-0.8257570988			0.3254641154			0.6060857403			3.7285312569


						210743_s_at			CDC14A			-2.5371109932			-0.8222034236			0.3240707347			0.6616452393			3.7285312569


						221141_x_at			EPN1			-2.5366088483			-0.9317742439			0.3673306764			0.641178899			3.7285312569


						201920_at			SLC20A1			-2.5364936774			-0.6645316886			0.2619883087			0.7126676017			3.7285312569


						218510_x_at			FLJ20152			-2.5363762319			-0.9348937656			0.3685942779			0.556621066			3.7285312569


						205005_s_at			NMT2			-2.5361598041			-0.4608151928			0.1816980113			0.7414324909			3.7285312569


						218751_s_at			FBXW7			-2.5346204776			-0.5484702054			0.216391452			0.7323546157			3.7285312569


						205262_at			KCNH2			-2.5334122133			-1.7146548781			0.676816378			0.5762088044			3.7285312569


						212697_at			LOC162427			-2.5331607274			-0.2914730493			0.1150629907			0.8328476704			3.7285312569


						201944_at			HEXB			-2.5326414133			-0.4093431227			0.1616269562			0.7941917405			3.7285312569


						200811_at			CIRBP			-2.5324781907			-0.4068198361			0.1606410028			0.7932345274			3.7285312569


						204317_at			FLJ10140			-2.5317655236			-0.8974356993			0.3544703058			0.6488248594			3.7285312569


						210012_s_at			EWSR1			-2.5314934899			-0.8772524349			0.3465355287			0.5554354874			3.7285312569


						207264_at			KDELR3			-2.530903864			-0.7715631598			0.3048567631			0.660834401			3.7285312569


						221338_at			LY6G6E			-2.5307679303			-1.0185320159			0.402459666			0.5796252927			3.7285312569


						210663_s_at			KYNU			-2.5299214957			-1.1313494441			0.4471875693			0.6459555691			3.7285312569


						210829_s_at			SSBP2			-2.5297632851			-0.5300079121			0.2095088957			0.7540897311			3.7285312569


						211655_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.5294982175			-1.1142315826			0.4404951049			0.6058623726			3.7285312569


						216715_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.529296309			-0.6274167077			0.2480597886			0.6831439881			3.7285312569


						208416_s_at			SPTB			-2.5292226718			-0.8334545977			0.329529941			0.6370129388			3.7285312569


						215367_at			KIAA1614			-2.528540897			-0.8206118366			0.3245396733			0.5268126346			3.7285312569


						222211_x_at			SCAND2			-2.5274943946			-0.8586697285			0.3397316055			0.5461578133			3.7285312569


						209246_at			ABCF2			-2.5269300824			-0.8652497321			0.3424114257			0.5838409501			3.7285312569


						205866_at			FCN3			-2.5269048872			-0.8271537868			0.3273387103			0.5816158239			3.7285312569


						200806_s_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.526807907			-0.6128393786			0.242535009			0.7344894474			3.7285312569


						211822_s_at			DEFCAP			-2.5266311935			-0.8022524728			0.3175186291			0.6556228791			3.7285312569


						202822_at			LPP			-2.5263326924			-0.304958469			0.1207119197			0.8176492584			3.7285312569


						218912_at			GCC1			-2.5257277877			-0.2936513621			0.116264058			0.8402042748			3.7285312569


						217430_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.5255445362			-0.2620430358			0.1037570441			0.8356016891			3.7285312569


						221592_at			RPL31			-2.5241874083			-0.4952078694			0.1961850644			0.7439407866			3.7285312569


						205521_at			ENDOGL1			-2.5239925084			-0.7688195351			0.3046045234			0.5413855437			3.7285312569


						210871_x_at			SSX2IP			-2.5239064264			-0.6945832005			0.275201645			0.7003955328			3.7285312569


						205592_at			SLC4A1			-2.5233078245			-1.4868516523			0.5892470343			0.4911496034			3.7285312569


						214142_at			ZG16			-2.523287743			-0.4183272787			0.1657865932			0.7427360775			3.7285312569


						203974_at			FAM16AX			-2.5226083005			-0.4228404467			0.1676203343			0.7810832173			3.7285312569


						206854_s_at			MAP3K7			-2.5224123793			-0.2909428039			0.1153430764			0.8331812603			3.7285312569


						217506_at			LOC339290			-2.5213748439			-0.7407040988			0.293769925			0.6671800993			3.7285312569


						220586_at			FLJ12178			-2.5202756934			-0.8244775958			0.3271378596			0.6685631696			3.7285312569


						207199_at			TERT			-2.5202085902			-0.8161360528			0.3238367078			0.5915517045			3.7285312569


						205639_at			AOAH			-2.5198699469			-1.0343805991			0.4104896764			0.5953381827			3.7285312569


						221989_at			RPL10			-2.5191395067			-0.7351868462			0.2918404655			0.6854249548			3.7285312569


						205495_s_at			GNLY			-2.5189194987			-1.2804887159			0.5083484075			0.5581590672			3.7285312569


						210714_at			R3HDM			-2.5188792962			-0.4829798132			0.1917439291			0.7549615468			3.7285312569


						216996_s_at			KIAA0971			-2.5185105496			-0.258557852			0.1026630014			0.8495849418			3.7285312569


						220642_x_at			SH120			-2.5177871535			-0.3326538299			0.1321215057			0.8155501686			3.7285312569


						217822_at			WBP11			-2.5177249133			-0.3617366558			0.1436760044			0.7939908697			3.7285312569


						206965_at			KLF12			-2.5176507023			-1.1445644894			0.4546160785			0.5918935721			3.7285312569


						219098_at			MYBBP1A			-2.5173424671			-0.5536017383			0.2199151468			0.7433260862			3.7285312569


						216305_s_at			C2orf3			-2.5170940551			-0.3060236405			0.1215781508			0.8214506037			3.7285312569


						218664_at			CGI-63			-2.515836536			-0.8983204936			0.35706632			0.6399166972			3.7285312569


						204715_at			PANX1			-2.515027013			-0.4596230366			0.1827507356			0.7598474263			3.7285312569


						215554_at			GPLD1			-2.513920265			-0.8021551422			0.3190853558			0.5388543823			3.7285312569


						211971_s_at			LRPPRC			-2.5131891668			-0.465939476			0.185397694			0.7713756362			3.7285312569


						210655_s_at			FOXO3A			-2.5122048448			-1.6081040593			0.6401166141			0.4350903959			3.7285312569


						211501_s_at			EIF3S9			-2.5113451147			-0.4095848659			0.1630938191			0.7650917176			3.7285312569


						215792_s_at			FLJ10737			-2.5110652372			-0.2855037263			0.1136982513			0.8298183547			3.7285312569


						219885_at			FLJ10260			-2.5107731483			-0.7505918489			0.298948493			0.6549938114			3.7285312569


						208776_at			PSMD11			-2.510643719			-0.8944062974			0.3562458068			0.6257268304			3.7285312569


						204742_s_at			APRIN			-2.5106383252			-0.7275318833			0.2897796453			0.6888236608			3.7285312569


						209482_at			RPP20			-2.5103748918			-0.4028696085			0.1604818507			0.7841965085			3.7285312569


						221150_at			MEPE			-2.5102281418			-0.5918453984			0.2357735493			0.6183201604			3.7285312569


						219094_at			HSPC056			-2.5101187891			-0.5218674159			0.2079054657			0.7304229293			3.7285312569


						222334_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.5093299073			-1.0006007588			0.3987521752			0.6024147652			3.7285312569


						210983_s_at			MCM7			-2.50918009			-0.4119199989			0.1641651791			0.7873880287			3.7285312569


						202115_s_at			DKFZP564C186			-2.5088671794			-0.4780987379			0.1905635905			0.7186568647			3.7285312569


						204815_s_at			DHX34			-2.5085169426			-0.5373800074			0.2142221957			0.6171407864			3.7285312569


						200796_s_at			MCL1			-2.5083325677			-1.1154701176			0.4447058305			0.583529709			3.7285312569


						209440_at			PRPS1			-2.5072768913			-0.2952718673			0.1177659589			0.8354056443			3.7285312569


						204862_s_at			NME3			-2.5071552614			-0.8674615438			0.3459943455			0.6479814167			3.7285312569


						206529_x_at			SLC26A4			-2.506276475			-0.817938805			0.3263561754			0.5765241589			3.7285312569


						222195_s_at			NAP1			-2.5061153854			-0.5159968864			0.2058951034			0.726543508			3.7285312569


						205541_s_at			GSPT2			-2.5060289436			-0.4142739058			0.1653109023			0.7925148385			3.7285312569


						201868_s_at			TBL1X			-2.5060200195			-0.5581772527			0.2227345545			0.7210023738			3.7285312569


						221155_x_at			PRO1496			-2.5057195504			-0.4141090933			0.1652655395			0.7610309278			3.7285312569


						217446_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.5051757834			-0.573538961			0.2289416035			0.6998759141			3.7285312569


						206739_at			HOXC6			-2.5049551061			-0.5888762147			0.2350845383			0.6467164206			3.7285312569


						201509_at			IDH3B			-2.5047449836			-0.3067972541			0.1224864232			0.8196770786			3.7285312569


						213470_s_at			HNRPH1			-2.5027199283			-0.7255969243			0.2899233414			0.5778318093			3.7285312569


						215916_at			CHRNE			-2.502672625			-0.470815512			0.1881250897			0.7510130143			3.7285312569


						221742_at			CUGBP1			-2.5026513089			-0.5989331044			0.2393194379			0.6894966147			3.7285312569


						202670_at			MAP2K1			-2.5022694225			-0.2928083277			0.1170171066			0.8229469725			3.7285312569


						53987_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.5022045318			-0.3632130139			0.1451572041			0.797808559			3.7285312569


						206835_at			STATH			-2.5021017981			-0.8822834259			0.3526169185			0.6646449181			4.6290337042


						218787_x_at			FLJ10998			-2.5020154084			-0.3993478269			0.1596104586			0.7888921671			4.6290337042


						37145_at			GNLY			-2.5012644378			-1.4193330428			0.5674462169			0.5355900137			4.6290337042


						205790_at			SCAP1			-2.501037139			-0.4833664172			0.1932663892			0.7767607272			4.6290337042


						211935_at			ARL6IP			-2.5009305846			-0.4159882244			0.1663333748			0.7905109678			4.6290337042


						220917_s_at			PWDMP			-2.5008102546			-0.6921409344			0.2767666732			0.7031372021			4.6290337042


						221062_at			HS3ST3B1			-2.500104738			-0.8318019892			0.3327068569			0.6664365412			4.6290337042


						207005_s_at			BCL2			-2.4999926254			-0.5719033446			0.2287620127			0.7339806679			4.6290337042


						216933_x_at			APC			-2.4999656824			-0.6034907653			0.2413996198			0.7138021463			4.6290337042


						212593_s_at			PDCD4			-2.4991786956			-0.532872449			0.2132190267			0.7229196586			4.6290337042


						203207_s_at			CHPPR			-2.4985558011			-0.3788116676			0.1516122504			0.7985613164			4.6290337042


						218893_at			FLJ23469			-2.4978509399			-0.4987237695			0.1996611413			0.76151702			4.6290337042


						200610_s_at			NCL			-2.4974198569			-0.4203156278			0.1682999463			0.7763868345			4.6290337042


						211391_s_at			ZNF278			-2.496745428			-0.3147912191			0.126080623			0.8252326692			4.6290337042


						209753_s_at			TMPO			-2.4935870103			-0.4124716259			0.165412967			0.7608414518			4.6290337042


						203017_s_at			SSX2IP			-2.4929539319			-0.528219774			0.2118850923			0.739568988			4.6290337042


						206468_s_at			CGI-01			-2.4921510477			-0.4287200628			0.1720281213			0.7756164044			4.6290337042


						208549_x_at			PTMA			-2.492058011			-0.5528279404			0.2218359035			0.7495993647			4.6290337042


						205383_s_at			ZNF288			-2.4911969647			-0.5322471061			0.2136511539			0.7531755358			4.6290337042


						218208_at			FLJ22378			-2.4911872871			-0.4484367135			0.1800092333			0.7550547235			4.6290337042


						202614_at			SLC30A9			-2.4908860851			-0.3070029024			0.1232504787			0.8330565863			4.6290337042


						218523_at			LHPP			-2.4897052251			-0.4514647535			0.1813326128			0.75510933			4.6290337042


						201103_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.4888561082			-0.407156749			0.1635919199			0.7884756384			4.6290337042


						204768_s_at			FEN1			-2.4888356727			-0.5363741564			0.2155120815			0.7475144981			4.6290337042


						214845_s_at			CALU			-2.4887816752			-0.3610885898			0.1450864868			0.7900949796			4.6290337042


						216423_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.4885962244			-1.0276370942			0.4129384607			0.4759063651			4.6290337042


						207087_x_at			ANK1			-2.4877705603			-0.9570767594			0.3847126317			0.627543159			4.6290337042


						220959_s_at			OBP2B			-2.4860872902			-0.8485596001			0.341323333			0.5846571096			4.6290337042


						211038_s_at			MGC12760			-2.4854233193			-0.5565760637			0.2239361236			0.7376649394			4.6290337042


						218886_at			PAK1IP1			-2.4853784749			-1.1750957043			0.4728035252			0.6637063652			4.6290337042


						212321_at			SGPL1			-2.4850302975			-0.2860804493			0.1151215137			0.8427419994			4.6290337042


						222059_at			ZNF335			-2.4846275345			-0.6451600639			0.2596606755			0.5888872542			4.6290337042


						214686_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.4845657698			-0.4000941381			0.1610318161			0.7795566502			4.6290337042


						201394_s_at			RBM5			-2.4842025516			-0.3453666363			0.1390251516			0.8105897153			4.6290337042


						215179_x_at			PGF			-2.4838397811			-0.409730123			0.1649583544			0.7945682073			4.6290337042


						206864_s_at			HRK			-2.483556142			-0.9262606422			0.3729574003			0.5903916539			4.6290337042


						218262_at			FLJ22318			-2.4832586873			-0.3823190581			0.153958611			0.7855156012			4.6290337042


						222378_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.4829456217			-0.9498085987			0.3825329844			0.7004588945			4.6290337042


						218277_s_at			DHX40			-2.4829198427			-0.3249005833			0.1308542377			0.8125655206			4.6290337042


						35617_at			MAPK7			-2.4821148945			-0.432300947			0.1741663724			0.7606437487			4.6290337042


						202731_at			PDCD4			-2.4814588501			-0.4126250561			0.1662832556			0.7454116109			4.6290337042


						215047_at			BIA2			-2.4814452963			-1.4855207324			0.5986514128			0.4021339121			4.6290337042


						215526_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.4814220776			-1.1393602733			0.4591561764			0.5603801194			4.6290337042


						209855_s_at			KLK2			-2.4813568667			-0.3910028877			0.157576241			0.7825676526			4.6290337042


						204995_at			CDK5R1			-2.4811235817			-0.9576802102			0.3859865011			0.5390614277			4.6290337042


						210446_at			GATA1			-2.4810879542			-0.630613483			0.2541681289			0.7038844576			4.6290337042


						212846_at			KIAA0179			-2.4809321559			-0.4446163681			0.1792134328			0.7846847259			4.6290337042


						210502_s_at			PPIE			-2.4808791765			-0.4025061059			0.1622433328			0.7881114761			4.6290337042


						210538_s_at			BIRC3			-2.4796636374			-0.9132837866			0.3683095452			0.6615820768			4.6290337042


						212105_s_at			DHX9			-2.4786263986			-0.7507498931			0.302889493			0.6412656415			4.6290337042


						212684_at			ZNF3			-2.4772254467			-1.1001563789			0.4441082988			0.5508529756			4.6290337042


						218820_at			C14orf132			-2.4769677217			-0.5567478444			0.2247699231			0.7252157686			4.6290337042


						214552_s_at			RABEP1			-2.4763791817			-0.3704108461			0.1495775965			0.789979762			4.6290337042


						212836_at			POLD3			-2.4763392171			-0.2933580316			0.1184643968			0.8289212179			4.6290337042


						216749_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.4757664684			-1.1045832209			0.4461580828			0.6487908409			4.6290337042


						211513_s_at			OGFR			-2.4752370049			-1.0301337701			0.4161758119			0.6273929926			4.6290337042


						211424_x_at			DKFZP586A0522			-2.4744318428			-0.6123607471			0.2474752937			0.703784201			4.6290337042


						217094_s_at			ITCH			-2.4742564571			-0.4011920121			0.1621464949			0.7803020674			4.6290337042


						202481_at			SDR1			-2.4737282204			-0.5217195648			0.2109041569			0.7551868379			4.6290337042


						212497_at			C14orf32			-2.4736894724			-1.1647323131			0.4708482314			0.5994817013			4.6290337042


						202139_at			AKR7A2			-2.4736680152			-0.2776634157			0.1122476476			0.8416950462			4.6290337042


						201246_s_at			FLJ20113			-2.4732917676			-0.9589166811			0.3877086778			0.6643985811			4.6290337042


						206214_at			PLA2G7			-2.4721339914			-1.024372505			0.4143677117			0.7390127278			4.6290337042


						201847_at			LIPA			-2.4717466101			-0.4925878759			0.1992873678			0.7461140521			4.6290337042


						203943_at			KIF3B			-2.471542866			-0.5370396345			0.2172892252			0.7269811573			4.6290337042


						221787_at			PHF10			-2.4715321957			-0.2821990766			0.11417981			0.8379848013			4.6290337042


						213384_x_at			PLCB3			-2.471102874			-0.5131957806			0.2076788409			0.7197859779			4.6290337042


						201539_s_at			FHL1			-2.4709359436			-0.4743421708			0.1919686231			0.7638125164			4.6290337042


						218396_at			FLJ10381			-2.4705231903			-0.4430625246			0.179339553			0.7810253522			4.6290337042


						207244_x_at			CYP2A6			-2.4704276712			-0.5639109284			0.2282644965			0.7444007994			4.6290337042


						215684_s_at			FLJ21588			-2.4696746626			-0.6198939821			0.2510022844			0.6862908591			4.6290337042


						201801_s_at			SLC29A1			-2.4694120432			-0.6311959492			0.2556057629			0.687102863			4.6290337042


						210046_s_at			IDH2			-2.4693976237			-0.5266565969			0.2132733068			0.7379887216			4.6290337042


						206591_at			RAG1			-2.4690570655			-1.1351908714			0.4597669642			0.4986514834			4.6290337042


						200892_s_at			SFRS10			-2.4686178275			-0.3292260802			0.1333645397			0.822030219			4.6290337042


						210528_at			MR1			-2.4680860615			-1.1111183766			0.4501943405			0.5796482266			4.6290337042


						205741_s_at			DTNA			-2.4675002177			-0.4557213665			0.1846894939			0.7760873421			4.6290337042


						212563_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.4672459133			-0.8530757583			0.3457603288			0.6596408104			4.6290337042


						205856_at			SLC14A1			-2.4671450098			-0.8473285381			0.3434449677			0.5996664519			4.6290337042


						220306_at			FLJ20202			-2.4661845342			-0.6547094149			0.2654746252			0.718483786			4.6290337042


						210056_at			RHO6			-2.4657655647			-0.7919736091			0.3211877157			0.6241313372			4.6290337042


						215766_at			GSTA1			-2.4654284665			-0.2966200972			0.120311784			0.8282531414			4.6290337042


						203573_s_at			RABGGTA			-2.4651707928			-0.337952781			0.137091021			0.8071454971			4.6290337042


						222284_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.4649593815			-0.9322361538			0.378195341			0.6501433839			4.6290337042


						208722_s_at			ANAPC5			-2.4644632676			-0.3647742327			0.1480136619			0.790948281			4.6290337042


						221925_s_at			FLJ22490			-2.4644130297			-0.3488330698			0.1415481356			0.7978932274			4.6290337042


						210246_s_at			ABCC8			-2.4639928422			-0.5535153051			0.2246416043			0.6717667276			4.6290337042


						217800_s_at			NDFIP1			-2.4638756039			-0.3741436937			0.1518516978			0.7878984075			4.6290337042


						215109_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.4638030523			-0.5291778995			0.2147809254			0.7153148851			4.6290337042


						220855_at			CLTC			-2.4629517564			-0.9056398072			0.3677050534			0.6969848264			4.6290337042


						213612_x_at			DJ328E19.C1.1			-2.4628382586			-0.4232446691			0.1718524014			0.7878399773			4.6290337042


						222225_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.4626777541			-1.0139848246			0.4117407659			0.6397509719			4.6290337042


						215831_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.4626171994			-0.8574535329			0.3481879088			0.6147962704			4.6290337042


						215164_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.4624403656			-1.1139476974			0.4523755024			0.6385833475			4.6290337042


						205171_at			PTPN4			-2.4622842035			-0.4736317495			0.1923546229			0.7734069355			4.6290337042


						200872_at			S100A10			-2.4621106739			-0.7730903892			0.3139949789			0.7010753194			4.6290337042


						209856_x_at			ABI-2			-2.4616384688			-0.4453678153			0.1809233244			0.7759058262			4.6290337042


						209531_at			GSTZ1			-2.4609313608			-1.0037763629			0.4078847459			0.5481298231			4.6290337042


						203048_s_at			KIAA0372			-2.4592265499			-0.3537042443			0.143827434			0.8074449215			4.6290337042


						221214_s_at			NELF			-2.4588524786			-0.4040095938			0.1643081874			0.7847303338			4.6290337042


						220143_x_at			LUC7L			-2.4583919626			-0.4586358794			0.1865592982			0.760375823			4.6290337042


						214983_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.4581887392			-0.3554055708			0.1445802615			0.7700038289			4.6290337042


						212089_at			LMNA			-2.4581385273			-0.7781652321			0.3165668751			0.6693547563			4.6290337042


						215376_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.4579721195			-0.3918355551			0.1594141577			0.7968063546			4.6290337042


						208807_s_at			CHD3			-2.4565337178			-0.367038134			0.1494130251			0.8005024739			4.6290337042


						219650_at			FLJ20105			-2.4556293168			-0.8802484576			0.3584614549			0.6559057437			4.6290337042


						33646_g_at			GM2A			-2.4554579125			-0.6440469176			0.26229198			0.7166097316			4.6290337042


						201188_s_at			ITPR3			-2.4549513786			-0.7704195856			0.3138227471			0.6659041409			4.6290337042


						213891_s_at			TCF4			-2.4538607014			-0.8872779188			0.361584469			0.656410879			4.6290337042


						201541_s_at			ZNHIT1			-2.453270917			-0.3053306203			0.1244585823			0.8237778009			4.6290337042


						201969_at			NASP			-2.4532504084			-0.3859542361			0.1573236204			0.7801690085			4.6290337042


						207133_x_at			LAK			-2.4528852882			-0.7749963779			0.3159529643			0.6715004553			4.6290337042


						209896_s_at			PTPN11			-2.4523124355			-0.5922459784			0.2415051075			0.7393463562			4.6290337042


						211197_s_at			B7H2			-2.4519318957			-1.0211660717			0.4164740764			0.5655595014			4.6290337042


						218051_s_at			FLJ12442			-2.4518834833			-1.0859406558			0.4429005959			0.6240999461			4.6290337042


						215631_s_at			BRMS1			-2.4515842277			-0.2935828178			0.1197522869			0.8279755257			4.6290337042


						205388_at			TNNC2			-2.4514135276			-0.7797989232			0.318101746			0.6768652363			4.6290337042


						201739_at			SGK			-2.451261372			-1.3545654384			0.552599349			0.7470570765			4.6290337042


						214291_at			RPL17			-2.4509969791			-0.8664597787			0.3535131973			0.6503056388			4.6290337042


						206279_at			PRKY			-2.4506142445			-0.6787354205			0.276965427			0.7154999867			4.6290337042


						210742_at			CDC14A			-2.4503489321			-0.5806673682			0.236973339			0.68140156			4.6290337042


						204541_at			SEC14L2			-2.4499993628			-0.736517633			0.3006195202			0.6701650335			4.6290337042


						211912_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.4498753691			-1.14735949			0.4683338199			0.608797921			4.6290337042


						218021_at			DHRS4			-2.4498692626			-0.418946132			0.1710075466			0.7872994465			4.6290337042


						221246_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.4493454185			-0.6476914086			0.2644344908			0.700332315			4.6290337042


						221264_s_at			AF311304			-2.4491999583			-0.7652039325			0.312430159			0.6980268902			4.6290337042


						200753_x_at			SFRS2			-2.4491954122			-0.2339909167			0.0955378716			0.8592088939			4.6290337042


						222250_s_at			DKFZP434B168			-2.4487772877			-0.8031400671			0.327975954			0.6562467589			4.6290337042


						213227_at			PGRMC2			-2.4485330871			-0.3713592904			0.1516660291			0.7919239771			4.6290337042


						215921_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.4484010624			-1.0234974131			0.418026862			0.5952772342			4.6290337042


						218564_at			FLJ10520			-2.4483188754			-0.5031457403			0.2055066214			0.7569682272			4.6290337042


						205389_s_at			ANK1			-2.4480995404			-0.6844119292			0.2795686687			0.703546542			4.6290337042


						218097_s_at			MGC2491			-2.4475630944			-0.230656558			0.0942392695			0.8651638491			4.6290337042


						219940_s_at			FLJ11305			-2.4475283929			-0.3848301934			0.1572321671			0.8058286804			4.6290337042


						214527_s_at			PQBP1			-2.4469787034			-0.4019052744			0.1642455138			0.790863608			4.6290337042


						211419_s_at			CHN2			-2.4452567869			-0.86455747			0.3535651039			0.6016681266			4.6290337042


						218228_s_at			TNKS2			-2.444489329			-0.6284940713			0.2571064901			0.6969646616			4.6290337042


						211828_s_at			KIAA0551			-2.444063976			-0.6971175017			0.2852288273			0.6519783855			4.6290337042


						200982_s_at			ANXA6			-2.4430375198			-0.4966729319			0.2033013934			0.7595982803			4.6290337042


						205042_at			GNE			-2.4429474668			-0.2784458902			0.1139794834			0.8376884134			4.6290337042


						208480_s_at			ABCC6			-2.4428707683			-0.4968639264			0.2033934553			0.6968860353			4.6290337042


						209584_x_at			APOBEC3C			-2.4427299477			-0.4700888042			0.1924440336			0.7733860578			4.6290337042


						210286_s_at			SLC4A7			-2.4426419927			-0.7572081274			0.3099955416			0.6847240425			4.6290337042


						201327_s_at			CCT6A			-2.4426157936			-0.4623484332			0.1892841414			0.7778046856			4.6290337042


						210568_s_at			RECQL			-2.4425483044			-0.4192485094			0.1716438969			0.773926868			4.6290337042


						202476_s_at			TUBGCP2			-2.4420749069			-0.450353117			0.184414129			0.7737761973			4.6290337042


						201729_s_at			KIAA0100			-2.4410434514			-0.3821549982			0.1565539515			0.7974380922			4.6290337042


						219289_at			FLJ20718			-2.4407041086			-0.6075478742			0.2489231988			0.7185331196			4.6290337042


						216971_s_at			PLEC1			-2.440197466			-1.1399036197			0.4671358099			0.5925129271			4.6290337042


						211084_x_at			PRKCN			-2.4392936177			-0.6355411259			0.260543102			0.7022497369			4.6290337042


						201314_at			STK25			-2.4385262886			-0.3175092827			0.1302053967			0.8144815517			4.6290337042


						209208_at			MPDU1			-2.4383004187			-0.8524634239			0.3496137791			0.6726421863			4.6290337042


						213770_at			KSR			-2.4381909877			-0.6781955988			0.2781552398			0.621602948			4.6290337042


						202515_at			DLG1			-2.4381417802			-0.4023235861			0.1650123834			0.7997489605			4.6290337042


						221087_s_at			APOL3			-2.4364051872			-0.5336612884			0.2190363455			0.7384056553			4.6290337042


						210819_x_at			DIO2			-2.4361843163			-0.6167686031			0.253169926			0.6974283802			4.6290337042


						202759_s_at			PALM2			-2.4360040025			-0.5101729342			0.2094302529			0.7659040722			4.6290337042


						209626_s_at			OSBPL3			-2.4356264907			-0.4053647685			0.1664314172			0.7915139296			4.6290337042


						209713_s_at			SLC35D1			-2.4351112415			-0.6575122233			0.2700132183			0.6423394868			4.6290337042


						206698_at			XK			-2.4349846896			-0.7044857991			0.2893183691			0.7037315311			4.6290337042


						210296_s_at			PXMP3			-2.4336679013			-0.2479313111			0.1018755727			0.8502373228			4.6290337042


						207622_s_at			ABCF2			-2.4335463171			-0.7113034863			0.2922909177			0.6854755937			4.6290337042


						201104_x_at			NOTCH2			-2.4334615337			-0.4218734445			0.1733635148			0.7810167789			4.6290337042


						208025_s_at			HMGA2			-2.4326056382			-0.4669277957			0.1919455371			0.7654652521			4.6290337042


						221218_s_at			TPK1			-2.4318417604			-0.4937838439			0.2030493316			0.7712337051			4.6290337042


						218940_at			C14orf138			-2.4306871819			-0.4741218607			0.1950567166			0.7661221919			4.6290337042


						39729_at			PRDX2			-2.429944816			-1.3220574356			0.5440689134			0.5727976776			4.6290337042


						203511_s_at			TRAPPC3			-2.4296213841			-0.275500051			0.1133921741			0.8466235865			4.6290337042


						203729_at			EMP3			-2.4294679462			-0.4301621806			0.1770602412			0.7914357218			4.6290337042


						214875_x_at			APLP2			-2.4289160671			-0.5038931038			0.2074559556			0.742743542			4.6290337042


						221769_at			SSB3			-2.4287079036			-0.4736249729			0.1950110889			0.7661810437			4.6290337042


						218299_at			C11orf24			-2.4279009381			-0.8681270423			0.3575627937			0.672159511			4.6290337042


						212380_at			KIAA0082			-2.4275119528			-0.3345840292			0.1378300234			0.8036828037			4.6290337042


						212205_at			H2AV			-2.4266494162			-0.2865471871			0.1180834715			0.8263186617			4.6290337042


						215812_s_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.4261341341			-0.8992489302			0.3706509535			0.6049085684			4.6290337042


						202958_at			PTPN9			-2.4260478868			-0.3451821841			0.1422816862			0.8164595581			4.6290337042


						214787_at			IRLB			-2.4252807462			-0.7718073797			0.3182342419			0.6734576206			4.6290337042


						214380_at			PRPF31			-2.4252117782			-0.6586830688			0.271598165			0.6192766215			4.6290337042


						213755_s_at			SKI			-2.4249458166			-0.6019369899			0.2482269854			0.739478364			4.6290337042


						213372_at			LOC152559			-2.4243699499			-0.4084266018			0.1684671112			0.780174439			4.6290337042


						207840_at			CD160			-2.42418103			-0.8529500392			0.3518508018			0.6651187349			4.6290337042


						218089_at			C20orf4			-2.4205013583			-0.2138267036			0.0883398404			0.871673583			4.6290337042


						211801_x_at			MFN1			-2.4196374774			-0.226591868			0.0936470319			0.8601122187			4.6290337042


						202901_x_at			CTSS			-2.4194306472			-0.7216373323			0.2982674181			0.7136509729			4.6290337042


						206056_x_at			SPN			-2.4192096741			-0.6790121148			0.2806751817			0.7009459287			4.6290337042


						219279_at			DOCK10			-2.419179761			-0.8471001004			0.3501600477			0.6550001941			4.6290337042


						217184_s_at			LTK			-2.418621093			-0.6146468921			0.254131122			0.7287139391			4.6290337042


						201122_x_at			EIF5A			-2.417575331			-0.4592088813			0.1899460486			0.7513089851			4.6290337042


						210681_s_at			USP15			-2.4172647768			-0.3709752405			0.1534690134			0.8105855623			4.6290337042


						209786_at			HMGN4			-2.4170656723			-0.3543117737			0.146587566			0.7970860627			4.6290337042


						203865_s_at			ADARB1			-2.4165014387			-1.2511668451			0.5177596111			0.604995781			4.6290337042


						213587_s_at			C7orf32			-2.4159967887			-0.4700906738			0.194574213			0.7595073105			4.6290337042


						204891_s_at			LCK			-2.4159735325			-1.114565357			0.4613317746			0.6568574986			4.6290337042


						203769_s_at			STS			-2.4153437935			-0.6168948795			0.2554066552			0.7142857143			4.6290337042


						221270_s_at			TGT			-2.4152860241			-0.8235603815			0.3409784072			0.6261374637			4.6290337042


						222036_s_at			MCM4			-2.4150393934			-0.8147487066			0.3373645618			0.6730583835			4.6290337042


						215011_at			CHC1			-2.414989121			-0.3945460244			0.163373831			0.7664872455			4.6290337042


						212623_at			KIAA0033			-2.4146671416			-0.3896657278			0.1613745104			0.7892992892			4.6290337042


						217591_at			SKIL			-2.4144081364			-1.0779408631			0.4464617422			0.5648297219			4.6290337042


						214997_at			GOLGA1			-2.4144074887			-0.730846774			0.3027023307			0.6790103011			4.6290337042


						216558_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.4142715927			-0.9747467282			0.4037436099			0.6809779243			4.6290337042


						222180_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.4137169509			-0.6231653563			0.2581766499			0.7226228031			4.6290337042


						210034_s_at			RPL5			-2.4132802952			-0.8417804619			0.3488117247			0.6539464401			4.6290337042


						211721_s_at			LOC90233			-2.4131974792			-0.6653106215			0.2756967166			0.7054893005			4.6290337042


						213808_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.4130688631			-0.9580022514			0.3970057656			0.6287970667			4.6290337042


						212614_at			MRF2			-2.4128487299			-0.7225507726			0.2994596236			0.7538884511			4.6290337042


						212199_at			MGC9651			-2.4125336338			-0.3478599751			0.1441886531			0.8112581658			4.6290337042


						203031_s_at			UROS			-2.4123922831			-0.5036994238			0.2087966486			0.7579345055			4.6290337042


						202501_at			MAPRE2			-2.411653801			-0.243800608			0.1010927057			0.8598498942			4.6290337042


						205531_s_at			GA			-2.410706903			-0.6552401191			0.2718041411			0.6273509571			4.6290337042


						209197_at			SYT11			-2.4105794904			-0.3696672899			0.1533520431			0.8055358573			4.6290337042


						207728_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.4105727184			-0.7942001631			0.3294653412			0.6737080676			4.6290337042


						202486_at			AFG3L2			-2.4104916577			-0.3040571396			0.1261390549			0.8379086245			4.6290337042


						220212_s_at			FLJ21877			-2.4103150347			-0.5576951849			0.2313785446			0.7390851754			4.6290337042


						205406_s_at			SPA17			-2.40990888			-0.5121416377			0.2125149386			0.7433157533			4.6290337042


						220199_s_at			FLJ12806			-2.4093096924			-0.4843932082			0.2010506203			0.7465905988			4.6290337042


						47069_at			ARHGAP8			-2.4090660919			-0.3369848632			0.1398819503			0.8134756836			4.6290337042


						213209_at			TAF6L			-2.4086191817			-0.3370997876			0.1399556186			0.7854967613			4.6290337042


						214473_x_at			PMS2L9			-2.4078776835			-0.3386858168			0.140657401			0.8150044575			4.6290337042


						215283_at			LOC339290			-2.4077509858			-0.3165644664			0.131477245			0.8269483193			4.6290337042


						206747_at			KIAA0514			-2.4074738921			-0.6737294268			0.2798491103			0.7236711215			4.6290337042


						215647_at			C13orf10			-2.4066898127			-0.7908724376			0.3286141959			0.6494392979			4.6290337042


						208970_s_at			UROD			-2.4065432485			-0.6393548233			0.2656735231			0.7166389003			4.6290337042


						215529_x_at			DIP2			-2.4057915492			-0.6273410054			0.260762827			0.6580181744			4.6290337042


						217772_s_at			MTCH2			-2.4055219075			-0.3141378863			0.1305903244			0.8307028328			4.6290337042


						211584_s_at			NPAT			-2.4052973187			-0.7501141199			0.3118592093			0.6581685436			4.6290337042


						203785_s_at			FLJ20399			-2.4052722547			-0.8328289881			0.3462514426			0.6708490514			4.6290337042


						201367_s_at			ZFP36L2			-2.4039718718			-0.737429006			0.3067544237			0.7024865079			4.6290337042


						204890_s_at			LCK			-2.401767842			-1.0664674612			0.4440343661			0.6658630377			4.6290337042


						221021_s_at			CTNNBL1			-2.4010164665			-0.3657064098			0.1523131619			0.8054780272			4.6290337042


						210915_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.4009128217			-0.9645917868			0.401760438			0.6931099388			4.6290337042


						206283_s_at			TAL1			-2.4008126182			-0.705741387			0.2939593793			0.7183804202			4.6290337042


						215249_at			FLJ14408			-2.40056799			-1.0550118195			0.4394842487			0.575958731			4.6290337042


						204207_s_at			RNGTT			-2.398666551			-0.350302289			0.1460404277			0.8013476168			4.6290337042


						202204_s_at			AMFR			-2.3984987917			-0.5095024646			0.2124255665			0.753253349			4.6290337042


						221229_s_at			FLJ20628			-2.3983610951			-0.4248465964			0.1771403803			0.7793287793			4.6290337042


						213538_at			SON			-2.3973621596			-0.4927260982			0.2055284373			0.7636128644			4.6290337042


						205127_at			PTGS1			-2.3973339322			-0.9471367165			0.3950791768			0.6641844275			4.6290337042


						217313_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.3964344067			-0.2962967916			0.123640685			0.8246424243			4.6290337042


						204629_at			PARVB			-2.3960583475			-0.3946794921			0.1647203176			0.7781794487			4.6290337042


						202915_s_at			FAM20B			-2.3959605673			-0.3492765636			0.1457772588			0.817830766			4.6290337042


						211245_x_at			KIR2DL4			-2.3956933401			-0.4322723558			0.1804372657			0.7694056767			4.6290337042


						78495_at			DKFZp762P2111			-2.3953581182			-0.3402994018			0.1420661901			0.8204834241			4.6290337042


						211397_x_at			KIR2DL2			-2.3950839675			-0.7825401119			0.3267276315			0.6142494844			4.6290337042


						218292_s_at			PRKAG2			-2.3949361398			-0.323470246			0.1350642468			0.8156686266			4.6290337042


						222064_s_at			MGC2744			-2.3946635661			-0.3497291008			0.1460451922			0.8063873854			4.6290337042


						214885_at			MYST1			-2.3943725849			-0.2567259772			0.1072205632			0.8419258512			4.6290337042


						201585_s_at			SFPQ			-2.3926622324			-0.2874062361			0.1201198532			0.8286051933			4.6290337042


						39248_at			AQP3			-2.3917611795			-0.8392115584			0.3508759844			0.6976664063			4.6290337042


						214605_x_at			GPR1			-2.391697505			-0.9963640883			0.4165928535			0.5903459821			4.6290337042


						214579_at			DJ462O23.2			-2.3915440586			-0.8490418745			0.3550182868			0.5865528141			4.6290337042


						201775_s_at			KIAA0494			-2.3911343312			-0.3114389493			0.1302473664			0.8209962768			4.6290337042


						214081_at			PLXDC1			-2.3908305576			-0.3291806474			0.1376846412			0.8136215482			4.6290337042


						209681_at			SLC19A2			-2.3905797785			-0.433635686			0.1813935221			0.7832373055			4.6290337042


						221980_at			EMILIN2			-2.3899160578			-0.6139138516			0.2568767424			0.7336746557			4.6290337042


						214789_x_at			SRP46			-2.3897282369			-0.3110083261			0.1301438052			0.8256040072			4.6290337042


						212141_at			MCM4			-2.3893149018			-1.1933801347			0.4994654048			0.6036311099			4.6290337042


						212263_at			QKI			-2.3890789961			-0.428634802			0.179414244			0.7638635248			4.6290337042


						217534_at			BM-009			-2.3888300287			-0.9661797047			0.4044572837			0.7123916662			4.6290337042


						218215_s_at			NR1H2			-2.3884337842			-0.306154661			0.1281821849			0.8267971803			4.6290337042


						218833_at			ZAK			-2.3875887739			-0.7353448342			0.3079863845			0.6957018564			4.6290337042


						215155_at			HEXA			-2.3874969163			-0.9362551901			0.3921492772			0.6137184639			4.6290337042


						219315_s_at			FLJ20898			-2.3874413522			-0.5483924413			0.2296988116			0.7283557059			4.6290337042


						216203_at			SPTLC2			-2.3874073804			-0.3640236089			0.1524765366			0.8144295598			4.6290337042


						210761_s_at			GRB7			-2.3868693207			-0.6885601418			0.2884783578			0.7042007574			4.6290337042


						211285_s_at			UBE3A			-2.386486145			-0.2310414112			0.0968123832			0.8621734058			4.6290337042


						201531_at			ZFP36			-2.3862479859			-0.5794159812			0.2428146549			0.7400229185			4.6290337042


						212922_s_at			SMYD2			-2.3859095255			-0.3494419966			0.1464607073			0.8215618271			4.6290337042


						205081_at			CRIP1			-2.3858719664			-1.2338069452			0.5171304087			0.6533060401			4.6290337042


						203668_at			MAN2C1			-2.3858585919			-0.2856067704			0.1197081719			0.8186946295			4.6290337042


						217127_at			CTH			-2.3853949608			-0.5456975255			0.2287661098			0.6793184504			4.6290337042


						211941_s_at			PBP			-2.3851460436			-0.435635293			0.1826451232			0.7821412752			4.6290337042


						205390_s_at			ANK1			-2.3848139561			-1.3623758398			0.5712713297			0.6037932889			4.6290337042


						219162_s_at			MRPL11			-2.3844620833			-0.3878810287			0.1626702439			0.7832950158			4.6290337042


						220774_at			FLJ20071			-2.3843976315			-0.9023652581			0.3784457953			0.5126301881			4.6290337042


						203221_at			TLE1			-2.3841255707			-0.391535032			0.1642258431			0.7953262658			4.6290337042


						207540_s_at			SYK			-2.3839428732			-0.5056368804			0.2121010894			0.755569793			4.6290337042


						208453_s_at			XPNPEP1			-2.3828056367			-0.2810293518			0.1179405267			0.8372361738			4.6290337042


						207692_s_at			AGC1			-2.3824461697			-0.3708768427			0.1556706075			0.7574894109			4.6290337042


						210036_s_at			KCNH2			-2.3816329353			-0.949025003			0.3984766036			0.6718121608			4.6290337042


						201334_s_at			ARHGEF12			-2.3814751423			-0.7421547859			0.3116365872			0.6844145034			4.6290337042


						221519_at			SHFM3			-2.3810018591			-0.3621199167			0.1520872045			0.8050652497			4.6290337042


						209273_s_at			MGC4276			-2.380728487			-0.469387814			0.1971614221			0.7115967053			4.6290337042


						213631_x_at			DHODH			-2.3799930204			-0.3590144269			0.1508468402			0.7969509666			4.6290337042


						212167_s_at			SMARCB1			-2.3786982478			-0.2809724231			0.1181202464			0.8346358961			4.6290337042


						208691_at			TFRC			-2.3782194021			-0.8439112057			0.3548500214			0.6827911924			4.6290337042


						207485_x_at			BTN3A1			-2.3781616495			-1.1605873107			0.4880186807			0.655995793			4.6290337042


						211937_at			EIF4B			-2.3772984609			-0.3759065934			0.1581234328			0.7968113158			4.6290337042


						208704_x_at			APLP2			-2.3769353381			-0.3984391766			0.1676272679			0.7558280048			4.6290337042


						218793_s_at			SCML1			-2.3759574878			-1.2052580676			0.5072725728			0.4723544811			4.6290337042


						208033_s_at			ATBF1			-2.3748065809			-0.8477713532			0.356985432			0.6389248644			4.6290337042


						205771_s_at			AKAP7			-2.3747320919			-0.4222285849			0.1778005133			0.7781936768			4.6290337042


						217838_s_at			EVL			-2.3744940605			-0.6729435461			0.283405024			0.7285001835			4.6290337042


						213555_at			RWDD2			-2.3739740292			-1.0199876475			0.4296540884			0.6415825431			4.6290337042


						202519_at			MONDOA			-2.3739540643			-0.5454172762			0.2297505602			0.6959165746			4.6290337042


						212418_at			ELF1			-2.3737383545			-0.5359938654			0.2258015777			0.7896853735			4.6290337042


						204993_at			GNAZ			-2.3733520784			-0.3410393372			0.143695215			0.8069512324			4.6290337042


						209377_s_at			HMGN3			-2.3731621393			-0.7173530321			0.302277295			0.7416244329			4.6290337042


						212650_at			KIAA0903			-2.3728400511			-0.9888252003			0.4167264455			0.6382871431			4.6290337042


						202784_s_at			NNT			-2.3726356347			-0.4537339956			0.1912362728			0.7764069163			4.6290337042


						207214_at			SPINK4			-2.3723693951			-0.5449846249			0.2297216555			0.7392722294			4.6290337042


						217610_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.3718101304			-0.3956208363			0.1668012254			0.7914168366			4.6290337042


						204553_x_at			INPP4A			-2.3715187743			-0.988857713			0.4169723317			0.6423164038			4.6290337042


						208945_s_at			BECN1			-2.371172035			-0.3088957427			0.1302713334			0.828425658			4.6290337042


						211578_s_at			RPS6KB1			-2.3710236211			-1.0052621641			0.4239781313			0.6588670559			4.6290337042


						213379_at			CL640			-2.3706948719			-0.2881996465			0.1215675834			0.8419566055			4.6290337042


						206003_at			KIAA0635			-2.3705397375			-0.4248795415			0.1792332501			0.7814980603			4.6290337042


						208353_x_at			ANK1			-2.3702821661			-1.0198728912			0.430274887			0.6390481556			4.6290337042


						200957_s_at			SSRP1			-2.370115807			-0.3014218274			0.1271759913			0.8233971333			4.6290337042


						212642_s_at			HIVEP2			-2.370008473			-0.6451716315			0.2722233439			0.7211043519			4.6290337042


						206994_at			CST4			-2.3695428793			-0.7721407174			0.3258606224			0.679482792			4.6290337042


						210379_s_at			TLK1			-2.3685067228			-1.1162701949			0.4712970346			0.4936411736			4.6290337042


						207392_x_at			UGT2B15			-2.3683939039			-0.7103151294			0.2999142703			0.711927891			4.6290337042


						214696_at			MGC14376			-2.3680192365			-0.8623832143			0.3641791422			0.7189854067			4.6290337042


						211654_x_at			HLA-DQB1			-2.3675362608			-0.9206040668			0.388844759			0.636149965			4.6290337042
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REPS1


DOCK10


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


BCL2


AKAP9


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


C18orf1


ILT7


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


LY86


USP34


BAG1


PIK3R1


CD86


CASK


BUB3


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


FOXO1A


FLJ21940


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


IL1A


PER1


PRKCH


SF1


MBTD1


OIP106


PCNX


NDUFA5


CST3


TGIF


PDE4B


CSPG2


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


PPP2R1B


FECH


MYOM2


CD28


C6orf11


DKFZP566A1524


PSMD4


UNC84A


MGC5508


TNFAIP3


CD86


SSBP1


TCL1A


COQ7


MGC5178


PRKX


TRIM10


CD36


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


IGLL1


ANAPC5


ASGR2


LOC55580


HLA-DRB3


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


ENC1


HBS1L


SLC35D1


CDC25C


TMF1


HDAC3


VIL2


TAF9L


SUSP1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


TTC11


MGST3


SMA3


KIAA0211


UROD


PER2


RIOK3


RHCE


VIL2


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


GA17


SLC25A14


ICOS


DDX18


IL10RA


SNW1


INPP4A


AUTS2


AKAP13


TNFSF8


SPIB


PDE4D


PER1


ADCY1


SNCA


RRM1


HUCEP11


ICSBP1


METAP2


TCF8


TCL1A


MYL4


DSIPI


FAM13A1


PAX5


SFRS11


FLJ21868


BTEB1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


RNGTT


MAD1L1


LLT1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


CD36


ALMS1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


ARFGEF2


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


MYL4


IDN3


KIAA0399


ACP33


SPTA1


SELENBP1


c-MIR


ARL7


MGC4308


LOC54103


TRIM10


CD44


GOLGA4


LEPROTL1


NR4A3


ZNF288


FLJ10244


PIGL


ARL7


RNASE6


SFRS6


IDH3B


EPB41L3


KIAA0459


SERPINF1


VIAF1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


HSRTSBETA


PSMD2


FAM13A1


DAF


ATRN


ARL7


NAGA


FECH


GGA2


SNRPN


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


FLJ21802


FLJ13910


RUFY2


PDCD8


MEF2C


KLHDC2


UPK3A


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


TGFBI


CD79A


BUB3


RISC


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


FLJ12687


FTSJ1


DKFZp434G2311


SIVA


MGEA5


ODC1


CARKL


CTSB


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


ALDH7A1


LRP8


TNFRSF21


HLA-DQB1


DIS3


TCF4


EIF3S10


IDS


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


LOC54103


EPB41L3


CRTAP


TEB4


CD1C


API5


CPSF4


MGC33602


BTEB1


ATP2B1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


BCL2L1


KCNA3


PPN


KIAA0754


TCF4


KEL


ZNF318


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


ALS2CR3


PDE4D


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


MGC8721


SNCA


ATP8B1


BPGM


TNXB


TREM1


FLJ21369


EFS


IDH3B


CYP3A4


ATP1A1


MGC17330


NF2


DNAI2


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


LYSAL1


CSPG2


GK001


API5


NMT2


NDUFB7


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


POLR2E


HNRPD


ATM


KIAA0146


C16orf35


BLNK


PIP5K2A


HRBL


CD79B


PQBP1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


ARIH2


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


ZNF297B


KIAA1025


CXCR4


GTF2H3


ZNF44


SUI1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


SNRPN


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


RNF19


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


PRKWNK1


PRNP


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


COPS6


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


NUDC


ALS2CR3


GRF2


FLJ12586


RFPL2


PDE8A


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


PRKAR2A


MKRN4


LGALS2


KPNB3


STK11


CGI-30


FLJ10300


ATP2B1


AKAP13


RASA2


C18orf1


GABRA6


SLC35E1


MALT1


KIAA0882


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


CUL4B


PPIL2


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


MOB


RDH14


CUL1


CDC27


PPP2R4


LOC51035


FLJ12681


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


DCTD


NR4A2


C13orf18


FKSG28


RAB20


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


HLA-DRB3


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


PCM1


FLJ10534


FLJ20059


MIS12


FLJ14346


HLA-DPA1


FLJ20006


GLO1


LGALS8


FAM13A1


RIMS3


dJ222E13.1


C1orf38


RPS6KA4


GYPE


COPEB


CD4


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


MGC23427


FLJ23306


PPIA


NDUFA10


RIPX


BTAF1


CD86


MYT1


KIAA0471


NR3C1


CRY2


BCL11B


INPP4A


UPF3A


RNASE4


ANKH


RAD23B


CLIC3


NSAP1


SLC16A1


NCOA2


ZNF238


C3orf4


FOXC2


RIN3


CG005


PRKDC


HLA-DQA1


KIAA0690


TCF4


NAGA


FLJ20700


HARC


MALT1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


LSM4


CREBL2


CDC27


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


ZBTB1


E2F1


C13orf18


DEFCAP


LGALS1


GBDR1


DKFZP586A0522


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


AKAP13


TOB1


ITK


IGHM


ABLIM1


UPF3A


REC14


SORBS1


KIAA1172


BACH


FLJ11164


PPP1R16B


PAIP1


TCF4


MS4A5


SLC11A2


KIAA0971


FGF9


FLJ10871


TRD


NR4A2


RHOIP3


USP12L1


MDS031


EBI2


PICALM


TXNRD2


RC3


NIPA2


AP2S1


UBE2G2


PRKCBP1


PAIP1


GABPB2


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


KIAA0063


USP14


TBL1X


EIF2AK3


G22P1


MICAL2


CDYL


QRSL1


RPL37A


GTF3C3


GOLGA6


FLI1


C14orf127


SR140


RNF139


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


KPNA1


CDC2L5


CSPG2


PDE4D


SUPV3L1


PPP1R8


C6orf29


CD7


KIAA0563


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


AUTS2


PCTK2


POU2AF1


DSIPI


SKP1A


FRAP1


KLHDC3


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


TRAM1


NFATC3


TNFRSF5


RPS14


MAN2A1


EIF5


GALNT10


HADHA


LEF1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


NCOA3


MCRS1


8D6A


PCSK7


FLJ30092


POU6F1


LGALS8


IL21R


CHAC


PCSK5


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


BCL2L1


FLJ22795


TRIM44


HNRPH1


PEA15


LPXN


C1orf38


CD28


IDH3A


BCAT2


TNFAIP3


NOTCH2


RNASEH1


CHST2


ANKTM1


MKRN1


SCA7


EIF5A


FADS1


RFP2


MYH10


FBXO34


HNRPDL


WDR7


na


NFATC3


GUK1


SLC11A1


TREX2


RBM3


AND-1


CD72


KRTHB6


GBAS


DPYSL2


CASP8


TNXB


UBE2G2


LOC115207


CD7


OIP106


GCNT3


USP34


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


ZNF451


UNC84A


CSNK1A1


MRPL9


B3GNT6


TGFBR2


YY1


KIAA1172


SMARCC1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


SH3BP2


CRI1


DTR


PRNP


GZMM


TFB2M


PASK


SLC16A7


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


PTP4A2


FLJ10439


CD22


CSPG2


PWP1


GSTM2


DKFZP586N0721


RECQL


ARL6IP4


VIL2


ZNF297B


GCLC


CDC16


CTSB


HNRPH1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


FBXO21


TCF4


CSF1R


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


DHX9


NR3C2


FOSL2


CD14


SLC23A2


PPP2R4


MCL1


DKFZP564J157


FLJ20274


GTF3C2


TM4SF9


KIR3DL2


FLJ20343


KIAA1237


COQ4


GGA2


MAGED1


DGCR14


SBBI26


TRA2A


RUNX3


FLJ21940


MCL1


p100


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


PECI


SSRP1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


ZNF24


C11orf23


IDH2


TRA


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


LOC285231


NF2


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


FLJ20211


SLC7A8


PSAP


MGC5395


FASTK


HLA-DRB3


SLC25A21


PSMC5


ENC1


FLJ21940


FUBP3


POLS


AKAP13


FLJ20701


KLF12


HLCS


PLCB1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


DEFCAP


RHAG


USP11


DHX29


CPT1B


FLJ90013


KIAA1731


CSPG2


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


RHD


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


STX18


SSSCA1


RICS


ABCF2


KIF22


MYCL1


CDK5RAP3


CAB2


ALAS2


SMARCC1


BNIP1


HNRPL


CHRNA4


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


HLA-DRB3


ZNFN1A1


KR18


CSNK1A1


TNXB


ATP1B3


ETS1


NEDD5


PEA15


MTH2


PSMD13


FLJ20647


KIAA0226


CD44


SKIV2L


HADHA


SLC11A2


LRP1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


RNASE6PL


UROD


FLJ10305


IGHM


KIAA0528


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


MADH1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


EIF2S1


MGC9515


KIAA0431


PDE8A


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


LOC90925


MAP3K1


SYTL2


UCP2


LYSAL1


LY9


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


KIAA0690


EPB41L3


PLAUR


PIP3AP


BAG1


UK114


CIAS1


DKFZp586I1420


ERdj5


NR4A2


MRP63


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


CXCR4


EPOR


MRPS12


USP7


DKFZP586M1523


FLJ10392


HYPB


KIAA1332


MUC4


MAPRE2


RUNX1


DRD2


SIAT7D


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


MAGED2


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


SLC7A7


BLVRB


PDE4A


CTSB


FBXO7


C6orf62


SLC3A2


KIAA0828


APEG1


NGLY1


NELL2


CD6


BIN3


FLJ10613


SLC23A2


GOLGIN-67


FLJ20686


FOSL2


PA2G4


GJA12


GLIPR1


USP36


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


PRKWNK1


KIAA0972


RAB4A


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


TNFRSF13B


KIAA1598


RFX5


S100A8


LDLR


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


FUSIP1


VPS45A


PMX1


NID


D10S170


PNOC


TRA


FASTK


VAMP2


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


CHD1


SFPQ


ADAM28


RAP2B


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


CD19


DTR


OIP106


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


RUVBL1


BTRC


HLA-DQB1


GAS7


POFUT1


PEG10


MOAP1


ZFP36L2


ASGR1


PEX16


PSAP


XPO7


MATK


PSMB1


SIAT9


HMBS


KIAA0187


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


BBS4


MRPL52


MSH3


PRO0365


RASSF4


HSP70-4


FLJ20152


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


PIGH


PP591


FYN


IL15


RHD


PLXNB2


TOSO


TIEG2


WSB1


UBXD2


SH2B


DDX51


nexilin


VprBP


FLJ10619


CD22


IBTK


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


ARFD1


GSTM1


RFC1


ARL7


FLJ14639


GOLGIN-67


AAK1


PPP1R16B


TXN2


RCE1


CESK1


OPN3


TM9SF4


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


SLC11A2


SS18


VPREB3


KIR2DS1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


ATP9B


CCNT1


SLC35D1


NFATC3


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


RLF


FLJ11126


ACO2


HNRPC


MEF2C


FLJ22659


PPP1R7


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


CDC27


APCL


TBCC


TFR2


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


SLC25A6


ZNF318


SLC1A5


CDC2L1


PEX1


HLA-DQB2


NACA


NS


GCLC


EPB41


HMGN4


VCP


NOLC1


TCERG1


ARIH1


BRD1


LGALS8


TCTEL1


PC4


AP4M1


IL13RA1


TAGLN


NDUFS8


CGI-150


RHOBTB3


HNRPR


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


AMMECR1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


INSIG1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


GDAP1L1


UTRN


RTN1


LDLR


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


PEG10


RASSF4


ZYG


PFKM


MAP3K2


RHD


RNU3IP2


TNFRSF1B


DZIP3


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


FLJ12168


FLJ11773


IPO9


EXT1


RFC5


HNRPD


KIAA0648


CHD3


ZAP


KCNJ10


COL6A1


ILF3


C7orf23


FLJ11183


CTSO


DNMT2


IL13RA1


TPARL


GLG1


BBX


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


NY-REN-7


CASP9


HLA-DRB3


PPAP2C


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


LDB3


MADH1


CHC1


TOSO


DJ465N24.2.1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


ALAD


ANKRD10


NDUFV1


C15orf12


RHCE


IL7R


PTK2


CARM1


DNPEP


GYPA


PCSK5


CAST


HRB2


SPTLC1


EIF4G2


TFRC


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


TMOD1


ARS2


MAPKAP1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


ARL5


GYPA


PKLR


TRIM3


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


GNA11


SPOCK2


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


CENTG2


ANXA2


CCR7


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


THBS1


MAP17


CTSB


NR2C1


PCAF


CCR1


PHC3


RNASE4


CIAS1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


PDZGEF1


CDK5RAP1


TXK


LAT


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


PRKDC


KPNA5


DDX3X


MGC2749


FLJ10460


RANGAP1


TREX1


PKLR


MYO1C


IRS1


AP2A2


TRIM38


ANXA2


INADL


SIVA


PSMC3


STAB1


SIAT7D


FLJ12377


TCF7


MGC5384


TRAF4


CD22


FMO5


PRKAR2B


DYRK2


NPHP4


ATM


NEIL1


RTN1


ACADS


KIAA0648


ELL3


SH3BP5


NFE2L2


LRP1


AHR


PHF10


FLJ21272


C20orf111


VDAC1


FYN


GAPCENA


HSPA4


PPP2R4


RANBP2


DRAP1


C14orf120


TCF3


KIAA1025


C12orf10


SLC4A7


SLC25A6


KIAA0033


POLR1B


EPS8L1


KLRB1


GRAF


LEPROTL1


BRD1


GARNL2


MYT1


FLJ21369


STAT6


MALT1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


GNB2L1


LOC55862


TNFRSF21


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


KIAA0608


DCT


PDZGEF1


SERPINB9


BTG1


TIMM23


MSL3L1


PDE4A


SH3BP5


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


GNRHR


KIAA0877


SNX4


GLUD1


C21orf33


DLG3


TMEM1


CLASP2


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


CD6


TFR2


RBAK


TPD52


C20orf103


SBNO1


NOLC1


HNRPA1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


KIAA1464


FACL6


C1QDC1


PSME4


RIN2


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


ELF2


FLJ20003


C5orf4


HCCS


WBSCR22


HLA-DMA


TNS


CENTA2


FLJ12171


KIR2DL4


UPF3A


SS18


APLP2


CLCN3


FLJ20003


DNCH1


ELOVL6


REC8L1


CTNND1


PTS


FLJ14639


FLJ22054


PSCDBP


KIAA1093


GYPB


MGC8685


TOPK


PSKH1


KLF3


METAP2


GTF2H2


TCF3


ZDHHC11


PLAUR


SPAP1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


KIAA0542


TMEM14B


AKAP11


C14orf116


DPM2


NCBP2


UBE2D2


KDELC1


FBXO21


NSBP1


ENTPD6


HLA-DRB3


P2RX7


384D8-2


CXorf6


PRKCL2


C15orf5


ATP2B1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


MGC11242


COX11


DNASE2


CAMK1


FUT1


KIAA0542


HT021


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


DKFZP434J154


TGFBR2


FLJ22195


ADAMTS2


FLJ10613


CYP1A2


BTBD5


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


CRY1


SRD5A1


EPB42


DSCR1L2


F2RL3


ET


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


AMD1


E2F1


CACNA2D3


NSAP1


GTF2I


HAGH


LOC152719


FLJ20399


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


ZCCHC4


PRKWNK1


PNAS-4


TCF4


TMPO


AP1B1


SGSH


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


CCT2


GOLGIN-67


CA3


KIAA1237


G3BP2


CD44


PWP2H


FXYD5


IKBKB


SLC38A1


TYMS


na


ITPR3


RDH11


CDC25A


KIAA0427


PDE4B


MBD3


KRT10


RPC5


SEMA4D


LTBP1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


TDG


HEMK


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


PRNPIP


FLJ11715


SEC24D


AES


CAST


RECQL


NUP210


CHST8


KIAA0247


CLTA


COQ7


HRASLS3


CD83


MAP4K5


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


CLOCK


PLEKHA1


CXADR


FYN


GYPA


SLC37A4


PRDM4


SULT1A3


PRKAR1B


MEF2C


SCA7


CIB1


FLJ10246


HSMPP8


NDRG3


GOLGIN-67


FLJ22573


GYPB


EPB49


PAM


FLJ12121


KCNN3


DLST


CPVL


EIF2S3


HNMT


SH2D2A


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


IFNGR1


CXCR3


SH3BP4


RRP4


METTL3


ZNF24


PTGER3


LY9


ADAM19


CYLD


SIGLEC7


TRIM44


TRB2


MLLT4


BIRC1


KIAA0240


CGI-32


CNTFR


PAF53


KCNAB3


DLG1


GLUD2


MGC4701


MLLT10


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


LILRB1


FLJ20542


MDS028


ASMTL


MGC10526


SAMHD1


MUC3B


MGC2198


ERO1LB


MDS010


TACSTD1


NUP210


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


NR4A1


KIAA0599


GLTP


CYB5-M


PCNT1


BRAL1


ENIGMA


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


CD3E


ANXA2


EMD


GALNT11


CYB5


ANKRA2


PRDX2


HTCD37


KIAA0998


CAPN2


RBM5


CD6


CBX6


RHAG


SLC6A2


GARNL1


NASP


ERCC3


ITGA4


TAF1C


HMG2L1


SLC4A7


CHEK2


JM5


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


AP3B1


SEMG2


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


WBP11


LEF1


HELSNF1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


DUSP4


KIF13A


FLJ10613


FLJ10035


FACL6


SLC4A7


CBX8


SLC2A14


THRA


HSPC054


MBD4


FADS1


TPD52


FLJ20668


TAF9L


C20orf16


HRBL


MHC2TA


STS


MCM4


NF1


NKTR


SYMPK


HOXA7


FADS1


KIAA1750


EREG


ZFYVE21


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


KIAA0146


IPT


C19orf2


ITGAM


ADAM28


NDUFB8


TRIM38


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


PSMD13


FLJ20397


ROR1


LBH


FLJ23447


GNA12


PRDX6


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


HSRTSBETA


MPZL1


C21orf108


THBS1


LOC92558


INSIG1


FARS1


ALDH1A1


KIAA0792


MGEA6


C14orf32


SRD5A2


FACL3


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


SFRS5


HLA-DOB


FLJ21148


HIVEP2


KLF4


HLA-DRB3


TH1L


MSH6


CNNM3


DHX57


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


PHKB


NKTR


RNTRE


SIGLEC7


CYP2R1


AKAP12


TCF3


SFRS14


LMNA


CD74


FUS


FLJ23091


RPF1


EED


ARHGAP8


KIAA0010


PASK


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


GNB5


RABGGTB


EIF1A


RNPC1


C14orf45


TRD


SAP30


HLA-DRA


SH3GLB2


LRRN3


C10orf6


NAGPA


VEGFB


GSTM1


FBP1


IL13RA1


VIPR1


TRB2


TRA2A


MAP4K1


MBNL1


FLJ20273


ICAM2


RNF103


ITGA4


FLJ10534


NDUFS8


RNH


DRG2


SFPQ


SYMPK


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


DLAT


STAU


SLC39A6


TNXB


NEDD5


ZNF42


LOC51668


HNRPM


SPON2


FLJ21128


FLJ13241


SMC1L1


GASP


SLC2A6


FAM3C


USP46


TAF9L


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


NUP88


ADD2


CGI-62


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


IGRP


EIF4G2


USP34


GABARAPL1


FLJ20850


KIAA0912


SEC5


HAAO


MTMR9


NNT


TBDN100


FLJ10996


KRT5


KIAA0286


CDK5


HMG2L1


SBP2


TPP2


FNBP4


GCN1L1


CHD1L


NPEPL1


ABHD5


FCAR


AEBP1


MMP11


TAL1


UMOD


PHTF2


EPB41L4A


KIAA0191


P2RY10


CKN1


PPP1CC


CDC25B


PSCD1


ELOVL5


CGI-72


FLJ20203


VAPB


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


PI4KII


BM039


IDH3A


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


na


STK4


MAPK7


C5orf4


FLJ10724


ILKAP


CAT


FLJ14408


E4F1


RIPX


GOSR2


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


MSCP


ERAF


PAI-RBP1


CXCR4


DCTN4


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


TJP3


MINPP1


P38IP


IPO9


AKR1C3


CYP3A4


AP2S1


SLC5A6


NT5E


MPHOSPH1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


APLP2


DAZ2


PPOX


HSF2


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


SLC2A14


MYBL1


KLRG1


SFRS5


TOMM70A


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


FGFR3


USP16


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


CTNNA1


TRAM2


KIAA1045


MGC2655


MAN1C1


ATP6V0A1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


BLK


HIC2


NK4


SLC7A6


RNASE4


RAG2


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


TMEM1


FLJ10534


TLE1


SNRPN


FLJ10884


FLJ13213


SNAPC1


GRINL1A


ASXL1


SBBI26


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


CKMT2


HADHA


NT5M


DUSP1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


MGC1203


PCDH11Y


CDC14A


DLG1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


GLIPR1


MAF


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


GTPBP1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


SLC12A9


PDZGEF1


MGEA5


MGMT


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


HCN3


FLJ10619


IRS2


RBM5


EPIM


DDX39


ELAC1


GNAS


RYBP


FLJ10853


DDX27


CREBL2


ITGAX


EPHB4


FLJ22341


TUBB


DPP4


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


TPD52


DHX29


TNFSF6


ADRBK2


PYCS


CAP350


CSDA


CD3Z


KRT1


IFNGR1


PPT2


KIAA0669


HS2ST1


SFRS14


WDR23


KLRF1


TUBGCP2


MRS2L


ZHX2


DIAPH1


OR3A3


IFI30


MBTPS1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


PRKWNK1


LOC220988


CGI-127


IFRD2


CRYBB2


SITPEC


AK1


EDG8


MGC21688


SKI


T1


RAD17


FADS3


EGFL9


DDX47


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


CDC14A


EPN1


SLC20A1


FLJ20152


NMT2


FBXW7


KCNH2


LOC162427


HEXB


CIRBP


FLJ10140


EWSR1


KDELR3


LY6G6E


KYNU


SSBP2


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


SPTB


KIAA1614


SCAND2


ABCF2


FCN3


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


DEFCAP


LPP


GCC1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


RPL31


ENDOGL1


SSX2IP


SLC4A1


ZG16


FAM16AX


MAP3K7


LOC339290


FLJ12178


TERT


AOAH


RPL10


GNLY


R3HDM


KIAA0971


SH120


WBP11


KLF12


MYBBP1A


C2orf3


CGI-63


PANX1


GPLD1


LRPPRC


FOXO3A


EIF3S9


FLJ10737


FLJ10260


PSMD11


APRIN


RPP20


MEPE


HSPC056


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


MCM7


DKFZP564C186


DHX34


MCL1


PRPS1


NME3


SLC26A4


NAP1


GSPT2


TBL1X


PRO1496


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


HOXC6


IDH3B


HNRPH1


CHRNE


CUGBP1


MAP2K1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


STATH


FLJ10998


GNLY


SCAP1


ARL6IP


PWDMP


HS3ST3B1


BCL2


APC


PDCD4


CHPPR


FLJ23469


NCL


ZNF278


TMPO


SSX2IP


CGI-01


PTMA


ZNF288


FLJ22378


SLC30A9


LHPP


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


FEN1


CALU


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


ANK1


OBP2B


MGC12760


PAK1IP1


SGPL1


ZNF335


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


RBM5


PGF


HRK


FLJ22318


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


DHX40


MAPK7


PDCD4


BIA2


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


KLK2


CDK5R1


GATA1


KIAA0179


PPIE


BIRC3


DHX9


ZNF3


C14orf132


RABEP1


POLD3


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


OGFR


DKFZP586A0522


ITCH


SDR1


C14orf32


AKR7A2


FLJ20113


PLA2G7


LIPA


KIF3B


PHF10


PLCB3


FHL1


FLJ10381


CYP2A6


FLJ21588


SLC29A1


IDH2


RAG1


SFRS10


MR1


DTNA


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


SLC14A1


FLJ20202


RHO6


GSTA1


RABGGTA


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


ANAPC5


FLJ22490


ABCC8


NDFIP1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


CLTC


DJ328E19.C1.1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=
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PTPN4


S100A10


ABI-2


GSTZ1


KIAA0372


NELF


LUC7L


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


LMNA


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


CHD3


FLJ20105


GM2A


ITPR3


TCF4


ZNHIT1


NASP


LAK


PTPN11


B7H2


FLJ12442


BRMS1


TNNC2


SGK


RPL17


PRKY


CDC14A


SEC14L2


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


DHRS4


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


AF311304


SFRS2


DKFZP434B168
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			MDS (multiple groups) vs NBM CD34+ cells:


			UP REGULATED GENES:


						Gene ID (Affymetrix probe #)			Gene Name			Score(d)			Numerator(r)			Denominator(s+s0)			Fold Change			q-value(%)


						203382_s_at			APOE			6.9940956818			4.0589350079			0.5803373578			14.984939759			0


						204545_at			PEX6			6.6835152989			2.6729466787			0.3999312576			6.5669221698			0


						214110_s_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			6.4571303843			3.3721291886			0.5222334052			9.5593875215			0


						218620_s_at			HEMK			5.3969577412			2.8265490432			0.5237300677			7.3120709382			0


						204195_s_at			PKNOX1			4.9308028049			2.6645902958			0.5403968484			6.3794820717			0


						216439_at			ACK1			4.8760122869			2.7631408017			0.5666804428			7.7325886991			0


						216327_s_at			SIGLEC8			4.7594817464			2.2940596091			0.4819977744			5.3149484536			0


						202044_at			GRLF1			4.6755180954			2.5709682619			0.5498787962			6.3401253918			0


						204263_s_at			CPT2			4.6059633645			3.3332547293			0.7236824233			9.8044207317			0


						212746_s_at			KAB			4.5778757434			2.6341612332			0.5754112564			5.3864457831			0


						200003_s_at			RPL28			4.3774782225			1.5995299604			0.365399867			3.1142392991			0


						219328_at			DDX31			4.247836997			1.8298462042			0.4307712856			3.4299957118			0


						209757_s_at			MYCN			4.220810629			2.1580457632			0.5112870377			4.4316897619			0.7196404766


						221812_at			KIAA1332			4.2083016366			2.8185740926			0.669765225			5.4418285086			0.7196404766


						218417_s_at			FLJ20489			4.1966292702			2.4608231291			0.5863808716			5.3420218894			0.7196404766


						206526_at			DKFZP566F0546			4.1731055438			3.4621903284			0.8296436052			9.0138206388			0.7196404766


						216491_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			4.1319588407			5.1245252663			1.2402169198			80.8781038375			0.7196404766


						221869_at			KIAA1196			4.1148937343			2.5534541749			0.6205395181			6.4512867647			0.7196404766


						214219_x_at			MAP4K1			4.1117280379			3.0643709959			0.745275701			10.2183777652			0.7196404766


						201191_at			PITPN			4.1062340149			2.897845775			0.7057186133			5.6969628286			0.7196404766


						218767_at			XPMC2H			4.0922513301			2.4847425931			0.6071823045			5.4628535451			0.7196404766


						219348_at			MDS032			4.0675587863			1.6527265546			0.4063190335			2.9886129335			0.7196404766


						217462_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			4.0151593191			2.4640471326			0.6136860176			5.2163135593			0.7196404766


						203285_s_at			HS2ST1			4.0071035165			1.4990062562			0.3740872303			2.7624204475			0.7196404766


						202586_at			POLR2L			4.0027262818			2.0801854044			0.5196921443			3.5391768293			0.7196404766


						210202_s_at			BIN1			3.9766770141			2.9430853063			0.7400865838			10.7179012346			0.7196404766


						212945_s_at			MGA			3.9622672181			2.5267769288			0.6377098741			4.7393534147			0.7196404766


						215089_s_at			RBM10			3.9491459774			3.8068353799			0.9639642094			19.8376897133			0.7196404766


						219587_at			FLJ20535			3.8915965743			3.0316461454			0.7790237471			8.9810987903			0.7196404766


						205887_x_at			MSH3			3.8665805977			1.8131028368			0.4689163438			3.4719070278			0.7196404766


						217665_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			3.7894938318			1.2571212606			0.3317385689			2.3965448769			1.1590669622


						219952_s_at			MCOLN1			3.7574612352			2.6720387162			0.7111287513			6.8235759494			1.1590669622


						221932_s_at			C14orf87			3.7215950442			1.5270721725			0.4103273339			2.9197124469			1.1590669622


						210263_at			KCNF1			3.7068042839			2.1296207446			0.5745166406			4.5525830258			1.5229600783


						209496_at			RARRES2			3.7054243324			2.6879810796			0.7254178843			7.2597770825			1.5229600783


						207521_s_at			ATP2A3			3.6905324527			2.5322532528			0.6861484854			6.8336267606			1.5229600783


						221900_at			COL8A2			3.674661247			2.4957358303			0.6791743953			5.4405487805			1.5229600783


						216875_x_at			HAB1			3.6465111099			3.1420356657			0.8616553113			5.9227972626			1.5229600783


						211979_at			GPR107			3.6428634857			2.4501437434			0.6725873075			6.28125			1.5229600783


						212630_at			SEC6			3.625393719			3.3308575105			0.9187574561			5.7711162988			1.5229600783


						205875_s_at			TREX1			3.6182719329			1.8115858388			0.5006770835			3.6355041288			1.5229600783


						211012_s_at			PML			3.6066400662			2.4055176354			0.6669691434			4.38955559			1.5229600783


						204497_at			ADCY9			3.579520671			2.4994772524			0.6982714956			7.1540858726			1.6270132514


						205872_x_at			PDE4DIP			3.5710211513			2.2399657995			0.6272619804			4.9745989305			1.6270132514


						209768_s_at			PNUTL1			3.5672187108			2.017927145			0.5656864097			4.2191742081			1.6270132514


						218891_at			FLJ13114			3.5542950042			2.0149991017			0.5669194874			3.7125168843			1.6270132514


						202152_x_at			USF2			3.5508966887			1.9305370312			0.543675922			4.3084565059			1.6270132514


						209775_x_at			SLC19A1			3.5499869542			2.0365533077			0.5736790963			3.89905549			1.6270132514


						210597_x_at			PRB1			3.5373664816			1.7026177775			0.4813235457			3.4238790407			1.6270132514


						215214_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			3.5021712985			4.2458144374			1.2123377401			27.5583603896			1.6270132514


						215101_s_at			CXCL5			3.4958483367			2.3912675979			0.6840307037			6.6822660099			1.6270132514


						213904_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			3.486214148			2.0995016947			0.6022296984			3.8182318415			1.6270132514


						208831_x_at			SUPT6H			3.4654719272			2.4978760083			0.7207895666			4.2519509476			1.6705939634


						222020_s_at			HNT			3.4584978715			2.6100751962			0.7546846328			8.3239095315			1.6705939634


						220080_at			FBXL8			3.4549918264			2.0270282102			0.5866955154			4.7519623234			1.6705939634


						202048_s_at			CBX6			3.4519861915			2.3496867022			0.6806767385			4.9145883157			1.6705939634


						222345_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			3.4451575111			2.3887637794			0.6933685243			3.6517620697			1.6705939634


						219961_s_at			C20orf19			3.4312383008			1.7136414851			0.4994236293			3.0768356914			1.6705939634


						217853_at			TENS1			3.428856138			1.8129086958			0.5287211311			3.7144182939			1.6705939634


						207550_at			MPL			3.423530723			1.2794142648			0.3737119273			2.5003232172			1.6705939634


						209153_s_at			TCF3			3.4149418536			1.8160592246			0.5317979932			3.236454961			1.6705939634


						218832_x_at			ARRB1			3.4093708482			1.6529764462			0.4848332786			2.9952495566			1.6705939634


						207769_s_at			PQBP1			3.3895523945			1.221833308			0.3604704001			2.2792240357			1.6705939634


						203550_s_at			C1orf2			3.3846371459			1.6569483333			0.4895497691			3.0714768993			1.6705939634


						206296_x_at			MAP4K1			3.3797263561			3.2112299702			0.950144962			6.9710933028			1.6705939634


						215737_x_at			USF2			3.3776641556			2.0111293798			0.5954201742			3.592379014			1.6705939634


						206814_at			NGFB			3.3540283353			2.0518615277			0.6117603439			4.1592205323			1.6705939634


						201212_at			LGMN			3.3521277868			3.0717075277			0.9163455939			5.6606762513			1.6705939634


						212775_at			KIAA0657			3.3470232795			2.3556359852			0.7038002991			5.4493884174			1.7309414106


						221797_at			LOC339229			3.3397960985			2.6312368773			0.7878435688			4.9180509868			1.7309414106


						218378_s_at			PRKRIP1			3.3389482316			2.4570084594			0.7358629991			5.231980116			1.7309414106


						205838_at			GYPA			3.3217405334			1.8091608743			0.5446424416			3.6339050132			1.7309414106


						215949_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			3.3200940734			2.9001790088			0.8735231426			7.8842297174			1.7309414106


						209265_s_at			METTL3			3.3161448216			1.0129675075			0.3054654009			2.0364214069			1.7309414106


						217360_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			3.3022311741			3.1658268534			0.9586932854			12.6290748899			1.7309414106


						201347_x_at			GRHPR			3.2906419858			1.3127315319			0.3989287007			2.5773262745			1.7309414106


						204979_s_at			SH3BGR			3.2905433705			1.9806964927			0.6019359934			3.6082063712			1.7309414106


						200092_s_at			RPL37			3.2813759522			1.1354479747			0.3460280051			2.1603585823			1.7309414106


						211639_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			3.2748435359			3.2082520204			0.9796657413			17.8875864719			1.7309414106


						218522_s_at			VCY2IP1			3.2668531816			2.2240864013			0.6808039045			3.7952625226			1.7309414106


						213891_s_at			TCF4			3.2653593071			1.5483530971			0.4741754127			2.8836640262			1.7309414106


						204074_s_at			KIAA0562			3.2547393769			1.8862186052			0.5795298446			3.2183106327			1.7309414106


						214333_x_at			IDH3G			3.2435516891			1.9198732108			0.5919046141			3.1355106888			1.7309414106


						214271_x_at			RPL12			3.2388710235			1.3235307428			0.4086395331			2.4586110587			1.7309414106


						200909_s_at			RPLP2			3.2371564833			1.0782905804			0.3330980711			2.1468064822			1.7309414106


						210456_at			PCYT1B			3.2334413824			1.8977051928			0.5868995192			3.4235378715			1.7309414106


						212191_x_at			RPL13			3.2263920563			1.4668498188			0.4546409095			2.7028364086			1.9548442796


						214669_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			3.2253776351			3.8595537772			1.1966207415			29.4666654549			1.9548442796


						204820_s_at			BTN3A3			3.2251354779			1.0826694863			0.3356973664			2.084031345			1.9548442796


						218747_s_at			TAPBP-R			3.2220743472			1.5948471516			0.4949752798			2.9996670514			1.9548442796


						205893_at			NLGN1			3.2123382624			2.2998413999			0.7159399827			6.3134458673			1.9548442796


						204857_at			MAD1L1			3.2012927			2.6719288947			0.8346406109			4.1350125945			1.9548442796


						203957_at			E2F6			3.196559677			1.4757527345			0.4616690704			2.8185682458			1.9548442796


						217658_at			MGC33488			3.1820469603			1.8612395725			0.5849189518			4.1705311973			1.9548442796


						209759_s_at			DCI			3.1809407547			2.1636747942			0.6801996519			4.2358167082			1.9548442796


						221888_at			FLJ20241			3.1805621541			2.6497001952			0.8330917828			3.600390625			1.9548442796


						221732_at			SHAPY			3.1762381506			2.4912110647			0.784327543			5.5916531932			1.9548442796


						218752_at			LOC55954			3.1746424989			1.8600193173			0.5858988273			3.3989490703			1.9548442796


						209285_s_at			RAP140			3.1700593966			1.8789830371			0.5927280224			3.200461285			1.9548442796


						206023_at			NMU			3.1633698995			2.5115101464			0.7939350206			4.9384336555			1.9548442796


						214038_at			CCL8			3.1572446305			2.2728098035			0.7198713022			4.4757306889			1.9548442796


						215778_x_at			HAB1			3.1531539931			1.8727230751			0.5939205885			3.5251909337			1.9548442796


						202471_s_at			IDH3G			3.148943664			1.0597243361			0.3365332788			2.0870803409			1.9548442796


						208324_at			AKAP13			3.1486446724			2.1133832804			0.6712041212			3.9946105702			1.9548442796


						207760_s_at			NCOR2			3.142992035			1.2787440787			0.4068556536			2.5543151264			1.9548442796


						202792_s_at			KIAA0685			3.1408905297			1.7140637663			0.5457254081			3.307173913			1.9548442796


						214097_at			RPS21			3.1366291024			1.2370498102			0.3943882971			2.4253836533			1.9548442796


						204142_at			HSRTSBETA			3.1321361656			1.6867072185			0.538516568			3.6149980697			1.9548442796


						208890_s_at			PLXNB2			3.1243904361			2.9981664645			0.9596004487			11.4649046794			1.9548442796


						218559_s_at			MAFB			3.1235759278			2.997443682			0.9596192797			6.0561042746			1.9548442796


						213364_s_at			SNX1			3.1191759804			1.745382712			0.5595653221			2.9023150151			1.9548442796


						217893_s_at			FLJ12666			3.1178726946			2.0149875142			0.6462699769			3.5723760092			1.9548442796


						211644_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			3.1168323495			4.4959642251			1.4424786838			57.4663143989			1.9548442796


						209360_s_at			RUNX1			3.103885565			1.9778739432			0.6372251495			3.9740920343			2.0525864936


						219550_at			RBIG1			3.1001970141			2.6382009026			0.850978467			7.6893972723			2.0525864936


						206128_at			ADRA2C			3.0939565138			2.0742608345			0.6704233965			3.9743424446			2.0525864936


						207000_s_at			PPP3CC			3.0843648355			2.0512904057			0.6650608845			3.5341676904			2.0525864936


						212535_at			MEF2A			3.0835718572			2.1589150265			0.7001344955			3.1810995872			2.0525864936


						210424_s_at			GOLGIN-67			3.0753750221			2.1237078788			0.6905524899			5.0947761194			2.0525864936


						217281_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			3.0723229242			4.5938795016			1.4952463055			80.3521400778			2.0525864936


						211732_x_at			HNMT			3.07049075			2.290218272			0.7458802056			4.4787517532			2.0525864936


						201054_at			HNRPA0			3.0695922814			1.3208750715			0.4303096146			2.5838669649			2.0525864936


						219530_at			FLJ21816			3.058417848			1.5690755553			0.5130350506			2.8678655199			2.0525864936


						211798_x_at			IGLJ3			3.0568337865			3.7041142747			1.2117486698			27.12364682			2.0525864936


						221000_s_at			FKSG28			3.0541824564			1.9071391013			0.6244352223			3.7078047435			2.0525864936


						212675_s_at			KIAA0582			3.0369195291			1.1560912184			0.3806789107			2.1912380383			2.0525864936


						215731_s_at			MPHOSPH9			3.0331008268			1.3105280328			0.4320753274			2.4791947439			2.0525864936


						213624_at			ASM3A			3.0326086935			2.0327522943			0.6702982481			3.7980625931			2.0525864936


						201978_s_at			KIAA0141			3.0250137322			1.4821610933			0.4899683851			2.7860704225			2.0525864936


						217390_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			3.0245818139			1.3503998572			0.4464748981			2.6443783576			2.0525864936


						203122_at			CGI-87			3.0127073607			2.4160750842			0.8019614237			3.8837980509			2.2112589189


						209129_at			TRIP6			3.0119952486			1.3019069321			0.4322406992			2.5570820433			2.2112589189


						212131_at			DKFZP434D1335			3.010205009			1.0695728161			0.3553156057			2.0597253886			2.2112589189


						216829_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			3.0086709843			2.8903950851			0.9606883239			10.5632022472			2.2112589189


						203926_x_at			ATP5D			3.0050751905			2.4605847827			0.8188097225			4.4709794438			2.2112589189


						203245_s_at			NPR2L			2.9930699039			2.0802507193			0.6950224305			4.6488326848			2.2112589189


						218985_at			SLC2A8			2.9855040552			1.7068626408			0.5717167384			3.7801094891			2.2112589189


						216289_at			GPR144			2.9819768066			2.0704304863			0.6943147518			5.2803524804			2.2112589189


						208747_s_at			C1S			2.9779187068			2.3443703722			0.7872512997			5.949941452			2.2112589189


						210657_s_at			PNUTL2			2.9778246696			1.5262859369			0.5125506389			2.9407894737			2.2112589189


						215554_at			GPLD1			2.9736663187			1.5614442368			0.5250906018			2.9222972973			2.2112589189


						215684_s_at			FLJ21588			2.9620079728			1.8595910798			0.6278143397			3.9146985353			2.2112589189


						214768_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.9610306308			3.8590934451			1.3032939967			30.1083889174			2.2112589189


						214143_x_at			RPL24			2.9543906065			1.0589618267			0.3584366347			2.0727884544			2.2112589189


						216401_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.9522972424			4.3193833701			1.4630584306			64.6286464411			2.2112589189


						222102_at			GSTA3			2.9507271661			1.7539628534			0.5944171571			3.4287066246			2.2112589189


						220911_s_at			KIAA1305			2.9500912221			2.3659936175			0.8020069345			5.6776541096			2.2112589189


						214114_x_at			FASTK			2.9498006975			1.5266508837			0.5175437395			2.9598149492			2.2112589189


						219840_s_at			TCL6			2.9497257219			1.7150947582			0.5814421136			3.6190347072			2.2112589189


						203191_at			ABCB6			2.9484180041			1.8928693079			0.6419948953			4.4830985915			2.2112589189


						203241_at			UVRAG			2.9481223955			0.9428886444			0.3198268314			1.9115764395			2.2112589189


						201069_at			MMP2			2.9449590287			1.7166616612			0.5829152951			3.7473304974			2.2112589189


						218596_at			FLJ10743			2.9379858919			2.3803828054			0.810209066			4.1439012097			2.2112589189


						204656_at			SHB			2.9376457155			1.7930847657			0.610381557			3.9619366626			2.2112589189


						212599_at			AUTS2			2.9355743596			1.1512621924			0.3921761302			2.239869798			2.2112589189


						219640_at			CLDN15			2.9283613719			2.4407128636			0.8334739309			4.2678760794			2.2112589189


						220372_at			C21orf55			2.9231404177			1.9927496152			0.6817153234			3.800295858			2.2112589189


						202661_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.9215613941			1.9312070685			0.6610188211			2.8841861731			2.2112589189


						220262_s_at			EGFL9			2.9132450558			1.3974402039			0.4796850856			2.5319537732			2.2112589189


						202382_s_at			GNPI			2.9119821121			1.7780337502			0.6105922639			3.067497245			2.2112589189


						202839_s_at			NDUFB7			2.9116517103			1.6034655256			0.550706501			3.1470218217			2.2112589189


						218095_s_at			TPARL			2.9113258601			1.4105231637			0.4844951172			2.805583524			2.2112589189


						214992_s_at			DNASE2			2.9102189317			1.5224088079			0.5231251819			2.9254345307			2.2112589189


						203891_s_at			DAPK3			2.9060768664			2.3356792841			0.8037224724			5.7877789047			2.2112589189


						205101_at			MHC2TA			2.9027626324			1.7651645819			0.6080981483			4.0282800521			2.2112589189


						209081_s_at			COL18A1			2.8891973419			1.9032974217			0.6587633853			4.3520851434			2.6139882016


						200031_s_at			RPS11			2.8868996623			0.9123703724			0.3160381306			1.8908135873			2.6139882016


						213595_s_at			CDC42BPA			2.8867513215			1.6090953396			0.5574069812			3.4557270512			2.6139882016


						217022_s_at			MGC27165			2.8866001731			5.9442176839			2.0592452461			155.8585509473			2.6139882016


						209902_at			ATR			2.8838642073			2.2848750159			0.7922963259			3.9458450047			2.6139882016


						201313_at			ENO2			2.8819881559			2.8787818607			0.9988874711			6.5915665939			2.6139882016


						211915_s_at			TUBB4Q			2.8812136649			2.6471816066			0.9187730986			10.6890547264			2.6139882016


						204288_s_at			ARGBP2			2.8770411872			1.8022463814			0.6264235595			3.8010423053			2.6139882016


						206072_at			UCN			2.8769165495			2.0945405838			0.7280505179			5.6540492958			2.6139882016


						207092_at			LEP			2.8769016809			2.2258794003			0.77370715			6.2166193182			2.6139882016


						200838_at			CTSB			2.8768469716			1.4829427103			0.5154750061			3.0311371111			2.6139882016


						216598_s_at			CCL2			2.875830714			4.4498749631			1.5473355026			198.7058823529			2.6139882016


						203575_at			CSNK2A2			2.8676822013			1.103784545			0.3849047654			2.1619272971			2.6139882016


						205354_at			GAMT			2.867207685			2.3246495894			0.8107712607			5.2481606376			2.6139882016


						201201_at			CSTB			2.8666872751			1.1123836051			0.3880380029			2.1298442003			2.6139882016


						218034_at			TTC11			2.8663875651			1.2572687178			0.4386248158			2.2569503164			2.6139882016


						218762_at			FLJ22059			2.8652900273			2.1110847751			0.7367787397			4.8372347592			2.6139882016


						218759_at			DVL2			2.8628657511			1.893828659			0.6615150076			3.1217550274			2.6139882016


						203806_s_at			FANCA			2.856939206			2.1370985448			0.7480378092			3.7772011453			2.6139882016


						218450_at			HEBP1			2.8556156564			1.3216086508			0.4628104093			2.5201440903			2.6139882016


						202587_s_at			AK1			2.852676332			1.1095407313			0.388947291			2.1786406282			2.6139882016


						220719_at			FLJ13769			2.8510301551			1.7743114011			0.622340454			2.9968853821			2.6139882016


						208929_x_at			RPL13			2.8502249406			1.1408491087			0.4002663413			2.220145556			2.6139882016


						212609_s_at			SDCCAG8			2.8491694239			2.1143927419			0.742108463			3.339750484			2.6139882016


						205382_s_at			DF			2.8481754865			2.8900173191			1.0146907495			9.5537244273			2.6139882016


						218958_at			FLJ20850			2.8478396747			1.8010432892			0.6324243971			3.4092062341			2.6139882016


						207826_s_at			ID3			2.8448439483			3.2372470709			1.1379348497			19.2153904187			2.6139882016


						210734_x_at			MAX			2.842795682			2.1458639121			0.754842821			3.2798102318			2.6139882016


						209871_s_at			APBA2			2.8385830177			1.9532226867			0.6880977849			5.0205047319			2.6139882016


						89476_r_at			NPEPL1			2.8358508147			1.2989293105			0.4580386612			2.4410610281			2.6139882016


						206894_at			APOA4			2.8324732952			2.1346242199			0.7536255411			5.4829817833			2.6139882016


						207163_s_at			AKT1			2.8322578906			2.0939026012			0.739305064			3.010909683			2.6139882016


						205082_s_at			AOX1			2.831559853			1.6743483512			0.5913166022			2.9371972318			2.6139882016


						205090_s_at			NAGPA			2.8308504582			2.2036740686			0.7784494805			4.8264502497			2.6139882016


						209460_at			NPD009			2.8284969249			2.330921909			0.8240850073			3.191518847			2.6139882016


						212647_at			RRAS			2.8264182267			1.7375472839			0.6147523631			3.9263347023			2.6139882016


						211046_at			KCNH6			2.8260279048			1.8531987622			0.6557609566			4.2924200278			2.6139882016


						218688_at			DKFZP586B1621			2.822011986			2.0904953656			0.7407818875			5.0384990253			2.6139882016


						213674_x_at			IGHM			2.8176149217			2.4685758205			0.8761224969			6.5922291994			2.6139882016


						220341_s_at			LOC51149			2.8169384407			1.296693259			0.4603200554			2.4715209845			2.6139882016


						206352_s_at			PEX10			2.8063461222			2.3527113435			0.8383539453			6.8233522325			2.6139882016


						219135_s_at			FLJ12681			2.8040360273			2.0863864331			0.7440654873			5.5983695652			2.6139882016


						215410_at			PMS2L2			2.8028283802			1.6896287924			0.6028299144			3.021221865			2.6139882016


						211430_s_at			IGHG3			2.7998776062			4.4640907569			1.5943878214			34.1966540469			2.6139882016


						201046_s_at			RAD23A			2.7983811775			1.3387928017			0.4784168834			2.6129490755			2.6139882016


						209266_s_at			BIGM103			2.7977298495			1.9438311269			0.6947887149			3.9313621964			2.6139882016


						221551_x_at			SIAT7D			2.7968270793			1.3903279073			0.4971089981			2.7245529574			2.6139882016


						205089_at			HT002			2.7940051757			0.9215920178			0.3298462099			1.9244451459			2.6139882016


						213319_s_at			CSDA			2.7892255385			1.533027264			0.5496247051			2.4952415813			2.6139882016


						206416_at			ZNF205			2.778772635			1.6822754824			0.6054023497			3.8908250356			2.6139882016


						204643_s_at			COVA1			2.77844298			1.5028101108			0.5408821133			2.550483189			2.6139882016


						215635_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.7768694694			1.8506375903			0.6664474548			4.5657894737			2.6139882016


						208089_s_at			TDRD3			2.7748505931			1.2870344167			0.4638211585			2.5779010239			2.8572113162


						206650_at			FLJ10547			2.771514436			1.1930808143			0.4304797402			2.2819035171			2.8572113162


						201701_s_at			PGRMC2			2.770729737			1.3031603467			0.4703310934			2.5533062373			2.8572113162


						212855_at			KIAA0276			2.7695566315			1.1404262182			0.4117721245			2.1876779179			2.8572113162


						203782_s_at			POLRMT			2.7650878942			1.478255543			0.5346143051			2.4049057516			2.8572113162


						213526_s_at			F25965			2.7607448491			1.2740337734			0.4614818982			2.2007045121			2.8572113162


						219862_s_at			NARF			2.7526998233			1.0678087847			0.3879132681			2.1852388152			2.8572113162


						206379_at			EYA3			2.7522228373			2.1407108609			0.7778116045			3.4546715017			2.8572113162


						213693_s_at			MUC1			2.7515111618			2.1216643502			0.7710905846			3.6097304128			2.8572113162


						220387_s_at			HHLA3			2.7505296345			1.7675635189			0.6426266042			2.9363030808			2.8572113162


						212498_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.7495771439			1.7913921957			0.6515155247			2.7855624058			2.8572113162


						212414_s_at			9/5/00			2.7488589868			1.2660036816			0.4605560662			2.6412487206			2.8572113162


						211861_x_at			CD28			2.7453206777			2.0566125668			0.7491338201			4.6993982495			2.8572113162


						202283_at			SERPINF1			2.7444160209			2.6214642848			0.9551993083			6.49527727			2.8572113162


						211352_s_at			NCOA3			2.7426716195			2.0217862824			0.7371594426			4.5069515963			2.8572113162


						204025_s_at			PDCD2			2.7388867478			1.4858368453			0.5424966353			2.871310257			2.8572113162


						206782_s_at			DNAJC4			2.734975079			1.9739758746			0.721752783			3.8622763133			2.8572113162


						206685_at			HCG4			2.728111543			1.9183000616			0.7031604212			4.981612447			2.8572113162


						204148_s_at			POMZP3			2.7228446161			1.9678714141			0.7227262997			3.3754884547			2.8572113162


						211304_x_at			KCNJ5			2.7225828001			1.2509850977			0.4594846841			2.2653631285			2.8572113162


						220178_at			FZR1			2.7196761107			2.125125141			0.7813890531			3.7726415094			2.8572113162


						212884_x_at			APOE			2.7194376163			1.1574415973			0.4256179992			2.311155914			2.8572113162


						214173_x_at			C19orf2			2.7188536511			0.9035248792			0.3323183206			1.8820758863			2.8572113162


						217897_at			FXYD6			2.7168250517			1.7341966924			0.638317396			3.1194139511			2.8572113162


						218220_at			C12orf10			2.7157886404			1.1774809518			0.4335687006			2.1004522811			2.8572113162


						201937_s_at			DNPEP			2.7147253147			1.4047388586			0.5174515635			2.4589834595			2.8572113162


						219762_s_at			RPL36			2.712691425			1.1171387981			0.4118193422			2.0585034652			2.8572113162


						209659_s_at			CDC16			2.7113393598			1.1739454428			0.432976211			2.3639817629			2.8572113162


						206372_at			MYF6			2.7108020646			1.8386578092			0.678270772			4.3577044025			2.8572113162


						217876_at			GTF3C5			2.7079177845			2.0046401846			0.7402884224			3.7893931668			2.8572113162


						209573_s_at			C18orf1			2.7066925773			1.6061980016			0.5934172263			2.8641791045			2.8572113162


						214671_s_at			ABR			2.703009892			1.8170141595			0.6722188346			3.7975391499			2.8572113162


						204379_s_at			FGFR3			2.7026292714			1.966446358			0.7276049212			5.9735079172			2.8572113162


						206224_at			CST1			2.6993384394			1.5652154209			0.5798514918			2.5847568988			2.8572113162


						217258_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.6991816211			3.4779503988			1.2885203321			23.1364317841			2.8572113162


						202947_s_at			GYPC			2.6979888489			1.5480475295			0.5737783276			3.1000307415			2.8572113162


						213834_at			KIAA1110			2.6974172365			1.7909907494			0.6639650422			3.3648308639			2.8572113162


						201871_s_at			LOC51035			2.6973679266			1.0588276102			0.3925410397			2.1551586372			2.8572113162


						212032_s_at			PTOV1			2.6916543265			2.2561049659			0.8381852542			6.6231684982			2.8572113162


						208305_at			PGR			2.689267964			1.8177537752			0.6759288399			4.4775747508			2.8572113162


						202659_at			PSMB10			2.6882602293			1.0636067348			0.395648726			2.0738462522			2.8572113162


						205466_s_at			HS3ST1			2.6855704333			2.4972362845			0.9298718267			7.4296391753			2.8572113162


						217198_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.6829286026			2.2599630723			0.8423493156			5.0323170732			2.8572113162


						216584_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.6825277989			1.4852245851			0.5536660555			3.0423387097			2.8572113162


						200088_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.6822065164			1.063376646			0.3964559177			2.0777238449			2.8572113162


						206890_at			IL12RB1			2.6809629231			1.5912188316			0.5935251166			3.4310296586			2.8572113162


						215718_s_at			PHF3			2.6789213042			1.3764754383			0.5138170487			2.3804177033			2.8572113162


						201561_s_at			CLSTN1			2.6786719654			1.0439841008			0.3897394359			2.1453950327			2.8572113162


						212933_x_at			RPL13			2.6773341257			1.0885912233			0.4065952071			2.1915174652			2.8572113162


						219280_at			C21orf107			2.6751770471			1.8044001266			0.6744974612			3.5320754717			2.8572113162


						211641_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.6735907883			2.2701780624			0.8491120153			6.8675252161			2.8572113162


						200022_at			RPL18			2.6722195733			1.0944181308			0.4095539685			2.1711939018			2.8572113162


						216032_s_at			SDBCAG84			2.6692143989			0.9207425908			0.3449489075			1.8784106617			3.0334708917


						205640_at			ALDH3B1			2.6689507629			2.3364863281			0.8754325335			2.1451390629			3.0334708917


						220444_at			MGC4054			2.6677365014			1.9394209516			0.7269911967			4.1830110497			3.0334708917


						217532_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.666562176			1.7915976032			0.671875428			4.1856435644			3.0334708917


						205124_at			MEF2B			2.6663895656			1.8786310904			0.7045598718			5.174137931			3.0334708917


						205462_s_at			HPCAL1			2.6596667443			2.1599372007			0.8121082107			4.5291519435			3.0334708917


						205778_at			KLK7			2.6596080071			1.8609572018			0.699711084			4.4297687861			3.0334708917


						218679_s_at			VPS28			2.6576976759			0.9286783242			0.3494296332			1.9375645105			3.0334708917


						209459_s_at			NPD009			2.6572790622			2.4502754129			0.922099394			2.0448813056			3.0334708917


						214203_s_at			PRODH			2.655454035			2.0825211842			0.7842429794			5.4395967469			3.0334708917


						217838_s_at			EVL			2.6536706447			1.1736022546			0.4422561846			2.3480781619			3.0334708917


						218328_at			COQ4			2.6535437925			1.6182088835			0.609829349			2.637780112			3.0334708917


						215384_s_at			MAP1A			2.6527476305			1.6758148332			0.631727954			2.7432719547			3.0334708917


						203577_at			GTF2H4			2.6518279131			1.2637698327			0.4765655518			2.4786706349			3.0334708917


						220448_at			KCNK12			2.6516176051			1.8166915372			0.6851257639			4.7093301435			3.0334708917


						213041_s_at			ATP5D			2.6502157045			1.6498091658			0.6225188248			3.3802121434			3.0334708917


						202111_at			SLC4A2			2.645396262			2.2698533849			0.8580390838			6.7044129892			3.0334708917


						219491_at			MGC3103			2.6450212129			2.0438210518			0.7727049756			6.6943430657			3.0334708917


						204083_s_at			TPM2			2.6439613965			2.7711252326			1.0480959504			14.0206022187			3.0334708917


						204829_s_at			FOLR2			2.6419811407			2.282625569			0.8639825371			5.389239259			3.0334708917


						210042_s_at			CTSZ			2.641711865			1.5744801969			0.5960075426			2.6823622684			3.0334708917


						214296_x_at			IMAGE			2.6411987405			1.8832260298			0.7130194335			3.2253340185			3.0334708917


						218754_at			FLJ23323			2.6393209995			0.8796715681			0.3332946498			1.8395166543			3.0334708917


						203098_at			CDYL			2.637874304			1.5051160333			0.570579133			2.759510391			3.0334708917


						200809_x_at			RPL12			2.6373151408			1.0461344707			0.3966664637			2.0640469662			3.0334708917


						202996_at			POLD4			2.6354064257			2.3343120165			0.885750294			4.2853427173			3.0334708917


						200758_s_at			NFE2L1			2.6350537193			1.4480790974			0.5495444312			2.4285522788			3.0334708917


						205051_s_at			KIT			2.6345798694			1.5748401048			0.5977575867			2.5898206173			3.0334708917


						213500_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.6315213262			1.6730643509			0.6357783743			3.1879615953			3.0334708917


						216308_x_at			GRHPR			2.630582098			1.1299997969			0.4295626423			2.2894600804			3.0334708917


						42361_g_at			C6orf18			2.6296720817			1.8346291147			0.6976645976			3.0198529412			3.0334708917


						221406_s_at			MSH5			2.6267692379			1.8881566895			0.7188133096			5.0336538462			3.0334708917


						222134_at			DDO			2.6228305083			1.2601956659			0.4804716363			2.1648052692			3.0334708917


						210474_s_at			CDC2L2			2.6226293094			2.4943428439			0.9510847892			4.8397120787			3.0334708917


						221822_at			LOC112869			2.621054822			1.0665321861			0.4069095301			2.0293080004			3.0334708917


						32128_at			CCL18			2.6175128257			2.8070210553			1.072400115			12.4967469096			3.0334708917


						212270_x_at			RPL17			2.6129733013			1.0852122422			0.4153170037			2.0641798438			3.0334708917


						218908_at			ASPSCR1			2.6099304026			2.2688912979			0.869330192			6.5413256956			3.0334708917


						209059_s_at			EDF1			2.6092403181			1.0785425892			0.4133550221			2.0062249304			3.0334708917


						205398_s_at			MADH3			2.6065259508			1.7526976231			0.6724266922			3.0559830041			3.0334708917


						202871_at			TRAF4			2.6037397545			1.7945810164			0.6892320991			3.1922433036			3.0334708917


						215621_s_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.6016046744			1.9762015653			0.759608708			3.1856306892			3.0334708917


						201262_s_at			BGN			2.59960739			1.6691754549			0.6420875172			4.2326086957			3.0334708917


						211868_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.5985448276			2.7706891551			1.0662464337			9.4398569571			3.0334708917


						212959_s_at			MGC4170			2.5953758981			1.1365048171			0.4378960358			2.3222557564			3.0334708917


						217023_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.5931971254			3.2108239735			1.2381719624			8.7140021653			3.0334708917


						206479_at			TRPM1			2.5928276354			1.4372262876			0.5543084577			2.4236393176			3.0334708917


						202942_at			ETFB			2.5925853638			1.2400515482			0.4783069308			2.2318142327			3.0334708917


						218345_at			HCA112			2.5920111371			2.08849594			0.8057434284			5.0926760268			3.0334708917


						215176_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.5919044127			3.5926617495			1.3861088904			27.3439869795			3.0334708917


						213801_x_at			LAMR1			2.5905243432			1.0057140699			0.3882279943			2.0103162373			3.0334708917


						215402_at			APPBP2			2.5884449152			2.1142015928			0.816784464			3.0827495622			3.0334708917


						201998_at			SIAT1			2.585180186			1.0924256618			0.4225723482			2.1364090552			3.0334708917


						207591_s_at			SMARCF1			2.5840095486			2.1775680094			0.8427089639			5.2777161863			3.0334708917


						206823_at			L3MBTL			2.5818402791			1.9360876846			0.7498866992			3.5026096033			3.0334708917


						208074_s_at			AP2S1			2.5814837152			1.3624726085			0.527786637			2.7490737929			3.0334708917


						221706_s_at			MDS032			2.5811339226			1.1113521185			0.4305673986			2.0321383207			3.0334708917


						217969_at			C11orf2			2.5780328876			1.3795413594			0.5351139491			2.7947689931			3.0334708917


						210776_x_at			TCF3			2.5756143117			1.1430001612			0.4437776867			2.2911167045			3.0334708917


						205429_s_at			MPP6			2.5734590337			1.7898772537			0.6955141816			2.8738191633			3.0334708917


						204150_at			STAB1			2.5730822219			1.4172675916			0.5508054035			2.8855394379			3.0334708917


						214870_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.5693504629			1.3797318253			0.5369963519			2.8478148136			3.0334708917


						200869_at			RPL18A			2.567987416			1.0686699256			0.4161507642			2.0257526462			3.0334708917


						209616_s_at			CES1			2.5659250924			2.096149053			0.8169174771			2.7879844961			3.0334708917


						202606_s_at			TLK1			2.5646663013			1.065533804			0.4154668401			1.9771745489			3.0334708917


						218844_at			FLJ20920			2.5637825677			1.177987942			0.4594726389			2.2394534546			3.0334708917


						61734_at			RCN3			2.5621195341			2.0452358294			0.7982593326			2.5831018519			3.0334708917


						221951_at			LOC283232			2.5618094458			1.4403801133			0.5622510744			2.5412811388			3.0334708917


						221709_s_at			C14orf131			2.5606424541			2.2924561462			0.8952660073			2.639199423			3.0334708917


						202256_at			CD2BP2			2.560450238			1.4413393491			0.5629241794			2.8131210894			3.0334708917


						212273_x_at			GNAS			2.5604236899			0.8564627948			0.3345004181			1.8468272752			3.0334708917


						207996_s_at			C18orf1			2.5604130106			1.1136970076			0.4349677193			2.2715301554			3.0334708917


						202365_at			MGC5139			2.5602543828			1.3747661576			0.536964673			2.9320988978			3.0334708917


						212537_x_at			RPL17			2.559899859			1.0330231701			0.4035404614			1.9969957119			3.0334708917


						222055_at			CGI-105			2.559545078			1.1812948595			0.4615253193			2.3526536313			3.0334708917


						219830_at			RAI1			2.5573228193			1.7434680997			0.6817551881			3.3962686567			3.0334708917


						207831_x_at			DHPS			2.5550503242			1.1714911287			0.4585002173			2.1227780832			3.0334708917


						60815_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.5541941916			1.5076438059			0.5902620133			2.980649785			3.0334708917


						209158_s_at			PSCD2			2.5536433875			1.2341589556			0.4832933845			2.3775139541			3.0334708917


						215703_at			CFTR			2.5534986628			1.7986833893			0.7043995815			4.5988538682			3.0334708917


						216894_x_at			CDKN1C			2.5511799603			2.0684021744			0.8107629436			5.0173130194			3.0334708917


						202214_s_at			CUL4B			2.5490949548			1.0054564445			0.3944366383			1.9161457403			3.0334708917


						213588_x_at			RPL14			2.5481342755			0.9518175079			0.3735350672			1.8987683648			3.3733651007


						215031_x_at			RNF126			2.5466770189			1.2274771312			0.4819916786			2.350069541			3.3733651007


						210962_s_at			AKAP9			2.5464142499			1.2428068913			0.4880615522			2.1986492948			3.3733651007


						218600_at			MGC10986			2.5463258066			2.3253377939			0.9132129863			2.5985828712			3.3733651007


						205866_at			FCN3			2.5441625756			1.7741188844			0.6973292121			3.4212255773			3.3733651007


						213542_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.5441253962			2.4403741593			0.9592192912			4.2733245729			3.3733651007


						218274_s_at			FLJ10415			2.5439657504			1.9075477238			0.7498323134			2.6477941176			3.3733651007


						214351_x_at			RPL13			2.5421925349			1.2007667555			0.4723350962			2.2670179026			3.3733651007


						220290_at			AIM1L			2.5388867931			1.5996666257			0.6300661495			3.2526686593			3.3733651007


						207085_x_at			CSF2RA			2.5373613568			2.1051007966			0.8296417028			3.4608853007			3.3733651007


						202632_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.5370676841			1.7361572343			0.6843164828			2.7642411912			3.3733651007


						218928_s_at			SLC37A1			2.5337623315			1.9742272842			0.7791682983			3.2436276741			3.3733651007


						51228_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.5329512601			1.2297260088			0.4854913824			2.174533195			3.3733651007


						206329_at			EXTL1			2.5327507145			1.9579629652			0.7730579066			3.7145522388			3.3733651007


						201406_at			RPL36A			2.5318535687			0.8981525981			0.3547411308			1.8278147809			3.3733651007


						221562_s_at			SIRT3			2.5317735852			1.7200558144			0.6793876927			2.8321135309			3.3733651007


						215735_s_at			TSC2			2.529085786			2.5648406985			1.0141374851			8.2611019737			3.3733651007


						214836_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.5268806723			2.6893564858			1.0642989656			11.7626559772			3.3733651007


						206816_s_at			SPAG8			2.5261166066			1.5537876359			0.6150894348			2.6618479579			3.3733651007


						214742_at			AZI1			2.5254078278			2.0519592881			0.8125259079			3.4049680948			3.3733651007


						218331_s_at			FLJ20360			2.5252801923			0.8548810911			0.3385292031			1.7804428044			3.3733651007


						217227_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.5247362309			2.4045944787			0.9524141371			7.2943467839			3.3733651007


						211796_s_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.5240472667			1.6787543886			0.6651041804			3.9320325747			3.3733651007


						217807_s_at			GLTSCR2			2.5236755698			1.2556775687			0.4975590301			2.6847033991			3.3733651007


						202624_s_at			CABIN1			2.5203838869			2.241195268			0.8892277401			2.8731038506			3.3733651007


						201987_at			TRAP240			2.5170220984			1.3295398934			0.5282193964			2.2755136198			3.3733651007


						218051_s_at			FLJ12442			2.5153648504			1.5136823751			0.6017744801			2.9975437447			3.3733651007


						212046_x_at			MAPK3			2.5152198032			1.65243119			0.6569728769			2.4672758513			3.3733651007


						210782_x_at			GRIN1			2.5149204598			1.5378637457			0.6114959778			3.1305405405			3.3733651007


						214871_x_at			SMARCE1			2.5120160564			1.9262879959			0.7668294918			2.6344957797			3.3733651007


						217604_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.5100864993			1.5007080324			0.5978710426			2.6197484996			3.3733651007


						221235_s_at			TGFBRAP1			2.5099519103			1.1260486975			0.4486335746			2.2561066874			3.3733651007


						210289_at			NAT8			2.5098269727			1.8300858374			0.7291681288			3.7733443709			3.3733651007


						214282_at			CP			2.5089193616			1.6962626303			0.6760929252			3.6561423651			3.3733651007


						214930_at			KIAA0918			2.5085027403			2.4596634962			0.9805305199			9.5803941909			3.3733651007


						219129_s_at			FLJ11526			2.5060333197			1.7732869601			0.7076070961			2.4435483871			3.3733651007


						202154_x_at			TUBB4			2.5040975196			0.9862528257			0.3938555979			2.0269205357			3.3733651007


						220307_at			CD244			2.5010247323			0.9659483116			0.3862210154			1.9933650329			3.3733651007


						221671_x_at			IGKC			2.50080953			3.06718523			1.2264769441			15.8572193192			3.3733651007


						212124_at			RAI17			2.4994050765			1.3013126163			0.520648945			2.6734268833			3.3733651007


						216763_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.4989372774			1.5349948746			0.6142590646			3.2950114679			3.3733651007


						217371_s_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.4977588456			1.6871475668			0.6754645549			2.3975830078			3.3733651007


						211752_s_at			NDUFS7			2.4968367025			0.938751164			0.3759761954			1.9469390031			3.3733651007


						200029_at			RPL19			2.4946254358			0.6574844407			0.2635603852			1.5864055076			3.3733651007


						213540_at			HSD17B8			2.4943113873			0.8990390842			0.3604357855			1.8944722386			3.3733651007


						217236_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.4838743341			2.021033884			0.8136618895			4.3359042013			3.3733651007


						200010_at			RPL11			2.4830363058			0.8501594613			0.3423870442			1.7542196591			3.3733651007


						204319_s_at			RGS10			2.4801759019			1.0725925926			0.4324663391			2.122748339			3.3733651007


						211232_x_at			GLP1R			2.4795611076			1.6270476605			0.6561837317			2.9679449649			3.3733651007


						201832_s_at			VDP			2.4776560688			0.7852352669			0.3169266617			1.7192785334			3.3733651007


						207175_at			APM1			2.4773959544			1.25666431			0.5072521039			2.4805355536			3.3733651007


						216510_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.4765761156			3.2669137008			1.3191250938			19.2513506876			3.3733651007


						212667_at			SPARC			2.4750276481			0.9700021285			0.3919156739			2.0027519657			3.3733651007


						215662_at			MAST205			2.4742788672			1.8808388723			0.7601563822			2.9513436482			3.3733651007


						221813_at			KIAA1332			2.4740606707			1.3175679795			0.532552817			2.2746944375			3.3733651007


						212911_at			KIAA0962			2.471065209			1.2880134623			0.5212381517			2.3256242906			3.3733651007


						201715_s_at			ACINUS			2.470690212			1.2442968447			0.5036231732			2.2808598415			3.3733651007


						214973_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.469848286			3.4547413415			1.398766621			22.4833920483			3.3733651007


						204695_at			CDC25A			2.4691301527			2.3716458041			0.9605187485			4.6575829384			3.3733651007


						203558_at			KIAA0076			2.4691223829			1.9395522118			0.785522915			5.672005571			3.3733651007


						218245_at			E2IG4			2.4690614705			1.4645514944			0.593161212			3.188377193			3.3733651007


						211633_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.4684955123			3.5070398206			1.4207195448			32.7596084119			3.3733651007


						213634_s_at			FLJ10140			2.4677140786			1.4765682013			0.5983546531			2.6145153774			3.3733651007


						206380_s_at			PFC			2.4672387603			3.6455113112			1.4775672991			1.1496002284			3.3733651007


						205514_at			ZNF415			2.4664446933			1.4004367387			0.5677957193			2.6547777593			3.3733651007


						213503_x_at			ANXA2			2.4654609588			1.3592041097			0.5512981679			2.8291509688			3.3733651007


						204787_at			Z39IG			2.4636675768			1.8653432703			0.7571408123			3.1084984884			3.3733651007


						210530_s_at			NR2C1			2.4615899363			1.6932034			0.6878494972			2.6763010284			3.3733651007


						205372_at			PLAG1			2.4593355275			1.6956145503			0.6894604381			2.8732867686			3.3733651007


						215379_x_at			IGLJ3			2.4580091064			3.1109238209			1.2656274596			25.8453220397			3.3733651007


						209912_s_at			KIAA0415			2.4577608136			1.884257739			0.7666562704			2.9465307582			3.3733651007


						213752_at			FLJ23703			2.4566344235			1.794511927			0.730475772			3.0791030064			3.3733651007


						219505_at			CECR1			2.4563872921			1.641393347			0.6682143945			2.4876865131			3.3733651007


						204044_at			QPRT			2.4555971245			1.628105853			0.663018309			3.5945531978			3.3733651007


						219536_s_at			ZFP64			2.4551558629			1.8408490967			0.7497890967			2.8574432296			3.3733651007


						221961_at			CLCN7			2.4550973278			1.1283521261			0.4595956801			2.1516373412			3.3733651007


						216982_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.4523764805			1.7099702112			0.697270678			3.1807142857			3.3733651007


						213468_at			ERCC2			2.4503349554			1.5183251092			0.6196398194			2.2377154069			3.3733651007


						202417_at			KEAP1			2.4500948386			1.1944505176			0.4875119521			2.4609388027			3.3733651007


						35846_at			THRA			2.4496315939			1.4547956984			0.5938834648			2.391509434			3.3733651007


						207650_x_at			PTGER1			2.444783587			1.8076779828			0.7394020446			4.7229209446			3.3733651007


						221651_x_at			IGKC			2.4438764472			2.9405314231			1.2032242573			13.2418520998			3.3733651007


						221501_x_at			LOC339047			2.4424634765			1.3725087689			0.5619362509			2.8443525024			3.3733651007


						219327_s_at			GPRC5C			2.442247156			1.6570695352			0.6785019817			3.2369822485			3.3733651007


						209431_s_at			ZNF278			2.4411399558			1.1174031107			0.4577382416			2.2480403979			3.3733651007


						203381_s_at			APOE			2.4406578782			2.0037288762			0.8209790049			3.1794710327			3.3733651007


						221816_s_at			PHF11			2.4399742105			1.403128885			0.5750588998			2.5891283056			3.3733651007


						208335_s_at			FY			2.4375201354			1.772275976			0.7270815737			4.861738149			3.8738956358


						219111_s_at			DDX54			2.436722818			1.2836888989			0.5268095696			2.5811947833			3.8738956358


						207977_s_at			DPT			2.4344511945			1.3249798562			0.5442622383			2.9177740864			3.8738956358


						214214_s_at			C1QBP			2.4339953407			1.2124050516			0.4981131358			2.2671125782			3.8738956358


						205146_x_at			APBA3			2.4338459043			2.5412436043			1.044126746			5.8877578001			3.8738956358


						205551_at			SV2B			2.4334467713			2.2909022495			0.9414227903			7.3884673748			3.8738956358


						203640_at			MBNL2			2.4326439222			1.3116035699			0.5391679226			2.3383365201			3.8738956358


						209756_s_at			MYCN			2.4317253379			1.2262866855			0.5042866752			2.6238019169			3.8738956358


						217384_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.4300242521			2.3651738426			0.973312855			7.1486486486			3.8738956358


						200763_s_at			RPLP1			2.4269494722			0.6700322699			0.2760800246			1.6069110443			3.8738956358


						217320_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.4250664675			2.0600672359			0.8494889783			8.13125			3.8738956358


						204415_at			G1P3			2.424330041			2.2886104765			0.944017703			9.0167166136			3.8738956358


						221692_s_at			MRPL34			2.423519521			0.9601913332			0.39619707			1.8842771794			3.8738956358


						216433_s_at			PRDM2			2.4234452812			1.7232907107			0.7110912402			3.9171580189			3.8738956358


						219211_at			USP18			2.4233186645			2.6835676797			1.1073936412			8.7862149533			3.8738956358


						213527_s_at			LOC146542			2.4233085901			1.9538357301			0.8062678184			2.3140366114			3.8738956358


						203690_at			TUBGCP3			2.4220148735			1.2473412056			0.515001464			2.3895435508			3.8738956358


						213204_at			PARC			2.4201027794			2.338618762			0.9663303484			4.177798683			3.8738956358


						214778_at			EGFL4			2.4200508341			1.7395467524			0.7188058729			3.4417098446			3.8738956358


						212998_x_at			HLA-DQB2			2.4192238492			2.4907425925			1.0295626811			5.0034135724			3.8738956358


						36545_s_at			KIAA0542			2.4169648534			1.4626120596			0.605144116			2.3199179073			3.8738956358


						212734_x_at			RPL13			2.414487619			0.9827835541			0.4070360711			1.955713953			3.8738956358


						222173_s_at			TBC1D2			2.4142500826			1.9598933127			0.8118021107			3.4889705882			3.8738956358


						209200_at			MEF2C			2.4133982396			1.0363989785			0.4294355409			2.0009928515			3.8738956358


						204928_s_at			SLC10A3			2.4129649445			2.3603297822			0.9781865201			4.4280059377			3.8738956358


						209837_at			AP4M1			2.4101004676			1.257830711			0.5218997			2.1799939877			3.8738956358


						200963_x_at			RPL31			2.4084795355			0.7404352805			0.3074285123			1.6803706279			3.8738956358


						203100_s_at			CDYL			2.4068430741			1.9095454051			0.7933817645			5.0279104478			3.8738956358


						205047_s_at			ASNS			2.4024302689			1.9976128129			0.8314966885			3.2066634806			3.8738956358


						201855_s_at			KIAA0431			2.4022925402			1.2054990477			0.5018119266			2.3616769304			3.8738956358


						219686_at			HSA250839			2.399483831			1.6579228779			0.690949802			3.2426915323			3.8738956358


						215121_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.3976654565			3.4231455417			1.4276994034			26.3684909025			3.8738956358


						209560_s_at			DLK1			2.3958387147			2.6313498719			1.0983000883			21.1058287116			3.8738956358


						214777_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.3949924799			3.9233872441			1.6381626569			56.1255749014			3.8738956358


						210304_at			PDE6B			2.3938043733			1.4620503606			0.6107643452			2.299689441			3.8738956358


						211840_s_at			PDE4D			2.3936358385			1.6409794138			0.6855593434			2.925			3.8738956358


						201851_at			SH3GL1			2.393323149			1.8859529812			0.7880059916			3.2855329949			3.8738956358


						218045_x_at			PTMS			2.3932662653			1.482558709			0.6194708589			3.4417655786			3.8738956358


						212343_at			MGC21416			2.3929839153			1.5971338165			0.6674235486			3.5404699739			3.8738956358


						214527_s_at			PQBP1			2.3924690006			1.0040515628			0.4196717126			1.928146156			3.8738956358


						37425_g_at			C6orf18			2.3915847108			2.1392650995			0.8944968957			3.7585510689			3.8738956358


						205366_s_at			HOXB6			2.3899699182			1.8893812246			0.7905460274			4.0476257773			3.8738956358


						37408_at			MRC2			2.3893819048			1.1050331125			0.4624765553			2.071347464			3.8738956358


						205584_at			FLJ23018			2.3877047156			1.5425827181			0.6460525491			3.1895796848			3.8738956358


						222228_s_at			FLJ20013			2.3860249193			1.7324295439			0.7260735334			3.5330971049			3.8738956358


						216541_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.3848828776			2.2084968716			0.9260399713			6.5151650312			3.8738956358


						201564_s_at			FSCN1			2.384629071			1.885627661			0.7907425452			4.163568038			3.8738956358


						212904_at			KIAA1185			2.3830365245			0.9784327405			0.4105823517			2.0338152186			3.8738956358


						212538_at			zizimin1			2.3819165221			1.7200564133			0.7221312743			4.5534846029			3.8738956358


						209894_at			LEPR			2.3787905676			1.7443418449			0.7332893734			3.1110216546			3.8738956358


						213746_s_at			FLNA			2.3779043337			2.1904567789			0.9211711119			2.2932937182			3.8738956358


						208539_x_at			SPRR2B			2.3767716353			1.4359848283			0.6041745058			2.4767624021			3.8738956358


						209138_x_at			IGL			2.37596229			3.4009183246			1.431385649			24.5067768363			3.8738956358


						204030_s_at			SCHIP1			2.375859457			1.3728868719			0.5778485204			2.3136095514			3.8738956358


						208449_s_at			FGF8			2.3735507401			1.9218573176			0.8096971702			5.4645985401			3.8738956358


						202074_s_at			OPTN			2.3718264165			1.3276766203			0.5597697247			2.6454526286			3.8738956358


						203092_at			TIMM44			2.3716402489			2.2862215749			0.9639832921			3.913598638			3.8738956358


						211027_s_at			IKBKB			2.3712444707			1.8047877663			0.7611141696			4.5935273159			3.8738956358


						203249_at			EZH1			2.3697357427			1.9394442417			0.8184221586			1.8984802432			3.8738956358


						203258_at			DRAP1			2.368586177			1.2105502563			0.5110855869			2.5338210702			3.8738956358


						200878_at			EPAS1			2.3685533173			2.4541684947			1.0361466119			4.7445235487			3.8738956358


						215505_s_at			STRN3			2.3647900681			1.8371064911			0.7768581727			4.3195416932			3.8738956358


						213502_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.3624389418			1.6211733072			0.6862286591			3.8170882498			3.8738956358


						218828_at			PLSCR3			2.3602826228			1.5278205633			0.6473040764			3.4911851683			3.8738956358


						217787_s_at			GALNT2			2.3581334693			1.309338932			0.5552437761			2.6563869034			3.8738956358


						201520_s_at			GRSF1			2.358015134			0.7822342766			0.3317342053			1.7291449426			3.8738956358


						219360_s_at			TRPM4			2.3568605023			1.1340003712			0.4811487019			2.2959363958			3.8738956358


						212614_at			MRF2			2.3568173332			1.2462121221			0.5287690754			2.4663846839			3.8738956358


						209374_s_at			IGHM			2.3564716872			1.9817390075			0.8409772196			5.9947491709			3.8738956358


						203713_s_at			LLGL2			2.3563393642			1.022680636			0.4340124566			1.949538378			3.8738956358


						212589_at			RRAS2			2.3559675527			1.5039875796			0.6383736388			2.293053961			3.8738956358


						201666_at			TIMP1			2.3559645031			1.0491721337			0.4453259513			2.1369797272			3.8738956358


						214551_s_at			CD7			2.3543874179			1.6973032204			0.720910759			4.0023952096			3.8738956358


						206665_s_at			BCL2L1			2.3542721208			1.8109434709			0.7692158672			4.8534385569			3.8738956358


						204137_at			TM7SF1			2.3527196935			2.1346069593			0.9072933615			4.5275876818			3.8738956358


						206230_at			LHX1			2.3513984755			1.6848975653			0.7165512706			3.953180212			3.8738956358


						211501_s_at			EIF3S9			2.3502410815			0.8354872796			0.355490033			1.8146090989			3.8738956358


						205583_s_at			FLJ23018			2.3491544068			1.1438358205			0.4869138517			2.1961835673			3.8738956358


						211043_s_at			CLTB			2.3487874407			2.2416899648			0.9544030788			3.7587869503			3.8738956358


						200701_at			NPC2			2.348075793			0.9020976667			0.3841859234			1.863714053			3.8738956358


						212222_at			PSME4			2.3472349669			0.786595034			0.3351155914			1.7369517232			3.8738956358


						202916_s_at			FAM20B			2.346494414			1.0012030759			0.4266803577			2.0502991184			3.8738956358


						212642_s_at			HIVEP2			2.3453046329			1.1248914165			0.479635524			2.1631533353			3.8738956358


						222191_s_at			B4GALT7			2.345270473			1.2480168729			0.5321419799			2.4146785281			3.8738956358


						221820_s_at			MYST1			2.3435459181			1.1611997587			0.495488375			2.2636254741			3.8738956358


						213299_at			FBI1			2.3419419714			1.9356050255			0.8264957241			4.4061780507			3.8738956358


						216218_s_at			PLCL2			2.3409392138			1.6089569214			0.687312559			2.2030712812			4.3498073304


						202799_at			CLPP			2.339459167			1.7039834795			0.728366412			2.6778944434			4.3498073304


						204335_at			FLJ10374			2.3390379875			2.2829900196			0.9760380258			4.6895848777			4.3498073304


						210940_s_at			GRM1			2.3366634567			1.8890259542			0.8084287657			5.4002242152			4.3498073304


						217021_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.3346502063			1.5677118129			0.6714975154			3.5580745342			4.3498073304


						221009_s_at			ANGPTL4			2.3345837572			1.4325113727			0.6136046172			2.3801751592			4.3498073304


						209163_at			CYB561			2.3320260526			1.3192145572			0.5656946052			2.2662318735			4.3498073304


						216107_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.3311593673			1.1356898437			0.4871781224			2.1802597403			4.3498073304


						209524_at			HDGFRP3			2.3309537826			0.8779683928			0.3766562852			1.8857868898			4.3498073304


						204136_at			COL7A1			2.330737481			2.0795626138			0.8922337375			2.9209480932			4.3498073304


						200904_at			HLA-E			2.3303113091			1.4742183765			0.6326272248			2.0751253369			4.3498073304


						202463_s_at			MBD3			2.3286139763			1.0970108363			0.4711003401			2.1402712332			4.3498073304


						212288_at			FNBP1			2.3268454773			1.1070256104			0.4757624093			2.1125994297			4.3498073304


						217627_at			FLJ30921			2.3266925739			1.0031550908			0.4311506823			2.0410901272			4.3498073304


						200781_s_at			RPS15A			2.3262718956			0.7474725934			0.3213178111			1.702390235			4.3498073304


						209428_s_at			ZFPL1			2.324381289			1.004725019			0.4322548214			2.1207274054			4.3498073304


						204468_s_at			TIE			2.3236693503			2.2242363299			0.957208619			4.298625			4.3498073304


						202836_s_at			DIM1			2.3198905575			0.868819018			0.3745086229			1.8643718102			4.3498073304


						204538_x_at			NPIP			2.3197960707			1.311846931			0.5655009712			2.8187625183			4.3498073304


						203865_s_at			ADARB1			2.3193756769			1.1798670651			0.5087002838			2.1379624439			4.3498073304


						201902_s_at			YY1			2.3188451672			1.5531201188			0.6697817262			3.6540381125			4.3498073304


						215244_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.3182047723			1.4354269959			0.619197671			2.120347941			4.3498073304


						214864_s_at			GRHPR			2.3167321276			0.9477420267			0.4090857184			1.9649861644			4.3498073304


						201102_s_at			PFKL			2.3159078472			0.930656005			0.4018536429			1.9059423575			4.3498073304


						200819_s_at			RPS15			2.315840786			0.8278075392			0.3574544262			1.8071492277			4.3498073304


						202180_s_at			MVP			2.3152171778			2.2393169498			0.9672167999			2.4800531915			4.3498073304


						217378_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.3148881974			3.7936063854			1.6387860069			47.0083454282			4.3498073304


						201644_at			TSTA3			2.3139301715			1.8869457572			0.8154722128			2.7247972001			4.3498073304


						221972_s_at			Cab45			2.3122831074			1.6762574986			0.7249361003			4.44125			4.3498073304


						206516_at			AMH			2.3109526759			1.4371103396			0.6218692207			3.0445425361			4.3498073304


						204292_x_at			STK11			2.3102129915			1.4487525899			0.6271078014			3.2225085911			4.3498073304


						202328_s_at			PKD1			2.3060164982			1.5130522605			0.6561324525			2.6570998872			4.3498073304


						209539_at			ARHGEF6			2.3040930922			0.9910949064			0.43014534			1.91029475			4.3498073304


						214347_s_at			DDC			2.3040328961			1.8491441907			0.8025684849			5.6322815534			4.3498073304


						212891_s_at			PLINP-1			2.3036297148			2.6450993394			1.1482311252			3.2803785702			4.3498073304


						219766_at			MGC4093			2.2996722667			1.631149588			0.7092965427			3.1729714912			4.3498073304


						204789_at			FMNL			2.2983788758			2.0920475379			0.9102274477			1.9164163922			4.3498073304


						213788_s_at			na			2.2982916567			1.6377651028			0.7126010739			2.963607975			4.3498073304


						211003_x_at			TGM2			2.2975468286			1.8837073274			0.8198776643			5.433299389			4.3498073304


						221663_x_at			HRH3			2.2968268191			1.4707151259			0.6403247792			2.4072052402			4.3498073304


						212267_at			FOE			2.2955284734			1.1418128257			0.4974073896			1.8978680155			4.3498073304


						201429_s_at			RPL37A			2.2951912548			0.7251132864			0.3159271738			1.6684630621			4.3498073304


						204238_s_at			RCL			2.2948872273			1.5619287409			0.6806124163			3.0337267841			4.3498073304


						200736_s_at			GPX1			2.2933382455			0.9492669344			0.4139236487			1.8711677645			4.3498073304


						211908_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.2923040317			2.832699775			1.235743486			16.5429906542			4.3498073304


						203698_s_at			FRZB			2.2913560847			1.7892500507			0.7808694871			5.3274647887			4.3498073304


						217058_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.2894553499			1.5031507921			0.6565538796			3.2660443407			4.3498073304


						200926_at			RPS23			2.2862138948			0.7256239528			0.3173911043			1.6540086881			4.3498073304


						211643_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.2861114333			2.5232713066			1.1037394196			12.126364608			4.3498073304


						219202_at			FLJ22341			2.2860525057			1.7757235387			0.7767641095			2.3058445532			4.3498073304


						216517_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.2858669546			2.1720604108			0.9502129625			5.3058729433			4.3498073304


						201094_at			RPS29			2.285385016			0.7127333717			0.3118657761			1.669087755			4.3498073304


						221847_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.2849387938			0.9081529722			0.3974517719			1.8356224984			4.3498073304


						202406_s_at			TIAL1			2.2834657223			0.8985208432			0.3934899633			1.9035962471			4.3498073304


						214677_x_at			IGLJ3			2.2819210027			3.1574150146			1.3836653463			17.3594940698			4.3498073304


						202574_s_at			CSNK1G2			2.2782247084			1.8384494572			0.8069658144			2.2242106908			4.3498073304


						221713_s_at			FLJ12748			2.2781460745			1.4880676498			0.6531923771			2.5539875287			4.3498073304


						208880_s_at			C20orf14			2.2774942554			0.8887048984			0.3902116971			1.9297114518			4.3498073304


						211797_s_at			NFYC			2.2773671985			0.7952630477			0.3492028199			1.7464129954			4.3498073304


						217650_x_at			SIAT4B			2.2766102663			1.9467386113			0.855104029			3.1560352234			4.3498073304


						202087_s_at			CTSL			2.2761549301			1.862855832			0.8184222468			6.459557082			4.3498073304


						201106_at			GPX4			2.2752704212			1.138773852			0.5005004422			2.3505233577			4.3498073304


						41577_at			PPP1R16B			2.2738630643			2.1768932454			0.9573545917			6.7645228216			4.3498073304


						220337_at			NGB			2.27312211			2.2034926007			0.9693683375			4.4073359073			4.3498073304


						204139_x_at			ZNF42			2.2730396177			1.3996351165			0.615754827			3.0902538726			4.3498073304


						202649_x_at			RPS19			2.2719024617			0.7435934253			0.3272998898			1.6498437314			4.3498073304


						202791_s_at			KIAA0685			2.2711238699			1.4069709672			0.6195042841			2.3039702233			4.3498073304


						209372_x_at			TUBB			2.2704114271			1.3998218398			0.6165498566			2.364064835			4.3498073304


						207556_s_at			DGKZ			2.2688404285			3.1779824613			1.4007077895			6.4114649682			4.3498073304


						222138_s_at			WDR13			2.2676428284			1.7605900172			0.7763965273			3.424994163			4.3498073304


						210130_s_at			TM7SF2			2.2660161244			1.5370532879			0.6783064213			2.9384277492			4.3498073304


						205723_at			CNTFR			2.2638252632			1.1603189616			0.512547934			2.0886218551			4.3498073304


						200651_at			GNB2L1			2.2587421895			0.9149582319			0.4050742206			1.8350486644			4.3498073304


						213377_x_at			RPS12			2.2576354679			0.8357050767			0.3701682971			1.7449314374			4.3498073304


						50374_at			LOC339229			2.253923951			1.3238528416			0.5873547069			2.7059273841			4.7635523918


						211990_at			HLA-DPA1			2.2526184705			1.2586272769			0.5587396593			2.4337541346			4.7635523918


						218705_s_at			SNX24			2.2525887601			1.4200373432			0.6304023923			2.4926294821			4.7635523918


						212938_at			COL6A1			2.2516673425			1.3546904548			0.6016388075			2.2093187661			4.7635523918


						213414_s_at			RPS19			2.251461393			0.7373330977			0.327490891			1.6536340694			4.7635523918


						208535_x_at			COL13A1			2.2502385631			1.1305067671			0.5023941842			2.4613587347			4.7635523918


						209636_at			NFKB2			2.2501200889			1.3700441353			0.6088760071			3.0241935484			4.7635523918


						203685_at			BCL2			2.2489012901			1.0453869711			0.4648434218			2.1206938976			4.7635523918


						210427_x_at			ANXA2			2.2480218759			1.256970428			0.5591451051			2.6372536416			4.7635523918


						201960_s_at			PAM			2.2477941427			0.8965558175			0.3988602873			1.7876044568			4.7635523918


						211637_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.2476044312			3.1323305811			1.3936307197			18.4604895105			4.7635523918


						210094_s_at			PARD3			2.2448382879			1.5022111126			0.6691845559			2.8659295551			4.7635523918


						213271_s_at			KIAA1117			2.2445715158			0.9294762753			0.4140996483			1.903974479			4.7635523918


						202773_s_at			SFRS8			2.2438580614			1.6313021657			0.7270077345			4.1233183857			4.7635523918


						209619_at			CD74			2.2414036094			1.4209742919			0.6339662727			2.9545780856			4.7635523918


						202072_at			HNRPL			2.2397924262			1.2945077473			0.577958802			2.3037202114			4.7635523918


						206746_at			BFSP1			2.2392815136			1.5252346374			0.6811267937			3.1770601336			4.7635523918


						209501_at			CDR2			2.2389935572			1.3391988277			0.5981253601			2.050796384			4.7635523918


						203139_at			DAPK1			2.2389129885			0.9005031962			0.4022055349			1.9603948456			4.7635523918


						40612_at			KIAA1117			2.2388478539			2.014496328			0.8997915265			4.849877451			4.7635523918


						201907_x_at			DVL3			2.2383583746			1.6197762658			0.7236447408			4.1087962963			4.7635523918


						209858_x_at			MPPE1			2.2364017911			0.8596748023			0.3844008736			1.7862876297			4.7635523918


						203230_at			DVL1			2.2363907245			1.0277562792			0.4595602494			1.9736590038			4.7635523918


						202411_at			IFI27			2.2340170019			2.104755726			0.942139529			10.9668215516			4.7635523918


						216984_x_at			IGLJ3			2.232689974			3.6764423855			1.6466425829			52.7825956938			4.7635523918


						203737_s_at			PRC			2.2320489224			0.9482139246			0.4248177157			1.8631759093			4.7635523918


						219041_s_at			REPIN1			2.2301186758			1.2231204754			0.5484553305			2.5410126994			4.7635523918


						215720_s_at			NFYA			2.2295807402			1.5736701913			0.7058143995			2.8940385941			4.7635523918


						217571_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.2290953914			1.2775501824			0.5731249489			2.6497933884			4.7635523918


						210022_at			NSPC1			2.2288308749			1.3554075579			0.6081249022			2.5255700732			4.7635523918


						214209_s_at			CAMKK2			2.2286988643			1.3498835058			0.6056823232			3.0459297984			4.7635523918


						202415_s_at			HSPBP1			2.2284342129			1.3185619707			0.5916988543			2.6956227758			4.7635523918


						211198_s_at			B7H2			2.2280250669			1.4402478708			0.6464235489			3.1561085973			4.7635523918


						215963_x_at			na			2.2264174315			0.8424480631			0.3783872921			1.78724853			4.7635523918


						205940_at			MYH3			2.2263909118			1.330080917			0.5974157144			3.0914634146			4.7635523918


						210613_s_at			SYNGR1			2.2260442233			0.9388364918			0.4217510515			2.0104875881			4.7635523918


						219209_at			MDA5			2.2255753582			1.6460573359			0.7396097957			3.2087110394			4.7635523918


						212565_at			STK38L			2.2254887148			1.7263314348			0.7757089143			2.5547486945			4.7635523918


						201592_at			EIF3S3			2.2254077342			0.9499838173			0.4268807926			1.9377511032			4.7635523918


						210336_x_at			ZNF42			2.2242245701			2.0320822975			0.9136138161			4.1086264403			4.7635523918


						215140_at			KIAA1199			2.2238683787			1.6642553839			0.7483605594			4.4160714286			4.7635523918


						221833_at			SIAH1			2.2227765773			1.6463644076			0.7406792138			3.4223553182			4.7635523918


						220532_s_at			LR8			2.2225640121			2.1864520583			0.9837521198			6.8441955193			4.7635523918


						218169_at			FLJ10305			2.2220316426			1.8238497268			0.8208027698			4.0311258278			4.7635523918


						217046_s_at			AGER			2.2219752377			1.0011961078			0.4505883283			2.0933147632			4.7635523918


						221777_at			FLJ14827			2.2208840132			1.9018229076			0.8563359889			5.0220619888			4.7635523918


						221604_s_at			PEX16			2.2198126858			1.5151558172			0.6825602119			2.9485844642			4.7635523918


						221889_at			PDIP1			2.2197792801			1.3962119561			0.6289868406			2.9344073648			4.7635523918


						219247_s_at			ZDHHC14			2.2194192112			1.3052927289			0.5881235606			2.7929447853			4.7635523918


						220772_at			BPESC1			2.2193486887			1.4856345165			0.6694011284			3.67125			4.7635523918


						209547_s_at			SF4			2.2193321263			1.6649213997			0.7501902847			3.6229686427			4.7635523918


						218110_at			XAB2			2.2173435482			1.799897889			0.8117361383			2.8501457254			4.7635523918


						219944_at			FLJ21069			2.2165716029			1.3819374478			0.6234571651			2.8250283126			4.7635523918


						216734_s_at			BLR1			2.2153854233			1.2773309883			0.5765728053			2.2853084416			4.7635523918


						201390_s_at			CSNK2B			2.2150450126			0.7203638518			0.3252140917			1.6258696117			4.7635523918


						215021_s_at			NRXN3			2.214523758			1.8680882536			0.8435620737			3.5720338983			4.7635523918


						211315_s_at			CACNA1G			2.2129188493			1.9190302371			0.8671941304			3.8665720369			4.7635523918


						208071_s_at			LAIR1			2.2120285764			0.8572091803			0.3875217479			1.8413350978			4.7635523918


						201093_x_at			SDHA			2.2107032148			0.7469800651			0.3378925132			1.7035082692			4.7635523918


						201485_s_at			RCN2			2.210440778			1.2936431643			0.585242173			2.2205958016			4.7635523918


						215051_x_at			AIF1			2.209899806			0.8598113297			0.3890725396			1.8183263531			4.7635523918


						210771_at			PPARA			2.2092849492			0.9517592329			0.4307996727			1.8880994671			4.7635523918


						216746_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.2085806028			0.9749114313			0.4414199011			1.8769674711			4.7635523918


						212803_at			STAT6			2.2084798803			1.2789696062			0.5791176173			2.7706146927			4.7635523918


						214031_s_at			KRT7			2.2073810842			1.547195857			0.7009192332			3.9775			4.7635523918


						218775_s_at			BOMB			2.2060590091			1.4163865357			0.642043812			2.9492671928			4.7635523918


						222135_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.2050552387			1.1811055907			0.5356353755			2.6058139535			4.7635523918


						209663_s_at			ITGA7			2.2042052935			1.3612641568			0.6175759403			2.9944148936			4.7635523918


						200823_x_at			RPL29			2.2040435238			0.9883376598			0.44842021			1.8475127299			4.7635523918


						205280_at			GLRB			2.2032315733			1.7409392975			0.7901753582			2.4632495164			4.7635523918


						218771_at			PANK4			2.2021704387			0.8828429327			0.4008967322			1.8895086637			4.7635523918


						218885_s_at			GALNT12			2.200762331			1.6400441022			0.745216364			2.3405295802			4.7635523918


						210017_at			MALT1			2.2003237657			1.9740024917			0.8971418309			3.1720588235			4.7635523918


						211225_at			FUT5			2.1991487735			1.7000751307			0.7730605365			4.279338843			4.7635523918


						218279_s_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			2.1991389965			1.1407982818			0.5187476933			2.0434604905			4.7635523918


						213616_at			DKFZP586M1523			2.1989634649			0.8510533857			0.3870247957			1.8226240423			4.7635523918


						212900_at			SEC24A			2.1975499928			0.8440638978			0.3840931494			1.7784266197			4.7635523918


						206824_at			CES1			2.1973776813			1.91180001			0.8700370566			6.0398044693			4.7635523918


						213082_s_at			SLC35D2			2.1967817898			2.0759552373			0.9449983821			3.3165983607			4.7635523918


						203235_at			THOP1			2.1953300639			1.3625412624			0.6206543994			2.9131726362			4.7635523918


						209237_s_at			SLC23A2			2.1933799935			1.4838969415			0.6765343652			2.3746384433			4.7635523918


						209983_s_at			NRXN2			2.193056757			1.3043660878			0.5947707845			2.9070605187			4.7635523918


						213084_x_at			RPL23A			2.1926633216			0.7242161364			0.3302906239			1.6622075914			4.7635523918


						217647_at			DHODH			2.1907716617			1.4821704139			0.6765517556			2.5126648161			4.7635523918


						222084_s_at			SBF1			2.1906618768			1.5155338009			0.6918154814			3.8157692308			4.7635523918


						218798_at			FLJ12949			2.1888694844			2.0851519613			0.9526159399			6.0094237435			4.7635523918


						214216_s_at			KIAA0217			2.188302198			1.516967415			0.6932166025			3.8519202363			4.7635523918


						204689_at			HHEX			2.1871521237			0.9021531763			0.4124784767			1.8511909111			4.7635523918


						201601_x_at			IFITM1			2.1863102419			1.431133404			0.654588437			2.7596836613			4.7635523918


						201638_s_at			CPSF1			2.1860678844			1.4913305142			0.6821977144			1.9269446755			4.7635523918


						216944_s_at			ITPR1			2.1860233859			1.5517703203			0.70985989			2.3976621283			4.7635523918


						200038_s_at			RPL17			2.1857489264			0.718336476			0.3286454667			1.6245969509			4.7635523918


						204247_s_at			CDK5			2.1844521602			1.4867477218			0.6806043863			2.3391576377			4.7635523918


						218608_at			HSA9947			2.1843172616			1.7950235134			0.8217778364			4.3182897862			4.7635523918


						214703_s_at			KIAA0935			2.1841726386			1.267696192			0.5804010954			2.7161279396			4.7635523918


						209330_s_at			HNRPD			2.1841531721			0.6825282666			0.3124910264			1.5894352371			4.7635523918


						209784_s_at			JAG2			2.1820351105			1.6153425967			0.7402917528			3.1773858921			4.7635523918


						200074_s_at			RPL14			2.1815362839			0.9850681006			0.4515478876			1.8260275866			4.7635523918


						212888_at			DICER1			2.1796482662			1.2504951813			0.5737142092			1.9476024446			4.7635523918


						208063_s_at			CAPN9			2.176647114			1.2743966842			0.5854861249			2.5025627883			4.7635523918


						206015_s_at			KIAA1041			2.1764814519			0.9542206618			0.4384235211			1.9421489498			4.7635523918


						203027_s_at			MVD			2.1745788951			1.7737524669			0.8156762999			4.5066740823			4.7635523918


						204559_s_at			LSM7			2.1731978687			1.1391761503			0.5241934785			2.1827979986			4.7635523918


						203839_s_at			ACK1			2.172488767			1.9483389318			0.896823478			2.0350367901			4.7635523918


						206082_at			HCP5			2.1715188001			2.0908369843			0.9628454445			3.3453918723			4.7635523918


						203774_at			MTR			2.1713352956			0.7916609581			0.364596366			1.6933648035			4.7635523918


						201590_x_at			ANXA2			2.1706697873			1.200510151			0.5530597782			2.5145007517			4.7635523918


						217767_at			C3			2.166900871			2.4121015638			1.1131573188			10.8362068966			5.4410220546


			DOWN REGULATED GENES:


						Gene ID			Gene Name			Score(d)			Numerator(r)			Denominator(s+s0)			Fold Change			q-value(%)


						206105_at			FMR2			-5.4725614219			-2.8646838374			0.5234630763			0.1458716299			0


						205019_s_at			VIPR1			-4.9658638644			-2.603251374			0.5242293074			0.1785234577			0


						71933_at			WNT6			-4.8857656621			-1.3076205617			0.267638821			0.406971719			0


						210914_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-4.6826348591			-2.3606540066			0.5041294224			0.1948352284			0


						222167_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-4.6085905803			-2.5404151117			0.5512347143			0.200736377			0


						206227_at			CILP			-4.5995233836			-1.348726157			0.2932317209			0.3937869651			0


						217358_at			KIAA0962			-4.593892229			-2.2919153481			0.4989049011			0.1883384677			0


						221302_at			KLF15			-4.591702752			-2.6676723489			0.580976708			0.1524161518			0


						207193_at			AGRP			-4.5585706871			-2.3463553049			0.5147129366			0.2197229141			0


						209988_s_at			ASCL1			-4.2946819687			-2.2193179358			0.5167595533			0.2426692107			0


						215458_s_at			SMURF1			-4.2825990594			-1.8525735415			0.4325815972			0.266160563			0


						206877_at			MAD			-4.2806052039			-1.7472590364			0.4081803748			0.3144549316			0


						218690_at			RIL			-4.2789358192			-2.1770403611			0.5087807934			0.2272956378			0


						214969_at			MAP3K9			-4.2332215777			-2.21792135			0.5239322604			0.244002573			0


						215789_s_at			SHREW1			-4.191742188			-2.517872501			0.6006744661			0.1846556585			0


						208384_s_at			MID2			-4.1785474817			-1.2713636363			0.3042597079			0.4114542829			0


						206932_at			CH25H			-4.1432490696			-2.6697077262			0.6443512522			0.1896641274			0


						216236_s_at			SLC2A14			-4.1238348211			-1.9750594202			0.478937568			0.272046589			0


						117_at			HSPA6			-4.1219686498			-3.8077473598			0.9237691218			0.0448969164			0


						221297_at			GPRC5D			-4.0650707617			-2.3427498097			0.5763121842			0.2311343559			0


						205249_at			EGR2			-4.0598200726			-2.5688441754			0.6327482818			0.1437671501			0


						200798_x_at			MCL1			-4.025450287			-2.4098992524			0.5986657592			0.2112199753			0


						221477_s_at			SOD2			-4.0142887524			-2.21575317			0.5519665641			0.2305864573			0


						210444_at			NPY6R			-3.9923577365			-2.459911162			0.6161549952			0.2226667208			0


						221716_s_at			BGR			-3.9508958247			-2.323934915			0.5882045536			0.2267655367			1.3097456673


						202497_x_at			SLC2A3			-3.9072585634			-2.9621733024			0.7581206245			0.1684075565			1.3097456673


						213716_s_at			SECTM1			-3.9064879912			-2.5941974624			0.6640740912			0.2032145782			1.3097456673


						218960_at			TMPRSS4			-3.9058877343			-1.3826060391			0.3539799741			0.3737955032			1.3097456673


						210032_s_at			SPAG6			-3.8788745613			-2.2698613048			0.58518554			0.2428416654			1.3097456673


						208034_s_at			PROZ			-3.872134234			-2.0382620288			0.526392399			0.2643203883			1.3097456673


						206323_x_at			OPHN1			-3.8015800629			-1.6661891237			0.438288579			0.3090419998			1.3097456673


						208035_at			GRM6			-3.7839523478			-1.4215943152			0.3756903324			0.3838832168			1.3097456673


						202643_s_at			TNFAIP3			-3.7799265077			-2.3861151929			0.6312596787			0.1776309533			1.3097456673


						208430_s_at			DTNA			-3.7729007013			-2.2818685038			0.6048048132			0.2392803598			1.3097456673


						207050_at			CACNA2D1			-3.7545864434			-2.0575614937			0.548012817			0.2571428571			1.3097456673


						202498_s_at			SLC2A3			-3.7517028536			-2.0602881231			0.5491607954			0.2613040467			1.3097456673


						221444_at			TAS2R16			-3.7480958738			-1.479788348			0.394810698			0.3617737701			1.3097456673


						216450_x_at			TRA1			-3.7423095934			-2.7864481761			0.7445798127			0.1582821257			1.3097456673


						216492_at			FLJ00060			-3.7355308743			-1.7078975597			0.4572034383			0.3096311191			1.3097456673


						35147_at			MCF2L			-3.7329836571			-1.416457221			0.3794437241			0.3811916529			1.3097456673


						203413_at			NELL2			-3.7201695366			-1.6019613932			0.4306151581			0.332385159			1.3097456673


						396_f_at			EPOR			-3.7136251092			-1.5751486166			0.4241539117			0.3546909959			1.3097456673


						207729_at			CDH9			-3.7003883748			-2.1598917866			0.5836932689			0.2460180801			1.3097456673


						51774_s_at			LOC51619			-3.6999205796			-1.0844296474			0.2930953852			0.474550088			1.3097456673


						222088_s_at			SLC2A14			-3.6948346274			-1.7860806839			0.4833993572			0.2995200642			1.3097456673


						33768_at			DMWD			-3.6897981891			-1.9455710047			0.5272838527			0.2829603241			1.3097456673


						216375_s_at			ETV5			-3.686332341			-2.2433073435			0.6085472323			0.2185088448			1.3097456673


						214275_at			TNRC11			-3.6672117914			-2.6440383228			0.7209941703			0.1960998906			1.3097456673


						208210_at			MAS1			-3.6607051686			-2.3310061545			0.6367642427			0.2325662483			1.3097456673


						215391_at			MAP1A			-3.6601528031			-1.875275938			0.5123490845			0.273385191			1.3097456673


						215189_at			KRTHB6			-3.6585112168			-1.4498320225			0.3962901674			0.3748730678			1.3097456673


						220163_s_at			HR			-3.6523339271			-1.9835442309			0.5430895067			0.2792009651			1.3097456673


						220496_at			CLEC2			-3.6430649539			-2.6134065312			0.7173647915			0.1958968537			1.3097456673


						33322_i_at			SFN			-3.6239080711			-1.2022790343			0.3317631161			0.432386464			1.3097456673


						209201_x_at			CXCR4			-3.6112269348			-1.7829609674			0.4937272012			0.3134221293			1.3097456673


						204626_s_at			ITGB3			-3.6064456427			-2.2774063562			0.6314822354			0.247176667			1.3097456673


						216153_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.6056952177			-1.2522206282			0.3472896495			0.4216003888			1.3097456673


						206154_at			RLBP1			-3.5966914784			-2.0300976552			0.56443475			0.251325128			1.3097456673


						210098_s_at			RARG-1			-3.5721898259			-2.2081129515			0.6181398691			0.2419917864			1.3097456673


						205758_at			CD8A			-3.565219407			-2.2825249246			0.6402200437			0.2324786048			1.3097456673


						204181_s_at			ZNF297B			-3.5624673279			-1.8202183908			0.5109431816			0.307778874			1.3097456673


						201026_at			IF2			-3.5289757387			-2.0471662562			0.5801021055			0.2749981938			1.3097456673


						38707_r_at			E2F4			-3.5225029155			-1.1377453037			0.3229934314			0.4590202908			1.3097456673


						221486_at			ENSA			-3.5146539906			-1.5374929994			0.4374521656			0.3596517119			1.3097456673


						220522_at			CRB1			-3.5135709909			-1.8786086679			0.5346721819			0.2909064155			1.3097456673


						221943_x_at			RPL38			-3.5036189435			-1.6796118073			0.4793934028			0.3085449589			1.3097456673


						220819_at			FRMD1			-3.5009944642			-2.229534392			0.6368288824			0.2074273353			1.3097456673


						64942_at			na			-3.5001115325			-1.2810502696			0.3660026996			0.4207776191			1.3097456673


						221220_s_at			FLJ10074			-3.4990648157			-2.5536794071			0.7298176917			0.2329374782			1.3097456673


						179_at			PMS2L5			-3.4938830042			-1.2785901635			0.3659510527			0.412706621			1.3097456673


						204501_at			NOV			-3.4708713881			-2.7717787381			0.7985829575			0.2128572095			1.3097456673


						215999_at			C17orf1A			-3.4562256281			-1.9953721929			0.5773269478			0.2761865794			1.3097456673


						217483_at			FOLH1			-3.4557614592			-1.6546035753			0.4787956561			0.3312891922			1.3097456673


						48030_i_at			C5orf4			-3.4531445702			-1.7663697516			0.5115249929			0.3108676208			1.3097456673


						213550_s_at			NDUFA2			-3.4480455701			-2.3350002493			0.6771952986			0.235016621			1.3097456673


						216291_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.4452662172			-2.1033475515			0.6105036357			0.2695936139			1.3097456673


						220379_at			FSCN3			-3.4319799453			-2.2054300007			0.6426115641			0.240736125			1.3097456673


						219916_s_at			RNF39			-3.4178575858			-1.807890929			0.5289544352			0.3177977528			1.3097456673


						210637_at			TACR1			-3.4160074372			-1.6673907586			0.4881109861			0.2985232068			1.3097456673


						217442_at			NECL1			-3.4051643484			-1.1141289143			0.3271880004			0.4674376141			1.3097456673


						216841_s_at			SOD2			-3.3916905259			-1.621979869			0.4782216587			0.3364027567			1.3097456673


						208892_s_at			DUSP6			-3.3749192654			-1.8769176074			0.5561370391			0.2859938278			1.3097456673


						202037_s_at			SFRP1			-3.3697877765			-1.618650483			0.4803419652			0.3317581564			1.3097456673


						221448_s_at			TEX15			-3.366817541			-1.9280154113			0.572652182			0.3034975555			1.3097456673


						336_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.3648138268			-2.5851358116			0.7682849467			0.2164667824			1.3097456673


						210076_x_at			PAI-RBP1			-3.3563749799			-1.3163255225			0.3921866688			0.3940640708			1.3097456673


						221374_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.3515257491			-2.0614026576			0.6150639475			0.2852467271			1.3097456673


						207554_x_at			TBXA2R			-3.3393937218			-1.5392021479			0.4609226333			0.3589285714			1.5229600783


						221451_s_at			OR2W1			-3.3356595971			-1.7948700708			0.5380855026			0.3090053763			1.5229600783


						31861_at			IGHMBP2			-3.3193211845			-0.9465125219			0.2851524361			0.5221745351			1.5229600783


						220737_at			RPS6KA6			-3.3177300956			-2.0470944241			0.6170165641			0.2954171904			1.5229600783


						216609_at			TXN			-3.309698944			-1.3325681297			0.402625179			0.3815994338			1.5229600783


						204729_s_at			STX1A			-3.2938371691			-1.9121230693			0.5805153598			0.3045874822			1.5229600783


						204365_s_at			FLJ13110			-3.2890315929			-2.3547434078			0.715938215			0.2612086777			1.5229600783


						205949_at			CA1			-3.2875597285			-2.4347231559			0.7405867443			0.2571644387			1.5229600783


						211986_at			MGC5395			-3.2813708036			-1.4601481349			0.4449811443			0.3830776873			1.5229600783


						220357_s_at			SGK2			-3.2811757627			-1.8651078345			0.5684266767			0.321299639			1.5229600783


						219950_s_at			TIAM2			-3.2750237151			-2.1710854751			0.6629220622			0.2722150487			1.5229600783


						202644_s_at			TNFAIP3			-3.2747311982			-2.4987509071			0.7630400042			0.1573512528			1.5229600783


						211262_at			PACE4			-3.2694328617			-1.9690892717			0.6022724292			0.3047471576			1.5229600783


						210763_x_at			NCR3			-3.261373059			-2.1068208712			0.6459919896			0.286683214			1.5229600783


						206731_at			CNK2			-3.2561450028			-1.6945711595			0.5204225113			0.350212766			1.5229600783


						210928_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.2538575689			-1.7355420761			0.5333798543			0.2690711778			1.6270132514


						207915_at			MYCL2			-3.2516692342			-1.7961252681			0.5523702255			0.3115745025			1.6270132514


						34471_at			MYH8			-3.2410718451			-2.2458403589			0.6929313716			0.2797894737			1.6270132514


						208961_s_at			COPEB			-3.232829762			-2.1522880002			0.6657597704			0.2708831373			1.6270132514


						219302_s_at			CNTNAP2			-3.221917336			-1.9586279211			0.6079075646			0.3201814954			1.6270132514


						217214_s_at			SLC6A2			-3.2206991139			-2.0867092466			0.6479056791			0.2246022032			1.6270132514


						200727_s_at			ACTR2			-3.2153084097			-1.5402040762			0.4790221901			0.3603486485			1.6270132514


						205589_at			MYL3			-3.2089756491			-1.639605691			0.5109436376			0.2904772779			1.6270132514


						203808_at			AKT2			-3.2051447253			-2.2249328195			0.6941754617			0.2736671824			1.6270132514


						221615_at			PPIE			-3.1986925391			-2.1401424962			0.6690678989			0.2911888296			1.6270132514


						213988_s_at			SAT			-3.1867726734			-1.4664422581			0.4601653172			0.3854940786			1.6270132514


						210293_s_at			SEC23B			-3.1794057136			-1.4820613733			0.4661441498			0.3802420581			1.6270132514


						219735_s_at			LBP-9			-3.1747001848			-2.2465505419			0.7076417964			0.2421362144			1.6270132514


						205338_s_at			DCT			-3.1702607516			-1.2395304845			0.3909869192			0.4383836761			1.6270132514


						212161_at			AP2A2			-3.1681938002			-1.3431888665			0.4239604492			0.4038837209			1.6270132514


						213441_x_at			PDEF			-3.1658862943			-2.1730155581			0.6863845875			0.2312825778			1.6270132514


						211405_x_at			IFNA17			-3.1646793085			-1.4450561874			0.4566201016			0.3920140083			1.6270132514


						220941_s_at			C21orf91			-3.1634757636			-1.2530409036			0.3960962553			0.4101011507			1.6270132514


						207001_x_at			DSIPI			-3.160582974			-3.212612258			1.0164619263			0.1538476631			1.6270132514


						217144_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-3.1591745379			-1.5797923478			0.5000649153			0.3429176215			1.6270132514


						211587_x_at			CHRNA3			-3.1551897756			-1.9536579858			0.6191887413			0.2620319521			1.6270132514


						220265_at			GPR107			-3.1548853755			-2.1899528013			0.6941465507			0.2785149919			1.6270132514


						207021_at			ZPBP			-3.1419838371			-1.6306352451			0.5189826968			0.3521515613			1.6705939634


						219442_at			MGC3020			-3.1388161096			-1.7595561737			0.5605795664			0.3460517961			1.6705939634


						213232_at			KIAA1467			-3.1340313185			-2.0688264647			0.6601167169			0.2161591356			1.6705939634


						205456_at			CD3E			-3.1329590839			-1.7794585771			0.5679801521			0.3311838752			1.6705939634


						218319_at			PELI1			-3.1248352252			-1.5401929511			0.4928877333			0.3491431414			1.6705939634


						208106_x_at			PSG6			-3.1238476946			-1.3137068599			0.4205412646			0.4166242605			1.6705939634


						38710_at			FLJ20113			-3.1120705101			-0.9767774968			0.3138674055			0.5158241077			1.6705939634


						213169_at			SEMA5A			-3.1070535094			-2.1368179103			0.6877312875			0.2885053111			1.6705939634


						210682_at			LPO			-3.1068815173			-1.7207884766			0.5538635661			0.3096484667			1.6705939634


						206917_at			GNA13			-3.1064964322			-2.2593018548			0.7272829389			0.2749553431			1.6705939634


						215100_at			MGC12335			-3.0948501981			-0.9883020964			0.31933762			0.5082573606			1.6705939634


						212362_at			ATP2A2			-3.0889658732			-1.7796031954			0.5761161724			0.3184931507			1.6705939634


						211919_s_at			CXCR4			-3.0868966524			-1.721622894			0.5577196414			0.3389139965			1.6705939634


						37793_r_at			RAD51L3			-3.0829597366			-1.3197445247			0.4280771199			0.4210737765			1.6705939634


						202028_s_at			RPL38			-3.0769310765			-1.2415847568			0.4035139969			0.4056304884			1.6705939634


						217324_at			EPHB1			-3.0744963163			-2.0801555632			0.6765841781			0.2890487005			1.6705939634


						211439_at			SFRS7			-3.0721607115			-1.8222788742			0.5931587066			0.3127590017			1.7309414106


						205123_s_at			TMEFF1			-3.0713702616			-2.0236961602			0.6588903284			0.2810293174			1.7309414106


						205220_at			HM74			-3.0619969562			-2.4753710368			0.8084172101			0.2331557247			1.7309414106


						204268_at			S100A2			-3.0604445373			-2.1585696491			0.7053124547			0.2738578959			1.7309414106


						204038_s_at			EDG2			-3.059376009			-1.1675529739			0.3816310811			0.450417382			1.7309414106


						206199_at			CEACAM7			-3.0523962412			-2.0003851389			0.6553491031			0.3050330033			1.7309414106


						209114_at			TSPAN-1			-3.0488294741			-1.1879554224			0.389643118			0.4414715719			1.7309414106


						211863_x_at			HFE			-3.0435478314			-1.3485953767			0.4430997807			0.4144933201			1.7309414106


						216096_s_at			NRXN1			-3.0429176554			-1.863972555			0.6125609583			0.3113060862			1.7309414106


						214851_at			HNF4A			-3.0396116829			-1.9898829396			0.6546503788			0.2986725664			1.7309414106


						208497_x_at			NEUROG1			-3.0203242042			-2.0676622139			0.6845828706			0.3181858407			1.7309414106


						207998_s_at			CACNA1D			-3.0129612256			-1.7846988542			0.5923404652			0.303902477			1.7309414106


						202749_at			WRB			-3.005721838			-1.150763857			0.3828577357			0.45840873			1.7309414106


						214054_at			DOK2			-2.9962213484			-2.0103298831			0.6709550628			0.275033906			1.7309414106


						206579_at			ZNF192			-2.9957064879			-2.1212562564			0.7080988291			0.2902653705			1.7309414106


						204967_at			APXL			-2.992671619			-1.4398859248			0.4811372941			0.3868265828			1.9548442796


						220902_at			FLJ12616			-2.9895794071			-1.9466747792			0.6511533946			0.3391148325			1.9548442796


						214056_at			MCL1			-2.9888818048			-2.6709726546			0.8936360917			0.2473876594			1.9548442796


						208013_s_at			ACRV1			-2.987073961			-1.4682267835			0.4915267592			0.3961674651			1.9548442796


						204680_s_at			GFR			-2.9825181277			-1.2688251552			0.4254207689			0.4340590493			1.9548442796


						214759_at			WTAP			-2.9803081324			-1.6197578827			0.543486717			0.3567127345			1.9548442796


						210592_s_at			SAT			-2.9770029291			-1.3920048063			0.4675859713			0.4201676474			1.9548442796


						205983_at			DPEP1			-2.976947724			-1.5998808635			0.5374232307			0.3785554936			1.9548442796


						213561_at			ASF1A			-2.9658716582			-1.9425288804			0.6549605325			0.3186232382			1.9548442796


						221300_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.9651651994			-1.6931228803			0.5710045702			0.3536048245			1.9548442796


						208000_at			GML			-2.9638458846			-1.9074011442			0.6435561154			0.3323186362			1.9548442796


						204437_s_at			FOLR1			-2.9590131717			-2.0865956022			0.7051660405			0.3062912201			1.9548442796


						210197_at			ITPK1			-2.9589311004			-1.6034903649			0.5419154115			0.3592829077			1.9548442796


						207529_at			DEFA5			-2.9511405761			-2.20146974			0.745972509			0.3045026711			1.9548442796


						214569_at			IFNA5			-2.9486102571			-2.0124667226			0.682513641			0.2860290306			1.9548442796


						217395_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.946222447			-2.4264028937			0.823564051			0.293144208			1.9548442796


						221465_at			OR6A1			-2.9450502074			-2.1019974537			0.7137390896			0.2982092409			1.9548442796


						213819_s_at			FLOT1			-2.9428547894			-1.6477725837			0.5599231704			0.3225227712			1.9548442796


						206044_s_at			BRAF			-2.932264806			-1.3066873576			0.4456239269			0.4191797162			1.9548442796


						213418_at			HSPA6			-2.9228454345			-4.5304701991			1.5500204512			0.022698462			1.9548442796


						221173_at			USH1C			-2.922632743			-2.0790460042			0.7113606761			0.2014959901			1.9548442796


						209653_at			KPNA4			-2.9098717313			-1.6244993808			0.5582718177			0.3419436015			1.9548442796


						212283_at			AGRN			-2.9096965322			-2.0488007779			0.7041286798			0.2396644369			1.9548442796


						208180_s_at			HIST1H4H			-2.9076268042			-1.8901644936			0.6500712165			0.2613251482			1.9548442796


						201984_s_at			EGFR			-2.9068277408			-2.5749519374			0.8858288715			0.3037848606			1.9548442796


						215865_at			SYT12			-2.9039975064			-1.5355335875			0.5287654635			0.3339507106			1.9548442796


						211157_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.9009604785			-1.5258089074			0.5259668026			0.3845237004			1.9548442796


						207698_at			C6orf123			-2.8945400929			-1.7760459088			0.6135848362			0.2826303223			2.0525864936


						221032_s_at			TMPRSS5			-2.8937240153			-1.9182562306			0.6629022742			0.314120674			2.0525864936


						220340_at			FLJ13687			-2.8935633851			-1.9622475785			0.6781422479			0.3033919598			2.0525864936


						205143_at			CSPG3			-2.8900626797			-2.1685158302			0.7503352247			0.2848563545			2.0525864936


						219626_at			FLJ12649			-2.8881172037			-1.1727393242			0.4060566942			0.4479318927			2.0525864936


						218665_at			FZD4			-2.8863593927			-1.9055363623			0.6601867969			0.3335042354			2.0525864936


						214509_at			HIST1H3I			-2.8806756405			-1.7647585434			0.6126196641			0.2949318946			2.0525864936


						213055_at			CD47			-2.880378444			-1.7092376552			0.5934073207			0.3571049106			2.0525864936


						221469_at			GPR32			-2.8798742581			-1.4901949545			0.5174513958			0.3657806668			2.0525864936


						215659_at			PRO2521			-2.8782362103			-1.7874406884			0.621019457			0.2481169027			2.0525864936


						214416_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.8768654572			-1.9966691464			0.6940432829			0.3033614378			2.0525864936


						216698_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.8743657462			-1.4964685596			0.5206256586			0.3967739586			2.0525864936


						206191_at			ENTPD3			-2.872226741			-1.8642687836			0.6490674141			0.3285004143			2.0525864936


						219883_at			KCNK4			-2.8708196224			-2.1227286363			0.7394155382			0.3145833333			2.0525864936


						221006_s_at			SNX27			-2.870657022			-1.455942434			0.5071809077			0.3677761942			2.0525864936


						210462_at			BLZF1			-2.8656805892			-2.4221061893			0.8452115			0.2706065319			2.0525864936


						121_at			PAX8			-2.8606868858			-0.9268960156			0.3240116981			0.5393439295			2.0525864936


						210259_s_at			DLX4			-2.8593529105			-2.1518997456			0.7525827741			0.3096735349			2.0525864936


						221910_at			ETV1			-2.8574653076			-1.8740430086			0.6558410363			0.3515354255			2.0525864936


						220852_at			PRO1768			-2.8573090691			-1.6994292764			0.5947656467			0.3687059577			2.0525864936


						202147_s_at			IFRD1			-2.8543559907			-1.5963756362			0.5592769933			0.3477712556			2.0525864936


						201159_s_at			NMT1			-2.8537020518			-1.6345924084			0.5727971521			0.3602262494			2.0525864936


						215959_at			PPFIBP2			-2.8529684218			-0.9765231481			0.3422831955			0.5182923			2.0525864936


						203945_at			ARG2			-2.8518995159			-1.5799429437			0.5539967081			0.3106275576			2.0525864936


						216146_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.8507572611			-1.8424019729			0.646285111			0.3397116219			2.0525864936


						207908_at			KRT2A			-2.8475045455			-1.1952615562			0.4197575586			0.4554015759			2.0525864936


						215466_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.8462385602			-2.2762139674			0.79972705			0.2861292665			2.0525864936


						206625_at			RDS			-2.8445644587			-1.9297421116			0.6783963379			0.3047637113			2.0525864936


						214321_at			NOV			-2.8394128744			-2.0782081349			0.7319147397			0.282531153			2.0525864936


						208893_s_at			DUSP6			-2.8364791542			-1.5909752693			0.5608979241			0.3372892739			2.0525864936


						220571_at			PRDM11			-2.8342469782			-1.1600146935			0.4092849714			0.4708526226			2.0525864936


						216914_at			CDC25C			-2.8317081478			-1.5062037542			0.5319064238			0.3327294686			2.0525864936


						216431_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.8279169882			-1.5924172956			0.5631060962			0.3704743547			2.0525864936


						205566_at			ABHD2			-2.8225662551			-1.1333861555			0.4015445708			0.4747143025			2.0525864936


						201265_at			FTL			-2.820095004			-2.0081358022			0.7120809048			0.3308221515			2.0525864936


						221546_at			PRPF18			-2.8185779267			-1.7744836647			0.6295670054			0.3334510025			2.0525864936


						217744_s_at			PIGPC1			-2.818338635			-1.9710268059			0.699357693			0.3844758065			2.0525864936


						206936_x_at			NDUFC2			-2.8151732152			-1.1682965774			0.414999891			0.4716042155			2.0525864936


						220536_at			C14orf115			-2.8137854155			-1.5194078499			0.5399871083			0.325228833			2.0525864936


						217120_s_at			CRSP2			-2.8098475876			-1.5327930642			0.5455075467			0.3730272266			2.0525864936


						203455_s_at			SAT			-2.8092956299			-1.0997604112			0.3914719403			0.4750217511			2.0525864936


						220067_at			SPTBN5			-2.8088654322			-2.0195522842			0.7189921814			0.3151139439			2.0525864936


						220309_at			FLJ20619			-2.8041441544			-1.8444616157			0.6577627662			0.2684267436			2.0525864936


						205797_s_at			FLJ11336			-2.8039521085			-1.6533854642			0.5896625192			0.3837746305			2.0525864936


						208241_at			NRG1			-2.8013254635			-1.5967082839			0.56998314			0.382290109			2.2112589189


						204876_at			KIAA0296			-2.7986107462			-1.638645589			0.5855210808			0.3793904959			2.2112589189


						221490_at			UBAP1			-2.7974982204			-1.0820754356			0.3868011167			0.4748853594			2.2112589189


						206463_s_at			DHRS2			-2.7955627204			-1.3608795359			0.4867998582			0.4118242001			2.2112589189


						220781_at			11/30/00			-2.7952511032			-2.0872605331			0.7467166476			0.3388238626			2.2112589189


						206031_s_at			USP5			-2.7872007824			-0.9616878618			0.345037167			0.5161192086			2.2112589189


						205975_s_at			HOXD1			-2.7857614079			-1.1685587474			0.4194755316			0.4528877759			2.2112589189


						200761_s_at			JWA			-2.7826179908			-0.9516706952			0.3420055136			0.520928128			2.2112589189


						215078_at			SOD2			-2.7797344392			-1.5041717304			0.5411206586			0.3582349863			2.2112589189


						212972_x_at			FLJ14001			-2.7770194678			-1.4555716229			0.5241488725			0.3846254174			2.2112589189


						218062_x_at			CDC42EP4			-2.7741282887			-1.1980324325			0.4318590591			0.460441989			2.2112589189


						202981_x_at			SIAH1			-2.7729195504			-1.0940321723			0.3945416203			0.4724445425			2.2112589189


						220881_at			PRO1787			-2.7695114626			-1.9998279787			0.7220869116			0.3570770244			2.2112589189


						208156_x_at			EPPK1			-2.7686388894			-1.9170745183			0.6924249044			0.3586165049			2.2112589189


						208205_at			PCDHA3			-2.7671807904			-2.1260555086			0.7683110247			0.3084277003			2.2112589189


						205716_at			MCFP			-2.7663009255			-1.0198579122			0.3686720786			0.4961313101			2.2112589189


						205261_at			PGC			-2.7623865558			-1.7016416002			0.6160041565			0.3785236718			2.2112589189


						211188_at			CD84			-2.7603009478			-1.9159925904			0.6941245272			0.3327904452			2.2112589189


						220048_at			EDAR			-2.7593045996			-1.1790918658			0.4273148626			0.4696240207			2.2112589189


						210345_s_at			DNAH9			-2.7557235925			-1.9050918902			0.6913218348			0.3535607888			2.2112589189


						211402_x_at			NR6A1			-2.7508087926			-1.9887839141			0.7229815171			0.3278882576			2.2112589189


						210753_s_at			EPHB1			-2.7463020207			-1.5215645872			0.5540412437			0.3277896179			2.2112589189


						220869_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.7449815384			-2.0801775962			0.7578111426			0.3250923483			2.2112589189


						218595_s_at			FLJ10359			-2.7429323934			-0.9251975515			0.3373023534			0.5266554749			2.2112589189


						219227_at			FLJ14166			-2.7412786784			-2.0711647208			0.7555469413			0.32859375			2.2112589189


						214922_at			BA526D8.4			-2.7390266352			-1.8898284462			0.6899635155			0.2919208646			2.2112589189


						205654_at			C4BPA			-2.7326346738			-2.0467651277			0.7490079619			0.3364928031			2.2112589189


						207211_at			USP2			-2.7300335304			-1.8163715131			0.6653293789			0.3403919898			2.2112589189


						203961_at			NEBL			-2.7273672258			-1.9218138272			0.7046406545			0.3561405478			2.2112589189


						213875_x_at			C6orf62			-2.7241171952			-1.2336405041			0.452858822			0.4492674986			2.2112589189


						205522_at			HOXD4			-2.7172978006			-1.9403081127			0.7140579558			0.343753195			2.6139882016


						220701_at			C14orf107			-2.7138745906			-1.81416561			0.6684780558			0.2930597015			2.6139882016


						208763_s_at			DSIPI			-2.7128091612			-2.4100331753			0.8883902376			0.2966437469			2.6139882016


						211426_x_at			GNAQ			-2.7083792411			-1.4063816018			0.5192705588			0.4202313331			2.6139882016


						217676_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.7070692973			-2.0062461778			0.7411137128			0.363155304			2.6139882016


						206947_at			B3GALT5			-2.7063031891			-2.0894904188			0.7720829016			0.3379931179			2.6139882016


						208244_at			BMP3			-2.7061933032			-1.7022181034			0.6290083201			0.3337288638			2.6139882016


						214883_at			THRA			-2.7011481854			-1.6527511272			0.6118698471			0.3184739789			2.6139882016


						205942_s_at			SAH			-2.6999658778			-1.4544823597			0.5387039783			0.3258771685			2.6139882016


						215796_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.699889563			-1.8209412099			0.6744502571			0.3117247835			2.6139882016


						221871_s_at			TFG			-2.6989732214			-1.7004345563			0.6300301696			0.3513900245			2.6139882016


						216015_s_at			CIAS1			-2.6972154594			-2.374342623			0.8802940138			0.2174212863			2.6139882016


						215748_at			FLJ33790			-2.6947338832			-2.3378794634			0.8675734098			0.2392769026			2.6139882016


						206861_s_at			CGGBP1			-2.6898939236			-0.9679979965			0.3598647471			0.528024708			2.6139882016


						208570_at			WNT1			-2.6885088599			-1.9697411191			0.7326518981			0.3711244316			2.6139882016


						91920_at			BCAN			-2.682216623			-1.2114092654			0.451644828			0.4474892954			2.6139882016


						201124_at			ITGB5			-2.6820877049			-1.479160469			0.5514959359			0.40518008			2.6139882016


						209728_at			HLA-DRB3			-2.6786316307			-3.7252774079			1.3907389748			0.0208475481			2.6139882016


						212164_at			C1orf37			-2.6783364676			-0.9499637045			0.3546842288			0.5328837468			2.6139882016


						210246_s_at			ABCC8			-2.6779687993			-1.4331112461			0.5351485971			0.3937438746			2.6139882016


						219649_at			ALG6			-2.677632352			-0.7972709292			0.2977522021			0.5764455423			2.6139882016


						216871_at			HIP14			-2.6759358028			-2.0316875981			0.7592437741			0.321290144			2.6139882016


						89977_at			FLJ20581			-2.6740972979			-1.6666277323			0.6232487253			0.379030607			2.6139882016


						216838_at			LOC92249			-2.6737515003			-1.8291446226			0.6841116769			0.3385387926			2.6139882016


						36004_at			IKBKG			-2.6735662345			-0.8427217985			0.3152051322			0.5527052239			2.6139882016


						221489_s_at			SPRY4			-2.6730848067			-1.984491697			0.742397582			0.3384969757			2.6139882016


						203502_at			BPGM			-2.6720548721			-1.007997995			0.3772370117			0.4960729942			2.6139882016


						220446_s_at			CHST4			-2.6693869462			-1.0124537511			0.379283248			0.5133891859			2.6139882016


						220749_at			FLJ13031			-2.6678202401			-1.9237566251			0.7210967951			0.3336291453			2.6139882016


						208844_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.6657888491			-1.6228001487			0.6087504452			0.3734541395			2.6139882016


						210988_s_at			HTCD37			-2.6614720267			-1.0361182973			0.3893027193			0.4994757811			2.6139882016


						207665_at			ADAM21			-2.6599860983			-1.4376618141			0.5404771909			0.4120150141			2.6139882016


						219026_s_at			RASAL2			-2.6594106558			-1.4527434757			0.5462651932			0.3179347826			2.6139882016


						204952_at			C4.4A			-2.6581859867			-1.2971084547			0.4879675317			0.3866721273			2.6139882016


						208382_s_at			DMC1			-2.6564718587			-1.6606970788			0.6251513914			0.3771228017			2.6139882016


						210849_s_at			VPS41			-2.653806228			-0.8420303529			0.3172915731			0.5590676027			2.6139882016


						206225_at			KIAA1084			-2.6526360185			-1.540904648			0.5808956213			0.3739113378			2.6139882016


						209443_at			SERPINA3			-2.6512392372			-1.0749979237			0.4054699812			0.4854716138			2.6139882016


						211372_s_at			IL1R2			-2.6497743985			-2.2780703028			0.8597223613			0.1313861253			2.6139882016


						207009_at			PHOX2B			-2.6437148334			-1.7126780147			0.6478300886			0.3584308912			2.6139882016


						214813_at			ZNF75			-2.6408709816			-2.0298534629			0.768630303			0.3260475944			2.6139882016


						203810_at			DNAJB4			-2.6396679019			-1.2543811641			0.4752041585			0.3868222761			2.6139882016


						221084_at			HTR3B			-2.6395858797			-1.8284985155			0.692721737			0.4109680284			2.6139882016


						215286_s_at			PHTF2			-2.6348181768			-2.1258501497			0.8068299241			0.3354237932			2.6139882016


						207834_at			FBLN1			-2.63250719			-1.9870271791			0.7548040843			0.2787779414			2.8572113162


						207795_s_at			KLRD1			-2.6324837802			-1.9846918325			0.7539236699			0.3107325383			2.8572113162


						205426_s_at			HIP1			-2.6321820081			-1.9709846051			0.7488025521			0.3548016701			2.8572113162


						221482_s_at			ARPP-19			-2.6314196771			-0.8633835173			0.3281055944			0.5543643539			2.8572113162


						210752_s_at			TCFL4			-2.6308657051			-1.4601291364			0.5549994945			0.4115498519			2.8572113162


						219946_x_at			MYH14			-2.6236114916			-1.9695488171			0.750701399			0.3267880364			2.8572113162


						214849_at			C6orf69			-2.6229374155			-0.9472603944			0.361144871			0.5221285171			2.8572113162


						219572_at			CADPS2			-2.6228578013			-1.9024668728			0.7253412182			0.3923924449			2.8572113162


						221382_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.6226045778			-1.8146228802			0.6919163093			0.2874069615			2.8572113162


						220660_at			EST-YD1			-2.6220528629			-1.2768297584			0.4869580536			0.442818649			2.8572113162


						210796_x_at			SIGLEC6			-2.621574504			-0.9338871711			0.3562314059			0.5383770662			2.8572113162


						209992_at			PFKFB2			-2.6167022838			-1.5372414892			0.5874728274			0.3565630568			2.8572113162


						213921_at			SST			-2.6162154988			-2.1654711971			0.827711325			0.3422081094			2.8572113162


						205643_s_at			PPP2R2B			-2.6145855987			-1.2949613446			0.4952835911			0.4396597791			2.8572113162


						33323_r_at			SFN			-2.6141255956			-1.0462978461			0.400247734			0.4509255994			2.8572113162


						209895_at			PTPN11			-2.610291562			-1.2411732362			0.4754921842			0.4507844602			2.8572113162


						215115_x_at			NTRK3			-2.6088608941			-1.3341968731			0.5114097406			0.4283510937			2.8572113162


						221402_at			OR1F1			-2.608841098			-1.1556180141			0.4429622084			0.4811965812			2.8572113162


						209712_at			SLC35D1			-2.6084914964			-0.9847823403			0.3775294424			0.5246852314			2.8572113162


						219588_s_at			FLJ20311			-2.6074343565			-1.2096420631			0.4639204282			0.4339270226			2.8572113162


						215788_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.6072799177			-1.410028173			0.5408042932			0.4073804457			2.8572113162


						206104_at			ISL1			-2.6063497381			-1.828459317			0.7015402769			0.3577154309			2.8572113162


						208314_at			RRH			-2.6053711649			-1.9800905314			0.7600032418			0.3475249066			2.8572113162


						215206_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.6044065825			-2.2523719675			0.8648311606			0.3017778224			2.8572113162


						215518_at			KIAA1006			-2.6017031501			-0.9153767453			0.3518375051			0.5442550852			2.8572113162


						211583_x_at			NCR3			-2.6011740738			-1.5726826304			0.6046049152			0.2915890751			2.8572113162


						216488_s_at			ATP11A			-2.6002910049			-1.9654781628			0.755868539			0.2243799886			2.8572113162


						204259_at			MMP7			-2.6001451795			-3.0592530768			1.1765701011			0.0540891792			2.8572113162


						214838_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.5973449291			-1.1464352282			0.4413873627			0.4838625363			2.8572113162


						215622_x_at			PHF7			-2.5913851717			-1.3477415368			0.5200853781			0.4447705579			2.8572113162


						220544_at			TSKS			-2.5913219036			-1.6616328981			0.6412298278			0.3489562425			2.8572113162


						210399_x_at			FUT6			-2.5894417259			-1.7492312542			0.6755244718			0.3897273195			2.8572113162


						206511_s_at			SIX2			-2.5886611079			-1.103276588			0.4261958372			0.4947106409			2.8572113162


						203903_s_at			HEPH			-2.5878918671			-1.8672659421			0.7215393989			0.3482098664			2.8572113162


						214885_at			MYST1			-2.5864202998			-1.322091578			0.5111665641			0.414455415			2.8572113162


						200979_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.5861982197			-0.8442025887			0.3264260961			0.5635735473			2.8572113162


						208960_s_at			COPEB			-2.5852298848			-1.8055333032			0.6984033852			0.3457184263			2.8572113162


						204309_at			CYP11A1			-2.5841118006			-1.5718269357			0.6082658403			0.352205006			2.8572113162


						211410_x_at			KIR2DL5			-2.5809219237			-1.6461561656			0.6378171112			0.3782934585			2.8572113162


						214230_at			CDC42			-2.5744945148			-2.0535926545			0.7976682967			0.2308968136			2.8572113162


						203312_x_at			ARF6			-2.5735482773			-0.8618879439			0.3349025746			0.542698589			2.8572113162


						212365_at			MYO1B			-2.5735112961			-1.0411702433			0.4045718567			0.4981679671			2.8572113162


						202628_s_at			SERPINE1			-2.5717195106			-3.0724076532			1.1946900276			0.2675276753			2.8572113162


						203007_x_at			LYPLA1			-2.5702923674			-1.074716953			0.4181302355			0.4955372544			2.8572113162


						202213_s_at			CUL4B			-2.5642451401			-0.8345853787			0.3254702001			0.5588211708			2.8572113162


						205831_at			CD2			-2.5622724185			-1.8981449618			0.7408052899			0.3345363482			2.8572113162


						208409_at			SLC14A2			-2.5588355425			-1.7106061878			0.6685096246			0.3188325991			2.8572113162


						221036_s_at			PSFL			-2.5587591342			-0.8531509334			0.3334236982			0.5564792907			2.8572113162


						204311_at			ATP1B2			-2.5559312439			-1.7907797664			0.700636909			0.3647467819			2.8572113162


						204285_s_at			PMAIP1			-2.5548930148			-1.9602738851			0.7672626109			0.2831455871			2.8572113162


						221209_s_at			OTOR			-2.5513230721			-1.7007587745			0.6666183492			0.3667013798			2.8572113162


						204602_at			DKK1			-2.5511641678			-1.6818998513			0.6592675895			0.3462046601			2.8572113162


						215688_at			RASGRF1			-2.5482591217			-1.0014874562			0.3930084848			0.4976359746			2.8572113162


						213960_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.5473166929			-2.037918079			0.8000254089			0.341683158			2.8572113162


						202908_at			WFS1			-2.5471048539			-0.9290159459			0.3647340801			0.5337290404			2.8572113162


						220213_at			C20orf17			-2.5451910681			-1.7590506723			0.6911271591			0.3554720576			2.8572113162


						216363_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.5442972625			-1.7938336265			0.7050408979			0.356332816			2.8572113162


						58900_at			LOC51619			-2.5439728746			-0.9210277082			0.3620430538			0.5399092468			2.8572113162


						218122_s_at			SENP2			-2.5433113252			-0.9174978709			0.3607493357			0.5211879754			2.8572113162


						207216_at			TNFSF8			-2.5432920006			-1.5541616969			0.611082682			0.3826127383			2.8572113162


						210614_at			TTPA			-2.5393896238			-1.9466148111			0.7665679945			0.3709170094			2.8572113162


						208059_at			CCR8			-2.537537687			-1.598156621			0.6298060633			0.4002342419			2.8572113162


						215356_at			FLJ13072			-2.5366083394			-0.9688810927			0.3819592791			0.505003574			2.8572113162


						216293_at			CLTA			-2.5358007568			-1.5804053178			0.623237182			0.3572946816			2.8572113162


						205294_at			BAIAP2			-2.5346569642			-1.134517459			0.4476019734			0.4913004298			2.8572113162


						210775_x_at			CASP9			-2.5311264892			-0.8531589557			0.3370668986			0.5581540047			2.8572113162


						217441_at			USP33			-2.5302316052			-2.0672986713			0.8170393046			0.3697138427			2.8572113162


						221346_at			OR10J1			-2.5261712348			-1.6718052887			0.6617941277			0.3979967873			3.0334708917


						215525_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.524751536			-1.3375019793			0.529755883			0.4346895075			3.0334708917


						211203_s_at			CNTN1			-2.5232876716			-1.6407562383			0.6502454146			0.328697644			3.0334708917


						221817_at			DOLPP1			-2.5198272276			-0.7669147599			0.3043521205			0.5888829928			3.0334708917


						218655_s_at			FLJ20291			-2.519792536			-0.7602195048			0.3016992446			0.5825061305			3.0334708917


						205404_at			HSD11B1			-2.5187806791			-1.8430651793			0.7317291238			0.361497545			3.0334708917


						201559_s_at			CLIC4			-2.5177136371			-1.7459615255			0.6934710523			0.3639526792			3.0334708917


						215452_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.5152393788			-0.9138245201			0.3633151293			0.5445091785			3.0334708917


						206035_at			REL			-2.5141419786			-2.0918987356			0.8320527454			0.2498027769			3.0334708917


						214516_at			HIST1H4B			-2.5130222107			-1.547104733			0.6156351211			0.3187729811			3.0334708917


						218711_s_at			SDPR			-2.5120813216			-1.3991790263			0.5569799888			0.4012612351			3.0334708917


						220686_s_at			PIWIL2			-2.5109558694			-0.9596899138			0.3822010277			0.5273155573			3.0334708917


						207504_at			CA7			-2.5105762479			-1.3146884147			0.5236600226			0.436897053			3.0334708917


						203074_at			ANXA8			-2.5048119248			-1.0293600338			0.4109530235			0.5104154578			3.0334708917


						216750_at			APBB2			-2.5042421989			-1.0974995738			0.4382561616			0.5010178178			3.0334708917


						216692_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.5040411367			-1.8762499013			0.7492887692			0.3542827298			3.0334708917


						217739_s_at			PBEF			-2.503602632			-1.6365707533			0.6536863048			0.2605755194			3.0334708917


						217155_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.5026969643			-1.9168788134			0.7659252561			0.1899650781			3.0334708917


						216402_at			SEC14L4			-2.5026755556			-1.7031354611			0.6805258705			0.4037970192			3.0334708917


						220705_s_at			ADAMTS7			-2.5023794704			-1.7199539456			0.6873273882			0.4057142857			3.0334708917


						216118_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.5017159121			-2.0728257922			0.8285616213			0.3224113331			3.0334708917


						211559_s_at			CCNG2			-2.5015396257			-2.0615938482			0.8241299986			0.3298311203			3.0334708917


						208036_at			OPN1SW			-2.5009160959			-1.5026164488			0.6008264137			0.338422769			3.0334708917


						215125_s_at			UGT1A10			-2.4995314422			-1.5061953528			0.6025910806			0.3883776414			3.0334708917


						221962_s_at			UBE2H			-2.4985816709			-1.6140096865			0.645970354			0.2974941995			3.0334708917


						205575_at			CRF			-2.4985117996			-1.8235207048			0.7298427428			0.2981549582			3.0334708917


						215975_x_at			GK			-2.4976729976			-1.8781202335			0.7519480073			0.3567038844			3.0334708917


						221516_s_at			FLJ20232			-2.4975622828			-1.0489099756			0.4199735009			0.4865240544			3.0334708917


						204154_at			CDO1			-2.4972696589			-1.5767775527			0.6314005967			0.4106152402			3.0334708917


						210199_at			CRYAA			-2.4970832464			-1.6478820893			0.6599227685			0.2745349583			3.0334708917


						209660_at			TTR			-2.4963293601			-1.5849205231			0.6349004056			0.4002552391			3.0334708917


						208203_x_at			KIR2DS3			-2.4960443478			-1.0541267473			0.4223189176			0.4929617117			3.0334708917


						211364_at			MTAP			-2.4954673441			-1.0787780786			0.4322950092			0.4932204597			3.0334708917


						1494_f_at			CYP2A6			-2.4951729067			-1.2935136315			0.518406411			0.4437831028			3.0334708917


						204052_s_at			SFRP4			-2.4950863409			-1.9722606046			0.790457858			0.324382716			3.0334708917


						203130_s_at			KIF5C			-2.4930240205			-2.3256672185			0.9328699601			0.3942185802			3.0334708917


						219584_at			PLA1A			-2.492817081			-1.3088795136			0.525060392			0.3867292225			3.0334708917


						212354_at			SULF1			-2.4916963899			-2.1151006161			0.8488596864			0.1287868063			3.0334708917


						216504_s_at			BIGM103			-2.491292891			-1.0732685978			0.4308078756			0.4836420067			3.0334708917


						221862_at			KIAA1193			-2.4906566391			-1.7211271413			0.6910334866			0.3477783058			3.0334708917


						216663_s_at			ZMYND10			-2.4891174063			-1.6267381583			0.6535401481			0.3535591494			3.0334708917


						217065_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.4890561636			-2.0365028335			0.8181827567			0.3749410841			3.0334708917


						202142_at			COP9			-2.4884752158			-1.1185247804			0.4494819853			0.4468988518			3.0334708917


						202499_s_at			SLC2A3			-2.4883555603			-1.5340021515			0.6164722502			0.3617362273			3.0334708917


						206719_at			SYNGR4			-2.4879746105			-1.9065029126			0.7662871255			0.3816474526			3.0334708917


						201874_at			FLJ21047			-2.4826645061			-0.9352656503			0.3767185006			0.5236109254			3.0334708917


						220441_at			FLJ13236			-2.4817818994			-1.8639713543			0.7510617088			0.3675974964			3.0334708917


						212002_at			DKFZp566C0424			-2.4810627476			-1.0548933875			0.4251780365			0.4970753876			3.0334708917


						217125_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.4809224047			-2.0160391372			0.8126167644			0.3045401875			3.0334708917


						204167_at			BTD			-2.4801440648			-1.8621328554			0.7508164069			0.390736053			3.0334708917


						204637_at			CGA			-2.4789756257			-1.8811631486			0.7588469726			0.3100494861			3.0334708917


						218033_s_at			SNN			-2.4768383937			-1.8305492416			0.7390668871			0.3730784391			3.0334708917


						213823_at			HOXA11			-2.4767106679			-1.2398129189			0.5005885164			0.446961895			3.0334708917


						204392_at			CAMK1			-2.4765613118			-1.6599670049			0.6702709103			0.3201692525			3.0334708917


						209647_s_at			SOCS5			-2.4763373332			-1.0365430978			0.4185791184			0.4792532893			3.0334708917


						204286_s_at			PMAIP1			-2.4722616409			-1.8020657011			0.7289138299			0.2947292429			3.0334708917


						204505_s_at			EPB49			-2.472042322			-0.9499753611			0.3842876607			0.5282493282			3.0334708917


						215226_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.4707836127			-1.8307313575			0.7409517159			0.3964713715			3.0334708917


						217249_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.4694259495			-0.8529793146			0.3454160327			0.5558418878			3.0334708917


						216046_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.4664852288			-1.4412532516			0.58433484			0.4224045186			3.0334708917


						205567_at			CHST1			-2.4655269871			-1.2076230381			0.4898032122			0.4554061262			3.0334708917


						218439_s_at			PTD002			-2.464294265			-1.1167062077			0.4531545699			0.4544215412			3.0334708917


						207400_at			NPY5R			-2.4642660789			-1.8627275229			0.7558954525			0.3480911734			3.0334708917


						36907_at			MVK			-2.4632503809			-1.024884242			0.4160698603			0.4999626047			3.0334708917


						220599_s_at			CARD14			-2.4624796146			-1.5739648488			0.639178834			0.4019575856			3.0334708917


						206281_at			ADCYAP1			-2.4603523057			-1.4025826965			0.5700739253			0.4167577314			3.0334708917


						206165_s_at			CLCA2			-2.4602241405			-1.3820844222			0.5617717506			0.4059365404			3.0334708917


						217052_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.4593698129			-1.3402532223			0.5449579869			0.4110615612			3.0334708917


						206176_at			BMP6			-2.4558404864			-1.999049279			0.8139980142			0.3451259472			3.0334708917


						217173_s_at			LDLR			-2.4548968933			-1.5606143604			0.6357148297			0.3176695966			3.0334708917


						207265_s_at			KDELR3			-2.4540100074			-1.1088780436			0.4518637007			0.4986407767			3.0334708917


						216126_at			MGC39821			-2.4530228908			-1.6373722699			0.667491639			0.4277396714			3.0334708917


						215476_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.4530014183			-0.8632170582			0.3519023886			0.5655629139			3.0334708917


						210608_s_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.4526913441			-1.1621819502			0.4738394633			0.4834845049			3.0334708917


						201116_s_at			CPE			-2.4511202478			-1.1753811065			0.479528129			0.4097134761			3.0334708917


						205209_at			ACVR1B			-2.4494016522			-1.8986217488			0.7751369593			0.2428087986			3.0334708917


						206662_at			GLRX			-2.4489216914			-1.2452792781			0.5085010609			0.4004668379			3.0334708917


						203443_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.4486400615			-1.6076274375			0.6565388939			0.3779301547			3.0334708917


						211260_at			BMP7			-2.4481135987			-0.9696429504			0.3960775966			0.5360396767			3.0334708917


						216090_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.445147025			-1.7521411984			0.716579077			0.3696074965			3.0334708917


						208124_s_at			SEMA4F			-2.4446246054			-1.2364711585			0.5057918323			0.4642189137			3.0334708917


						208182_x_at			IFNA14			-2.443573369			-1.3406873682			0.5486585282			0.4382119972			3.0334708917


						201580_s_at			DJ971N18.2			-2.4430238735			-1.1472276312			0.4695932953			0.4777964703			3.0334708917


						211524_at			NFKB2			-2.4425055736			-1.673431234			0.6851289316			0.3336516425			3.0334708917


						206157_at			PTX3			-2.4424965305			-1.7999517761			0.7369311496			0.2575377308			3.0334708917


						207022_s_at			LDHC			-2.4423679473			-1.4531301113			0.5949677291			0.3920328656			3.0334708917


						220987_s_at			SNARK			-2.4421868005			-1.1803567134			0.483319586			0.4000895125			3.0334708917


						214421_x_at			CYP2C9			-2.4415145128			-1.3427782119			0.5499775671			0.4245867769			3.0334708917


						217741_s_at			ZNF216			-2.4414937067			-1.3934123675			0.5707212612			0.4203795865			3.0334708917


						216832_at			CBFA2T1			-2.4414532105			-1.8268669103			0.7482702935			0.4050355633			3.0334708917


						212949_at			BRRN1			-2.4402525692			-1.7905564254			0.7337586478			0.3674370017			3.0334708917


						210739_x_at			SLC4A4			-2.4396543054			-0.9066817592			0.3716435387			0.5513148114			3.0334708917


						203824_at			TM4SF3			-2.4381519376			-1.8719982187			0.7677939138			0.3765574527			3.0334708917


						207116_s_at			GAPDS			-2.4372146915			-1.5563920931			0.6385945803			0.3984439265			3.0334708917


						220435_at			DKFZp547M236			-2.4368717846			-1.6547973216			0.6790662242			0.3699426837			3.0334708917


						207376_at			VENTX2			-2.436251275			-1.2021159302			0.4934285484			0.4777212362			3.0334708917


						220158_at			PPL13			-2.434246936			-1.1648402041			0.4785217912			0.4850164601			3.0334708917


						208337_s_at			NR5A2			-2.4260283571			-1.8076024342			0.7450871004			0.3873848841			3.3733651007


						212574_x_at			C19orf6			-2.4258272872			-1.3395692861			0.5522113191			0.426701427			3.3733651007


						213966_at			HMG20B			-2.4257337294			-1.9357455892			0.7980041526			0.3874446903			3.3733651007


						218171_at			VPS4B			-2.4256717157			-0.8574396842			0.3534854608			0.5540569392			3.3733651007


						212928_at			TSPYL4			-2.4207446631			-1.2483142043			0.5156736368			0.4217479675			3.3733651007


						201308_s_at			FLJ10849			-2.4199624251			-2.0714098782			0.8559677856			0.3549625029			3.3733651007


						200713_s_at			MAPRE1			-2.4199583647			-1.0254321259			0.4237395737			0.4940195405			3.3733651007


						222106_at			PRND			-2.4107804175			-1.8553526813			0.7696066667			0.4224004139			3.3733651007


						201151_s_at			MBNL1			-2.4103684869			-1.5719068815			0.6521438071			0.4047847426			3.3733651007


						208026_at			HIST1H4F			-2.4090198775			-1.7399524633			0.7222657146			0.3438968139			3.3733651007


						207039_at			CDKN2A			-2.4058735316			-1.6247836524			0.6753404246			0.3485897864			3.3733651007


						209816_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.4053183787			-2.0496992733			0.8521530004			0.3787282117			3.3733651007


						216955_at			TAF1			-2.4052684708			-1.2136140256			0.5045648917			0.4796759522			3.3733651007


						207649_at			KRTHA7			-2.4051731859			-1.7866411895			0.7428326575			0.3793091929			3.3733651007


						213265_at			PGA5			-2.4050398666			-1.5868355786			0.6597959563			0.3972199397			3.3733651007


						204397_at			EML2			-2.4038485552			-1.7517444404			0.7287249592			0.3705889874			3.3733651007


						217305_s_at			SAC			-2.4023008195			-1.5457302533			0.643437425			0.3901802657			3.3733651007


						210702_s_at			PTGIS			-2.4016923379			-1.5542856946			0.6471626986			0.2940386681			3.3733651007


						221991_at			NXPH3			-2.4016155614			-1.106718667			0.4608225749			0.4844633445			3.3733651007


						201772_at			OAZIN			-2.4001880834			-1.3432317869			0.5596360536			0.4196169501			3.3733651007


						218566_s_at			CHORDC1			-2.3942333689			-1.3814243657			0.5769798315			0.3599426179			3.3733651007


						210440_s_at			CDC14A			-2.393599618			-1.4088720622			0.5885997189			0.4222483707			3.3733651007


						209797_at			TMEM4			-2.3935342382			-1.031394694			0.4309086862			0.5185732288			3.3733651007


						220883_at			PRO2012			-2.3933746887			-1.8872167768			0.7885170616			0.3801345609			3.3733651007


						215150_at			DKFZp451J1719			-2.393293293			-1.6811007761			0.7024215465			0.3758573878			3.3733651007


						220224_at			HAO1			-2.393176529			-1.9599095774			0.8189573789			0.4114291713			3.3733651007


						210768_x_at			LOC54499			-2.3929983018			-0.9557850475			0.3994089953			0.5112974125			3.3733651007


						212907_at			SLC30A1			-2.392371919			-2.6055347519			1.0891010429			0.1362772209			3.3733651007


						201187_s_at			ITPR3			-2.39160997			-1.2009134461			0.5021359925			0.4753825271			3.3733651007


						208134_x_at			PSG2			-2.3909964571			-1.3791894811			0.5768262337			0.3886010363			3.3733651007


						201695_s_at			NP			-2.3866106455			-1.0888973859			0.4562526309			0.4701174801			3.3733651007


						208076_at			HIST1H4D			-2.3865468476			-1.1304994506			0.4736967354			0.4938690321			3.3733651007


						207602_at			HAT			-2.3861602626			-2.0296572398			0.8505955244			0.3784430901			3.3733651007


						208191_x_at			PSG4			-2.3839967996			-1.6386876316			0.6873698957			0.3948957965			3.3733651007


						211205_x_at			PIP5K1A			-2.3828987226			-0.9087578253			0.3813665334			0.5294183113			3.3733651007


						203672_x_at			TPMT			-2.3815120485			-1.0439124316			0.4383401849			0.5203531014			3.3733651007


						213519_s_at			LAMA2			-2.3787110485			-1.5420429581			0.648268296			0.2920111868			3.3733651007


						201712_s_at			RANBP2			-2.378566118			-0.8483074829			0.3566465849			0.5662046294			3.3733651007


						217061_s_at			ETV1			-2.3785642973			-1.6628723495			0.6991075883			0.3741098275			3.3733651007


						206319_s_at			SPINLW1			-2.3784720303			-1.8251076732			0.7673446019			0.4091358839			3.3733651007


						207583_at			ABCD2			-2.376902168			-1.9039658171			0.8010282639			0.2719853431			3.3733651007


						208110_x_at			TCBAP0758			-2.3760234632			-0.9848640206			0.4145009659			0.5278187178			3.3733651007


						205698_s_at			MAP2K6			-2.3759745764			-0.9218767989			0.3879994374			0.5053699997			3.3733651007


						202058_s_at			KPNA1			-2.3754039088			-0.9364927364			0.394245683			0.5422350819			3.3733651007


						208126_s_at			CYP2C18			-2.3753516119			-1.5693433691			0.6606783439			0.3944331659			3.3733651007


						216493_s_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.3751041215			-1.605783741			0.6760898297			0.4171893375			3.3733651007


						207725_at			POU4F2			-2.3740420622			-1.3124748081			0.5528439572			0.4492044064			3.3733651007


						208235_x_at			GAGE4			-2.3719262797			-1.347969251			0.5683014951			0.4429515419			3.3733651007


						219205_at			SRR			-2.3706158301			-0.7390589348			0.3117582045			0.604181317			3.3733651007


						220122_at			FLJ22344			-2.3702831543			-1.1312708992			0.4772724715			0.4306360792			3.3733651007


						220469_at			FLJ13241			-2.3700904266			-1.2224272822			0.515772423			0.4158557527			3.3733651007


						213544_at			ING1L			-2.3691332031			-1.9235328878			0.8119141994			0.3988846154			3.3733651007


						206667_s_at			SCAMP1			-2.36832233			-1.5296704728			0.6458877888			0.4154216467			3.3733651007


						214479_at			GFRA3			-2.366799084			-1.3635029719			0.5760957832			0.3891296157			3.3733651007


						213406_at			WSB1			-2.3663110036			-1.5873631256			0.6708176242			0.3888191671			3.3733651007


						214944_at			KIAA0931			-2.3660138171			-1.6824512073			0.7110910322			0.3754229641			3.3733651007


						204093_at			CCNH			-2.3656309438			-0.9742217665			0.4118232259			0.510775711			3.3733651007


						220639_at			FLJ22800			-2.3646386453			-1.7448118235			0.7378767267			0.4029622063			3.3733651007


						209300_s_at			DKFZP566B183			-2.3642900718			-1.125854508			0.4761913614			0.4654221785			3.3733651007


						200921_s_at			BTG1			-2.363623379			-1.2016061309			0.5083746174			0.4194772074			3.3733651007


						209003_at			SLC25A11			-2.3608914292			-0.8996340498			0.3810569341			0.5428032715			3.3733651007


						221804_s_at			HT011			-2.3601733848			-0.9257322907			0.3922306288			0.5440685782			3.3733651007


						205103_at			CROC4			-2.3573834835			-1.3188166575			0.559440866			0.4144214482			3.3733651007


						216213_at			NEK1			-2.3557035619			-1.2906802444			0.5478958666			0.4361028316			3.3733651007


						215745_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.353411604			-1.5311616197			0.6506136101			0.3918668274			3.3733651007


						222005_s_at			GNG3			-2.3486184671			-1.6077350301			0.6845450007			0.4225460615			3.3733651007


						202627_s_at			SERPINE1			-2.3465446503			-2.3951951973			1.0207328452			0.3593855276			3.3733651007


						206309_at			LECT1			-2.345238314			-1.3292847019			0.5668015459			0.4509439616			3.3733651007


						205694_at			TYRP1			-2.344600977			-1.7184384497			0.7329342888			0.4463991527			3.3733651007


						217799_x_at			UBE2H			-2.3442247317			-1.6494857066			0.7036380447			0.2843710771			3.3733651007


						216404_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.3429350643			-1.8495788888			0.7894281481			0.3807336927			3.8738956358


						216137_s_at			MAPK8IP3			-2.3428263349			-1.4508183167			0.6192598636			0.3473360656			3.8738956358


						200729_s_at			ACTR2			-2.3414609244			-0.9317489734			0.3979348806			0.5514492619			3.8738956358


						213570_at			EIF4EL3			-2.3410698739			-1.4979656115			0.6398636915			0.4134631114			3.8738956358


						221367_at			MOS			-2.3402017974			-1.4318703555			0.6118576428			0.4179286244			3.8738956358


						216519_s_at			PROSC			-2.3396234603			-1.8760851171			0.8018748097			0.4148351648			3.8738956358


						200639_s_at			YWHAZ			-2.336128743			-0.9396605079			0.4022297618			0.518932905			3.8738956358


						210708_x_at			CASP10			-2.3343458524			-1.2863314195			0.551045775			0.4644428627			3.8738956358


						210963_s_at			GYG2			-2.3341836714			-0.9749410113			0.4176796467			0.5349464804			3.8738956358


						207064_s_at			AOC2			-2.3326345947			-1.9260915625			0.8257150806			0.3695271039			3.8738956358


						210879_s_at			GAF1			-2.3306984214			-0.8234510783			0.3533065757			0.5743544964			3.8738956358


						201196_s_at			AMD1			-2.3304832854			-1.33094639			0.5711031691			0.3668066947			3.8738956358


						220957_at			CTAGE-2			-2.3300919738			-1.0546999177			0.4526430414			0.5052583448			3.8738956358


						207044_at			THRB			-2.3276154346			-1.1309499228			0.4858834952			0.4829787912			3.8738956358


						211888_x_at			CASP10			-2.3272877197			-1.4653131759			0.6296226992			0.4470938897			3.8738956358


						208514_at			KCNE1			-2.3266171942			-1.6297452428			0.7004784659			0.4089653903			3.8738956358


						219992_at			TAC3			-2.3255592592			-1.5783821772			0.6787107965			0.4336578986			3.8738956358


						208334_at			NDST4			-2.324820383			-1.7901842236			0.7700311975			0.4466341463			3.8738956358


						207082_at			CSF1			-2.3227738816			-1.6633820976			0.7161188227			0.2790523691			3.8738956358


						211371_at			MAP2K5			-2.3227370513			-1.5883366275			0.6838211095			0.3828610919			3.8738956358


						206010_at			HABP2			-2.3226687849			-1.3014246871			0.5603143657			0.4627172381			3.8738956358


						213597_s_at			C3orf8			-2.3212302813			-1.1537309782			0.4970342613			0.3881118881			3.8738956358


						201820_at			KRT5			-2.3209938853			-1.7375557432			0.7486257306			0.3874856487			3.8738956358


						210232_at			CDC42			-2.3179842386			-1.3420640402			0.5789789326			0.4065647326			3.8738956358


						205001_s_at			DDX3Y			-2.317654418			-2.8570770378			1.2327450614			0.3372492303			3.8738956358


						208800_at			SRP72			-2.316676047			-1.363833367			0.5887026668			0.3516182151			3.8738956358


						214556_at			SSTR4			-2.3159006333			-1.800772129			0.7775688228			0.4234098607			3.8738956358


						205325_at			PHYHIP			-2.3150779061			-1.4114482174			0.6096763369			0.4235135135			3.8738956358


						204519_s_at			TM4SF11			-2.3145938641			-1.1165503341			0.4823957893			0.4929033076			3.8738956358


						207477_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.3141812424			-1.0314812113			0.4457218788			0.4755319149			3.8738956358


						206051_at			ELAVL4			-2.3127062352			-1.53617203			0.6642313696			0.4242467801			3.8738956358


						208473_s_at			GP2			-2.3117797385			-1.1299653875			0.4887859205			0.5000225449			3.8738956358


						219882_at			FLJ23033			-2.311711281			-1.6036436865			0.6937041401			0.4343325716			3.8738956358


						205725_at			SCGB1A1			-2.3096121411			-1.6564520412			0.7171992265			0.385655473			3.8738956358


						212449_s_at			LYPLA1			-2.3089366418			-0.8024266869			0.3475308384			0.5877601107			3.8738956358


						208103_s_at			ANP32E			-2.3078746051			-1.3546910525			0.5869864201			0.4324043518			3.8738956358


						210302_s_at			MAB21L2			-2.3070543748			-1.8269340377			0.7918903246			0.4124063464			3.8738956358


						212157_at			SDC2			-2.306163			-1.4383686798			0.6237064248			0.424142539			3.8738956358


						205832_at			CPA4			-2.3057897424			-0.9280391326			0.4024821152			0.5452238417			3.8738956358


						216879_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.3043925188			-1.7768891745			0.7710878941			0.3813941019			3.8738956358


						214052_x_at			XTP2			-2.3026560285			-1.9844329353			0.8618017241			0.2497271735			3.8738956358


						202068_s_at			LDLR			-2.3023805824			-1.6600266769			0.7210044636			0.3087791666			3.8738956358


						220347_at			C17orf31			-2.3023676213			-1.5867946665			0.6892012604			0.4184047674			3.8738956358


						206534_at			GRIN2A			-2.3023635424			-1.511125323			0.6563365408			0.4145913366			3.8738956358


						215498_s_at			MAP2K3			-2.3011429891			-1.6007691504			0.6956408872			0.2208698098			3.8738956358


						217189_s_at			C1orf16			-2.2985580078			-0.9803339242			0.4264995362			0.4846861225			3.8738956358


						220363_s_at			ELMO2			-2.2978963785			-0.8134999252			0.3540194122			0.5735888727			3.8738956358


						202468_s_at			CTNNAL1			-2.2964700242			-1.0899489085			0.4746192622			0.5095990319			3.8738956358


						212418_at			ELF1			-2.2962387553			-1.256709605			0.5472904776			0.4527821085			3.8738956358


						209466_x_at			PTN			-2.2951305544			-1.0447104581			0.4551856347			0.5113068317			3.8738956358


						211866_x_at			HFE			-2.2946808075			-1.2554419406			0.5471096183			0.4511478704			3.8738956358


						200797_s_at			MCL1			-2.2937720757			-1.8532215737			0.8079362346			0.4596179371			3.8738956358


						219475_at			OKL38			-2.2933839272			-1.4897083217			0.6495677867			0.4031636864			3.8738956358


						220997_s_at			DIAPH3			-2.2933775624			-1.2193987841			0.5317043317			0.3577817531			3.8738956358


						215484_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.2925824378			-1.4582058958			0.6360538543			0.3882807469			3.8738956358


						220400_at			COH1			-2.2896452701			-1.631100698			0.7123813978			0.4048660216			3.8738956358


						212272_at			LPIN1			-2.288457144			-1.3140292925			0.5741987766			0.4389377537			3.8738956358


						210545_at			ITSN2			-2.2883116777			-1.0972435461			0.4794991682			0.4961968148			3.8738956358


						205509_at			CPB1			-2.2881436056			-1.3991068713			0.6114593804			0.4415989887			3.8738956358


						207615_s_at			C16orf3			-2.2863450819			-2.049429281			0.896377934			0.4337673196			3.8738956358


						208058_s_at			MGAT3			-2.2857223828			-1.4219104115			0.6220836013			0.3998939555			3.8738956358


						220990_s_at			VMP1			-2.2852370999			-0.9322561003			0.4079472105			0.5355082071			3.8738956358


						200943_at			HMGN1			-2.2852033388			-1.2645734923			0.5533746039			0.4444161974			3.8738956358


						203275_at			IRF2			-2.2849760047			-0.9775877208			0.427832817			0.4955735842			3.8738956358


						212940_at			COL6A1			-2.2848243889			-1.7064358533			0.7468564593			0.3201650943			3.8738956358


						221242_at			FLJ23022			-2.2826356851			-1.4124080212			0.6187619121			0.3187842779			3.8738956358


						205431_s_at			BMP5			-2.2806863034			-1.628590205			0.7140790045			0.4398117014			3.8738956358


						200666_s_at			DNAJB1			-2.2804328672			-2.1223647998			0.93068506			0.1509913682			3.8738956358


						221011_s_at			LBH			-2.2802279785			-0.9600691225			0.4210408484			0.5136050919			3.8738956358


						205030_at			FABP7			-2.2795601604			-1.6111713013			0.7067904279			0.3984590616			3.8738956358


						217826_s_at			UBE2J1			-2.2793108366			-0.8350129932			0.3663445019			0.5625672358			3.8738956358


						208852_s_at			CANX			-2.2792865176			-1.1619251997			0.5097758403			0.4386687311			3.8738956358


						210065_s_at			UPK1B			-2.2790229257			-1.8573322046			0.8149686357			0.4346696035			3.8738956358


						221160_s_at			CABP5			-2.2761470524			-1.5235265522			0.6693445182			0.3694719472			3.8738956358


						216689_x_at			ARHGAP1			-2.2752996229			-1.0782357487			0.4738873676			0.4987934638			3.8738956358


						219367_s_at			NRP2			-2.2749731959			-1.4314720533			0.6292258985			0.4599029911			3.8738956358


						207200_at			OTC			-2.2742922489			-0.8645553058			0.3801425723			0.5614316239			3.8738956358


						207870_at			AKAP9			-2.271185174			-1.5349630321			0.675842309			0.4369088564			3.8738956358


						206449_s_at			MASP1			-2.2701144038			-0.8980503755			0.3955969682			0.5419644452			3.8738956358


						219219_at			FLJ20512			-2.2699114088			-1.9014682145			0.8376838881			0.3922848665			3.8738956358


						213001_at			ANGPTL2			-2.2684426617			-1.3926611058			0.6139282819			0.4416092259			3.8738956358


						213059_at			OASIS			-2.2682506704			-1.7252613603			0.7606131821			0.3711564626			3.8738956358


						219464_at			CA14			-2.2658380777			-1.5142797708			0.6683089077			0.4304005039			3.8738956358


						205326_at			RAMP3			-2.2656181778			-1.1532617142			0.5090273928			0.4899074137			3.8738956358


						201477_s_at			RRM1			-2.2641514651			-0.8347979729			0.3687023531			0.5639029805			3.8738956358


						211806_s_at			KCNJ15			-2.2638718437			-1.5349978086			0.6780409469			0.3087220512			3.8738956358


						217377_x_at			NTRK3			-2.2637878524			-1.2584345829			0.5558977541			0.4700396933			3.8738956358


						213756_s_at			HSF1			-2.2632033449			-1.0321907157			0.4560751106			0.510701107			3.8738956358


						41657_at			STK11			-2.2594446642			-1.2718925551			0.5629226399			0.4812444837			4.3498073304


						216025_x_at			CYP2C9			-2.258921335			-1.0958554101			0.4851233167			0.5054100746			4.3498073304


						216446_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.2570070492			-1.2762955794			0.5654814325			0.4843343734			4.3498073304


						217020_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.2562953972			-1.3446251609			0.5959437592			0.4075427683			4.3498073304


						205688_at			TFAP4			-2.2558566511			-1.405580326			0.6230805159			0.4398821218			4.3498073304


						217430_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.2545551441			-1.3163750525			0.583873522			0.463781802			4.3498073304


						210467_x_at			MAGEA12			-2.2541649075			-1.623019115			0.7200090418			0.4413019288			4.3498073304


						206086_x_at			HFE			-2.2534865342			-1.1843734797			0.5255737994			0.4807012775			4.3498073304


						214726_x_at			ADD1			-2.252546943			-0.7290979465			0.3236771375			0.6117682179			4.3498073304


						212318_at			TRN-SR			-2.2520276165			-0.916557419			0.4069920867			0.5517269813			4.3498073304


						210991_s_at			RIMS3			-2.2502292617			-1.1182828374			0.4969639567			0.5225455654			4.3498073304


						215973_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.2500776431			-1.6759704693			0.7448500608			0.4285126235			4.3498073304


						217600_at			CEGF3			-2.2491553516			-1.7328682719			0.7704529039			0.4021267361			4.3498073304


						207611_at			HIST1H2BL			-2.2490916477			-1.4754591185			0.6560244533			0.3076176818			4.3498073304


						220951_s_at			ACF			-2.2473434582			-0.9551512134			0.4250134575			0.5443541965			4.3498073304


						214616_at			HIST1H3E			-2.2449523704			-1.2562673569			0.5595964411			0.4478611476			4.3498073304


						220153_at			LALP1			-2.244242602			-1.3826500444			0.6160876027			0.4398405636			4.3498073304


						206012_at			EBAF			-2.2438862676			-1.4366268896			0.6402405105			0.4262538437			4.3498073304


						209057_x_at			CDC5L			-2.2430788866			-1.0668293609			0.4756093811			0.4959030313			4.3498073304


						203458_at			SPR			-2.2420855059			-1.7172882776			0.7659334459			0.417814717			4.3498073304


						220665_at			HOM-TES-85			-2.2401287122			-1.8265428336			0.8153740558			0.2665349544			4.3498073304


						216393_at			DKFZP564P1916			-2.2391653657			-1.7528190672			0.7828001871			0.4097560976			4.3498073304


						220681_at			FLJ10945			-2.2387836459			-1.1121969837			0.4967862731			0.4328607173			4.3498073304


						215183_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.2366085185			-1.3975846497			0.6248678024			0.4487191387			4.3498073304


						206651_s_at			CPB2			-2.2339531848			-1.8014922272			0.8064144941			0.3351592709			4.3498073304


						208744_x_at			HSPH1			-2.2338705866			-2.1150756498			0.94682103			0.1349108607			4.3498073304


						218755_at			KIF20A			-2.2334468822			-0.9344069777			0.4183699129			0.519379845			4.3498073304


						219790_s_at			NPR3			-2.2331800085			-1.4860008877			0.6654192148			0.3372742906			4.3498073304


						58367_s_at			FLJ23233			-2.2330899574			-0.6944382422			0.3109763849			0.6268973097			4.3498073304


						210533_at			MSH4			-2.2330016378			-1.5174744741			0.679567112			0.4457464554			4.3498073304


						216554_s_at			ENO1			-2.2307890346			-0.8407817485			0.3768988172			0.5621108221			4.3498073304


						200799_at			HSPA1A			-2.2306707452			-2.0634686224			0.925044015			0.2085088443			4.3498073304


						207978_s_at			NR4A3			-2.2305149811			-1.4840510127			0.6653400786			0.4396843292			4.3498073304


						213422_s_at			MGC3047			-2.2299300853			-0.8430180358			0.3780468461			0.5721469622			4.3498073304


						214315_x_at			CALR			-2.2274958808			-0.8862227433			0.3978560638			0.5475530984			4.3498073304


						206058_at			SLC6A12			-2.2253739805			-2.0242738795			0.9096331211			0.4246666667			4.3498073304


						205401_at			AGPS			-2.2236733522			-1.2445140914			0.5596658745			0.4035269284			4.3498073304


						218410_s_at			MGC21830			-2.2231875804			-1.4292900881			0.6429012562			0.3496240602			4.3498073304


						206931_at			ZNF141			-2.2228995578			-1.7486345518			0.7866457779			0.4080496007			4.3498073304


						217187_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.2224551186			-1.5978579359			0.7189607216			0.4121751346			4.3498073304


						221632_s_at			WDR4			-2.2217190495			-1.0783431497			0.4853643173			0.5254696405			4.3498073304


						211147_s_at			P2RXL1			-2.2214087591			-1.3113328632			0.5903158785			0.3183388942			4.3498073304


						210577_at			CASR			-2.2207492367			-1.6139083024			0.7267404513			0.3987857143			4.3498073304


						206672_at			AQP2			-2.2192543434			-1.7590796224			0.7926444428			0.4534732036			4.3498073304


						208738_x_at			SMT3H2			-2.2189029783			-0.7150167902			0.3222388708			0.6028877573			4.3498073304


						222113_s_at			EPS15R			-2.2151405852			-0.9225087363			0.4164560671			0.5489146507			4.3498073304


						205408_at			MLLT10			-2.2146088828			-0.9763034797			0.4408469086			0.5110120942			4.3498073304


						64883_at			MGC26706			-2.2139378562			-0.9787125746			0.442068675			0.4508181928			4.3498073304


						204537_s_at			GABRE			-2.2138965675			-1.5496187248			0.6999508232			0.4249943221			4.3498073304


						213636_at			KIAA1045			-2.213879236			-1.4526457993			0.6561540375			0.4663167104			4.3498073304


						211295_x_at			CYP2A6			-2.2133671572			-0.9519368593			0.430085382			0.546394861			4.3498073304


						212973_at			RPIA			-2.2127353109			-0.932568682			0.4214551453			0.540006252			4.3498073304


						41644_at			SASH1			-2.2122030399			-1.2456215207			0.5630683523			0.4830038573			4.3498073304


						53991_at			KIAA1277			-2.2112086289			-1.4184155863			0.6414661954			0.4261398176			4.3498073304


						214178_s_at			SOX2			-2.2110916907			-1.4368431496			0.6498342677			0.4100978527			4.3498073304


						216157_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.2099679878			-1.6215251688			0.733732424			0.4511145874			4.3498073304


						203540_at			GFAP			-2.209360909			-1.4994235412			0.6786684489			0.2964228296			4.3498073304


						206628_at			SLC5A1			-2.2091958448			-1.3384586199			0.6058578387			0.4593757493			4.3498073304


						214013_s_at			TBC1D1			-2.2085677191			-1.6242157313			0.7354158613			0.4152817919			4.3498073304


						204440_at			CD83			-2.2085310975			-1.8183655884			0.8233370997			0.2844175723			4.3498073304


						200889_s_at			SSR1			-2.2084649056			-1.21105404			0.5483691576			0.4655825263			4.3498073304


						220887_at			PLPL			-2.2084366096			-1.4403540353			0.6522052882			0.4201150833			4.3498073304


						220244_at			NAG-7			-2.2066330558			-1.099076735			0.4980786144			0.5079261563			4.3498073304


						221591_s_at			FLJ10156			-2.206499754			-1.1633575389			0.5272411822			0.4907058824			4.3498073304


						31637_s_at			NR1D1			-2.2057224751			-1.0417129094			0.4722774153			0.5089471536			4.3498073304


						208615_s_at			PTP4A2			-2.2049136468			-1.1749850876			0.532893925			0.4335501859			4.3498073304


						211389_x_at			KIR3DS1			-2.2041603724			-1.4733728039			0.668450818			0.3719453064			4.3498073304


						210695_s_at			WWOX			-2.2013374722			-1.0892203278			0.4947993397			0.4993138335			4.3498073304


						207486_x_at			CHN2			-2.2007469147			-0.9788445373			0.4447783299			0.520100754			4.3498073304


						214903_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.2004256612			-1.7189527782			0.7811910252			0.348256988			4.3498073304


						202067_s_at			LDLR			-2.1995797262			-2.6478863717			1.2038146834			0.0872291904			4.3498073304


						221161_at			ASCL3			-2.1992762593			-1.8975566569			0.8628095943			0.4276295497			4.3498073304


						206882_at			SLC1A6			-2.199089546			-1.2001393726			0.5457437487			0.4081632653			4.3498073304


						211610_at			COPEB			-2.1982762586			-1.7990741059			0.8184021908			0.3872380901			4.3498073304


						209743_s_at			ITCH			-2.1976268117			-1.4076342707			0.6405247075			0.4455257836			4.3498073304


						207392_x_at			UGT2B15			-2.1964845103			-1.7125800212			0.7796913719			0.4415293696			4.3498073304


						214636_at			CALCB			-2.1952395033			-1.366431815			0.6224522714			0.471006055			4.3498073304


						221594_at			DKFZP564O0523			-2.1951290427			-1.6665643535			0.7592101972			0.4182135969			4.3498073304


						207445_s_at			CCR9			-2.1940023327			-1.0828355603			0.4935434863			0.5109558504			4.3498073304


						207409_at			LECT2			-2.192446785			-1.0640528136			0.4853266318			0.4506622517			4.3498073304


						214245_at			RPS14			-2.1919906835			-1.0054133224			0.4586759104			0.5200357472			4.3498073304


						204743_at			NP25			-2.1896842351			-1.6906971936			0.7721191789			0.444378464			4.3498073304


						202513_s_at			PPP2R5D			-2.1883802046			-0.716581007			0.3274481306			0.6255875077			4.3498073304


						216230_x_at			SMPD1			-2.1863562564			-1.2409052333			0.567567719			0.340387213			4.3498073304


						208266_at			C8orf17			-2.1850634758			-1.4364419152			0.6573913898			0.4575264085			4.3498073304


						202884_s_at			PPP2R1B			-2.1849532732			-1.0801206825			0.4943449801			0.5062022186			4.3498073304


						205864_at			SLC7A4			-2.1844662002			-0.8196568762			0.3752206723			0.5852606696			4.3498073304


						208724_s_at			RAB1A			-2.1840164774			-0.6615197456			0.3028913712			0.636281601			4.3498073304


						205128_x_at			PTGS1			-2.1829649492			-1.0908256357			0.499699107			0.4811366684			4.3498073304


						204395_s_at			GPRK5			-2.1803872038			-1.3868941389			0.6360769942			0.3896131085			4.3498073304


						205814_at			GRM3			-2.1794625876			-1.4919307636			0.6845406625			0.4737136465			4.7635523918


						202198_s_at			MTMR3			-2.1791140762			-1.7707799156			0.812614601			0.3868985808			4.7635523918


						206238_s_at			YAF2			-2.175531051			-1.0679216475			0.4908786051			0.5063468275			4.7635523918


						217415_at			POLR2A			-2.1749188492			-1.6373415952			0.752828822			0.4574626866			4.7635523918


						220783_at			MMP27			-2.1745296066			-1.4851969577			0.6829968896			0.4353713711			4.7635523918


						210200_at			WWP2			-2.1735170568			-0.9830987703			0.4523078239			0.5296405623			4.7635523918


						211189_x_at			CD84			-2.1733721051			-1.0422954235			0.4795752283			0.4972882091			4.7635523918


						220524_at			EPB41L4B			-2.1709986016			-1.4918734083			0.6871830351			0.4329888877			4.7635523918


						221631_at			CACNA1I			-2.1695002601			-1.6744814019			0.7718281637			0.3581271091			4.7635523918


						216049_at			RHOBTB3			-2.1691011823			-1.5024870139			0.6926772371			0.445132099			4.7635523918


						31874_at			GAS2L1			-2.1685449971			-0.9365853868			0.4318957587			0.5405849076			4.7635523918


						201988_s_at			CREBL2			-2.1672966063			-0.8813528759			0.4066600175			0.5574957411			4.7635523918


						201070_x_at			SF3B1			-2.1666810056			-1.2209268589			0.5635009749			0.4734726468			4.7635523918


						216848_at			KIAA1660			-2.166026754			-0.9515645098			0.4393133686			0.5166837782			4.7635523918


						216624_s_at			MLL			-2.1651171262			-1.949023803			0.900193241			0.3595396244			4.7635523918


						211590_x_at			TBXA2R			-2.1649949422			-1.307753178			0.6040444495			0.4953459203			4.7635523918


						215756_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.1636502789			-1.4435334751			0.6671750463			0.3845271701			4.7635523918


						218772_x_at			FLJ10493			-2.1623282899			-1.2336386064			0.5705140206			0.3709064235			4.7635523918


						215223_s_at			SOD2			-2.1614130325			-1.4571284909			0.6741555034			0.5116435143			4.7635523918


						219599_at			EIF4B			-2.1607236902			-0.908278261			0.4203583573			0.5259300266			4.7635523918


						213880_at			GPR49			-2.1604890673			-1.2471837882			0.5772691967			0.402607362			4.7635523918


						49327_at			RIC-8			-2.1597789717			-0.8203503357			0.3798306894			0.5825458063			4.7635523918


						220694_at			HSPC054			-2.1580503665			-1.9553858347			0.9060890631			0.2271452907			4.7635523918


						216773_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.1564640758			-1.425119969			0.6608595919			0.4856368564			4.7635523918


						203999_at			SYT1			-2.1563659734			-0.994699592			0.4612851456			0.5459220827			4.7635523918


						214261_s_at			ADH6			-2.1560582879			-1.4769246939			0.685011487			0.3439366786			4.7635523918


						206872_at			SLC17A1			-2.1559080202			-1.4314080027			0.6639466941			0.4398777506			4.7635523918


						219702_at			PLAC1			-2.1556497161			-1.6607483481			0.7704166107			0.4157177715			4.7635523918


						204182_s_at			ZNF297B			-2.1552686305			-1.7076925261			0.7923339587			0.3519351935			4.7635523918


						201373_at			PLEC1			-2.1550754064			-1.4744304186			0.6841665095			0.3236842105			4.7635523918


						210326_at			AGXT			-2.1549986218			-1.4181413054			0.6580706322			0.3290238234			4.7635523918


						207188_at			CDK3			-2.1536881911			-1.5736439911			0.7306740119			0.4144683166			4.7635523918


						209521_s_at			AMOT			-2.1533533835			-1.6508302343			0.7666322894			0.4481056026			4.7635523918


						211916_s_at			MYO1A			-2.1523405067			-1.2412728984			0.5767084226			0.501680975			4.7635523918


						214455_at			HIST1H2BC			-2.151953687			-2.6597337606			1.2359623614			0.4621534755			4.7635523918


						209701_at			CAST			-2.1497070057			-1.3119897489			0.6103109612			0.4485663673			4.7635523918


						217711_at			TEK			-2.1492754351			-1.2069983564			0.561583842			0.4322933419			4.7635523918


						202533_s_at			DHFR			-2.1476128205			-1.0855125185			0.5054507536			0.5238002232			4.7635523918


						222277_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.1474658483			-1.6054181354			0.7475872721			0.3499578947			4.7635523918


						207759_s_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.1473277813			-1.6787265378			0.7817747027			0.2980849292			4.7635523918


						216009_at			FLJ11274			-2.1466420689			-1.212082327			0.5646410944			0.4821135244			4.7635523918


						210918_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.1462339006			-1.4914972068			0.6949369341			0.351469211			4.7635523918


						202129_s_at			RIOK3			-2.1461840711			-0.92500484			0.4309997695			0.5444464979			4.7635523918


						216042_at			TNFRSF25			-2.1454036598			-1.4854919604			0.692406743			0.4526861145			4.7635523918


						221324_at			TAS2R1			-2.1435756111			-1.8795120387			0.8768116361			0.3924225106			4.7635523918


						203542_s_at			BTEB1			-2.1430537492			-1.8939884775			0.883780203			0.4368701926			4.7635523918


						206751_s_at			PCYT1B			-2.1425676464			-1.4925048847			0.6965963886			0.4455786214			4.7635523918


						217033_x_at			NTRK3			-2.1416755768			-0.8503536043			0.3970506147			0.5786245093			4.7635523918


						201896_s_at			CKS1B			-2.1412022928			-0.8744192914			0.4083777111			0.5374392551			4.7635523918


						213560_at			GADD45B			-2.1392743315			-1.8197197735			0.8506247874			0.4079793181			4.7635523918


						208793_x_at			SMARCA4			-2.1390794741			-1.2643174107			0.5910567728			0.4885982454			4.7635523918


						220104_at			ZAP			-2.1385330491			-2.0209679985			0.9450253758			0.3131020748			4.7635523918


						211151_x_at			GH1			-2.1376046171			-1.2566441794			0.5878749369			0.4696933397			4.7635523918


						214058_at			MYCL1			-2.1372492571			-1.1675708737			0.5462960718			0.4986523684			4.7635523918


						205144_at			MYL5			-2.1367329853			-1.0769443872			0.5040144906			0.5202042629			4.7635523918


						216152_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.1353424576			-1.4114649893			0.6610016975			0.4539494306			4.7635523918


						204252_at			CDK2			-2.1337199609			-0.758719069			0.3555851203			0.6103272808			4.7635523918


						220062_s_at			MAGEE1			-2.1335659191			-1.6435558085			0.7703328			0.4563260148			4.7635523918


						207742_s_at			NR6A1			-2.1335414921			-1.6648031133			0.780300322			0.4571084643			4.7635523918


						215511_at			TCF20			-2.1325806285			-1.1358126721			0.5326001076			0.5097203867			4.7635523918


						217721_at			CDC10			-2.1323784487			-1.272428			0.5967177171			0.4652803225			4.7635523918


						215375_x_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.1323771302			-1.4338736309			0.672429661			0.4422105263			4.7635523918


						214975_s_at			MTMR1			-2.1322252403			-1.4534690516			0.6816676888			0.3877240717			4.7635523918


						221555_x_at			CDC14B			-2.1318429241			-1.4270864009			0.669414423			0.3906595839			4.7635523918


						220910_at			FRAS1			-2.1309089275			-1.4957617853			0.7019360452			0.447003866			4.7635523918


						207327_at			EYA4			-2.1308262275			-1.6363111194			0.7679233052			0.405202131			4.7635523918


						215642_at			KIAA0335			-2.1306765483			-1.374212001			0.6449650943			0.3646313364			4.7635523918


						214745_at			KIAA1069			-2.1300076934			-1.2024896627			0.5645470983			0.4797966632			4.7635523918


						217383_at			PGK1			-2.1289505424			-0.9441445978			0.443478878			0.536235339			4.7635523918


						215581_s_at			MCM3AP			-2.1279936351			-0.9945276615			0.4673546223			0.5186440678			4.7635523918


						221487_s_at			ENSA			-2.1267949919			-0.8697783552			0.4089620102			0.5380898039			4.7635523918


						216774_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.1263228175			-0.9346658991			0.4395691432			0.5181657298			4.7635523918


						38691_s_at			SFTPC			-2.1263049323			-1.0623368841			0.4996164322			0.5065474802			4.7635523918


						220627_at			CST8			-2.1247673508			-1.7630659373			0.8297689329			0.4220136519			4.7635523918


						215701_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.1247454237			-1.4192345613			0.6679551091			0.4587851295			4.7635523918


						220608_s_at			PRO1914			-2.1226352753			-1.687886558			0.7951844472			0.4071787359			4.7635523918


						218386_x_at			USP16			-2.1219341458			-0.9619941169			0.4533571972			0.516080821			4.7635523918


						215134_at			PI4KII			-2.1193835313			-1.4938611313			0.7048564402			0.4713902002			4.7635523918


						220785_at			UTS2			-2.1192219024			-1.9087831966			0.9007000137			0.1953557312			4.7635523918


						214609_at			INPPL1			-2.1177779235			-1.5613477009			0.7372575205			0.4674729164			4.7635523918


						206049_at			SELP			-2.1164425882			-1.0491434972			0.495710823			0.5054075211			4.7635523918


						204580_at			MMP12			-2.1150967803			-1.3616013157			0.6437536704			0.4708737864			4.7635523918


						206411_s_at			ABL2			-2.1150739133			-1.7592868445			0.8317850423			0.4246194867			4.7635523918


						216130_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.1146250871			-1.5325818533			0.7247534623			0.2869675702			4.7635523918


						206110_at			HIST1H3H			-2.1144585614			-1.8049573017			0.8536262354			0.2783354528			4.7635523918


						213344_s_at			H2AFX			-2.1142192743			-0.8309183944			0.3930142935			0.5858570091			4.7635523918


						207601_at			SULT1B1			-2.1119571968			-1.072410795			0.5077805538			0.485494107			4.7635523918


						204396_s_at			GPRK5			-2.1115305186			-1.6068429642			0.7609849586			0.3044978582			4.7635523918


						219747_at			FLJ23191			-2.1110218679			-1.0012132269			0.4742789462			0.5107912028			4.7635523918


						213742_at			SFRS11			-2.1098487613			-1.0093963202			0.4784211734			0.53372979			4.7635523918


						212925_at			LOC126353			-2.1094950061			-1.4830706947			0.7030453689			0.5145944504			4.7635523918


						218273_s_at			PPM2C			-2.1088441414			-1.0217708138			0.4845169891			0.5343087014			4.7635523918


						210681_s_at			USP15			-2.1087218452			-0.8394738483			0.3980960553			0.5589895948			4.7635523918


						204830_x_at			PSG4			-2.1083975077			-1.4205523108			0.673759244			0.4105377381			4.7635523918


						217633_at			C21orf108			-2.1075598721			-1.3149849839			0.6239371898			0.4571825949			4.7635523918


						200803_s_at			TEGT			-2.1073382337			-0.8854258993			0.4201631637			0.5756099008			4.7635523918


						205452_at			PIGB			-2.1045154351			-0.7705633943			0.3661476563			0.6028069801			4.7635523918


						216458_at			MGC33602			-2.1044019267			-1.1472382872			0.5451612036			0.454044511			4.7635523918


						201551_s_at			LAMP1			-2.1039519393			-1.2650243338			0.6012610413			0.4889471285			4.7635523918


						210619_s_at			HYAL1			-2.1038105686			-1.2623799002			0.6000444712			0.4337792012			4.7635523918


						204114_at			NID2			-2.1026411813			-1.6061781135			0.7638859772			0.4133910516			4.7635523918


						220813_at			CYSLTR2			-2.1023156372			-1.7794390498			0.8464185959			0.3715245236			4.7635523918


						214767_s_at			FLJ32389			-2.102214249			-1.4738775138			0.7011071847			0.44156953			4.7635523918


						219613_s_at			SIRT6			-2.1017691329			-1.791849455			0.852543425			0.3755335496			4.7635523918


						217708_x_at			ANKRD13			-2.1011702268			-1.4519219193			0.6910063263			0.410481861			4.7635523918


						214844_s_at			DOK5			-2.1010275203			-1.4656029676			0.6975648598			0.429592086			4.7635523918


						216143_at			http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=			-2.0990186166			-1.0137691535			0.4829729215			0.4787401575			4.7635523918


						219198_at			GTF3C4			-2.0986479254			-1.2528211672			0.5969658617			0.4538004886			4.7635523918


						201009_s_at			TXNIP			-2.0975999538			-1.0820681584			0.5158601174			0.5055280649			4.7635523918


						212128_s_at			DAG1			-2.0970658976			-1.3041919797			0.6219127311			0.4462720134			4.7635523918


						220718_at			FLJ13315			-2.0967556905			-1.4822108824			0.7069068128			0.4138154112			4.7635523918


						217234_s_at			VIL2			-2.096470548			-1.0788446532			0.5146004337			0.4884005195			4.7635523918


						210247_at			SYN2			-2.0960584978			-1.04845252			0.5002019367			0.5212715627			4.7635523918


						201060_x_at			STOM			-2.0957321943			-1.0553962017			0.5035930662			0.5130358495			4.7635523918


						207865_s_at			BMP8			-2.0953211305			-1.2795357426			0.6106633126			0.4692695214			4.7635523918


						220703_at			HT009			-2.0950630164			-1.1522518736			0.5499843511			0.4623146799			5.4410220546
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MYCN


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


RPLP1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


G1P3


MRPL34


PRDM2


USP18


LOC146542


TUBGCP3


PARC


EGFL4


HLA-DQB2


KIAA0542


RPL13


TBC1D2


MEF2C


SLC10A3


AP4M1


RPL31


CDYL


ASNS


KIAA0431


HSA250839


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


DLK1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


PDE6B


PDE4D


SH3GL1


PTMS


MGC21416


PQBP1


C6orf18


HOXB6


MRC2


FLJ23018


FLJ20013


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


FSCN1


KIAA1185


zizimin1


LEPR


FLNA


SPRR2B


IGL


SCHIP1


FGF8


OPTN


TIMM44


IKBKB


EZH1


DRAP1


EPAS1


STRN3


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


PLSCR3


GALNT2


GRSF1


TRPM4


MRF2


IGHM


LLGL2


RRAS2


TIMP1


CD7


BCL2L1


TM7SF1


LHX1


EIF3S9


FLJ23018


CLTB


NPC2


PSME4


FAM20B


HIVEP2


B4GALT7


MYST1


FBI1


PLCL2


CLPP


FLJ10374


GRM1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


ANGPTL4


CYB561


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


HDGFRP3


COL7A1


HLA-E


MBD3


FNBP1


FLJ30921


RPS15A


ZFPL1


TIE


DIM1


NPIP


ADARB1


YY1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


GRHPR


PFKL


RPS15


MVP


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


TSTA3


Cab45


AMH


STK11


PKD1


ARHGEF6


DDC


PLINP-1


MGC4093


FMNL


na


TGM2


HRH3


FOE


RPL37A


RCL


GPX1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


FRZB


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


RPS23
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FLJ22341
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RPS29
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TIAL1


IGLJ3


CSNK1G2


FLJ12748


C20orf14


NFYC


SIAT4B


CTSL


GPX4


PPP1R16B


NGB


ZNF42


RPS19


KIAA0685


TUBB


DGKZ


WDR13


TM7SF2


CNTFR


GNB2L1


RPS12


LOC339229


HLA-DPA1


SNX24


COL6A1


RPS19


COL13A1


NFKB2


BCL2


ANXA2


PAM


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


PARD3


KIAA1117


SFRS8


CD74


HNRPL


BFSP1


CDR2


DAPK1


KIAA1117


DVL3


MPPE1


DVL1


IFI27


IGLJ3


PRC


REPIN1


NFYA


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


NSPC1


CAMKK2


HSPBP1


B7H2


na


MYH3


SYNGR1


MDA5


STK38L


EIF3S3


ZNF42


KIAA1199


SIAH1


LR8


FLJ10305


AGER


FLJ14827


PEX16


PDIP1


ZDHHC14


BPESC1


SF4


XAB2


FLJ21069


BLR1


CSNK2B


NRXN3


CACNA1G


LAIR1


SDHA


RCN2


AIF1


PPARA


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


STAT6


KRT7


BOMB


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


ITGA7


RPL29


GLRB


PANK4


GALNT12


MALT1


FUT5


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


DKFZP586M1523


SEC24A


CES1


SLC35D2


THOP1


SLC23A2


NRXN2


RPL23A


DHODH


SBF1


FLJ12949


KIAA0217


HHEX


IFITM1


CPSF1


ITPR1


RPL17


CDK5


HSA9947


KIAA0935


HNRPD


JAG2


RPL14


DICER1


CAPN9


KIAA1041


MVD


LSM7


ACK1


HCP5


MTR


ANXA2


C3


FMR2


VIPR1


WNT6


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=
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CILP


KIAA0962


KLF15


AGRP


ASCL1


SMURF1


MAD


RIL


MAP3K9


SHREW1


MID2


CH25H


SLC2A14


HSPA6


GPRC5D


EGR2


MCL1


SOD2


NPY6R


BGR


SLC2A3


SECTM1


TMPRSS4


SPAG6


PROZ


OPHN1


GRM6


TNFAIP3


DTNA


CACNA2D1


SLC2A3


TAS2R16


TRA1


FLJ00060


MCF2L


NELL2


EPOR


CDH9


LOC51619


SLC2A14


DMWD


ETV5


TNRC11


MAS1


MAP1A


KRTHB6


HR


CLEC2


SFN


CXCR4


ITGB3


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


RLBP1


RARG-1


CD8A


ZNF297B


IF2


E2F4


ENSA


CRB1


RPL38


FRMD1


na


FLJ10074


PMS2L5


NOV


C17orf1A


FOLH1


C5orf4


NDUFA2


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


FSCN3


RNF39


TACR1


NECL1


SOD2


DUSP6


SFRP1


TEX15


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


PAI-RBP1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


TBXA2R


OR2W1


IGHMBP2


RPS6KA6


TXN


STX1A


FLJ13110


CA1


MGC5395


SGK2


TIAM2


TNFAIP3


PACE4


NCR3


CNK2


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


MYCL2


MYH8


COPEB


CNTNAP2


SLC6A2


ACTR2


MYL3


AKT2


PPIE


SAT


SEC23B


LBP-9


DCT


AP2A2


PDEF


IFNA17


C21orf91


DSIPI


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


CHRNA3


GPR107


ZPBP


MGC3020


KIAA1467


CD3E


PELI1


PSG6


FLJ20113


SEMA5A


LPO


GNA13


MGC12335


ATP2A2


CXCR4


RAD51L3


RPL38


EPHB1


SFRS7


TMEFF1


HM74


S100A2


EDG2


CEACAM7


TSPAN-1


HFE


NRXN1


HNF4A


NEUROG1


CACNA1D


WRB


DOK2


ZNF192


APXL


FLJ12616


MCL1


ACRV1


GFR


WTAP


SAT


DPEP1


ASF1A


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


GML


FOLR1


ITPK1


DEFA5


IFNA5


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


OR6A1


FLOT1


BRAF


HSPA6


USH1C


KPNA4


AGRN


HIST1H4H


EGFR


SYT12


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


C6orf123


TMPRSS5


FLJ13687


CSPG3


FLJ12649


FZD4


HIST1H3I


CD47


GPR32


PRO2521


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=
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ENTPD3


KCNK4


SNX27


BLZF1


PAX8


DLX4


ETV1


PRO1768


IFRD1


NMT1


PPFIBP2


ARG2


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


KRT2A


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


RDS


NOV


DUSP6


PRDM11


CDC25C


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


ABHD2


FTL


PRPF18


PIGPC1


NDUFC2


C14orf115


CRSP2


SAT


SPTBN5


FLJ20619


FLJ11336


NRG1


KIAA0296


UBAP1


DHRS2


11/30/00


USP5


HOXD1


JWA


SOD2


FLJ14001


CDC42EP4


SIAH1


PRO1787


EPPK1


PCDHA3


MCFP


PGC


CD84


EDAR


DNAH9


NR6A1


EPHB1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


FLJ10359


FLJ14166


BA526D8.4


C4BPA


USP2


NEBL


C6orf62


HOXD4


C14orf107


DSIPI


GNAQ


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


B3GALT5


BMP3


THRA


SAH


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


TFG


CIAS1


FLJ33790


CGGBP1


WNT1


BCAN


ITGB5


HLA-DRB3


C1orf37


ABCC8


ALG6


HIP14


FLJ20581


LOC92249


IKBKG


SPRY4


BPGM


CHST4


FLJ13031


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


HTCD37


ADAM21


RASAL2


C4.4A


DMC1


VPS41


KIAA1084


SERPINA3


IL1R2


PHOX2B


ZNF75


DNAJB4


HTR3B


PHTF2


FBLN1


KLRD1


HIP1


ARPP-19


TCFL4


MYH14


C6orf69


CADPS2


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


EST-YD1


SIGLEC6


PFKFB2


SST


PPP2R2B


SFN


PTPN11


NTRK3


OR1F1


SLC35D1


FLJ20311


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


ISL1


RRH


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


KIAA1006


NCR3


ATP11A


MMP7


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


PHF7


TSKS


FUT6


SIX2


HEPH


MYST1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


COPEB


CYP11A1


KIR2DL5


CDC42


ARF6


MYO1B


SERPINE1


LYPLA1


CUL4B


CD2


SLC14A2


PSFL


ATP1B2


PMAIP1


OTOR


DKK1


RASGRF1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


WFS1


C20orf17


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


LOC51619


SENP2


TNFSF8


TTPA


CCR8


FLJ13072


CLTA


BAIAP2


CASP9


USP33


OR10J1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


CNTN1


DOLPP1


FLJ20291


HSD11B1


CLIC4


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


REL


HIST1H4B


SDPR


PIWIL2


CA7


ANXA8


APBB2


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


PBEF


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


SEC14L4


ADAMTS7


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


CCNG2


OPN1SW


UGT1A10


UBE2H


CRF


GK


FLJ20232


CDO1


CRYAA


TTR


KIR2DS3


MTAP


CYP2A6


SFRP4


KIF5C


PLA1A


SULF1


BIGM103


KIAA1193


ZMYND10


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


COP9


SLC2A3


SYNGR4


FLJ21047


FLJ13236


DKFZp566C0424


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


BTD


CGA


SNN


HOXA11


CAMK1


SOCS5


PMAIP1


EPB49


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=
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CHST1


PTD002


NPY5R


MVK


CARD14


ADCYAP1


CLCA2


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


BMP6


LDLR


KDELR3


MGC39821


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


CPE


ACVR1B


GLRX


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


BMP7


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


SEMA4F


IFNA14


DJ971N18.2


NFKB2


PTX3


LDHC


SNARK


CYP2C9


ZNF216


CBFA2T1


BRRN1


SLC4A4


TM4SF3


GAPDS


DKFZp547M236


VENTX2


PPL13


NR5A2


C19orf6


HMG20B


VPS4B


TSPYL4


FLJ10849


MAPRE1


PRND


MBNL1


HIST1H4F


CDKN2A


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


TAF1


KRTHA7


PGA5


EML2


SAC


PTGIS


NXPH3


OAZIN


CHORDC1


CDC14A


TMEM4


PRO2012


DKFZp451J1719


HAO1


LOC54499


SLC30A1


ITPR3


PSG2


NP


HIST1H4D


HAT


PSG4


PIP5K1A


TPMT


LAMA2


RANBP2


ETV1


SPINLW1


ABCD2


TCBAP0758


MAP2K6


KPNA1


CYP2C18


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


POU4F2


GAGE4


SRR


FLJ22344


FLJ13241


ING1L


SCAMP1


GFRA3


WSB1


KIAA0931


CCNH


FLJ22800


DKFZP566B183


BTG1


SLC25A11


HT011


CROC4


NEK1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


GNG3


SERPINE1


LECT1


TYRP1


UBE2H


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


MAPK8IP3


ACTR2


EIF4EL3


MOS


PROSC


YWHAZ


CASP10


GYG2


AOC2


GAF1


AMD1


CTAGE-2


THRB


CASP10


KCNE1


TAC3


NDST4


CSF1


MAP2K5


HABP2


C3orf8


KRT5


CDC42


DDX3Y


SRP72


SSTR4


PHYHIP


TM4SF11


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


ELAVL4


GP2


FLJ23033


SCGB1A1


LYPLA1


ANP32E


MAB21L2


SDC2


CPA4


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


XTP2


LDLR


C17orf31


GRIN2A


MAP2K3


C1orf16


ELMO2


CTNNAL1


ELF1


PTN


HFE


MCL1


OKL38


DIAPH3


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


COH1


LPIN1


ITSN2


CPB1


C16orf3


MGAT3


VMP1


HMGN1


IRF2


COL6A1


FLJ23022


BMP5


DNAJB1


LBH


FABP7


UBE2J1


CANX


UPK1B


CABP5


ARHGAP1


NRP2


OTC


AKAP9


MASP1


FLJ20512


ANGPTL2


OASIS


CA14


RAMP3


RRM1


KCNJ15


NTRK3


HSF1


STK11


CYP2C9


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=
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TFAP4
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MAGEA12


HFE


ADD1


TRN-SR


RIMS3


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


CEGF3


HIST1H2BL


ACF


HIST1H3E


LALP1


EBAF


CDC5L


SPR


HOM-TES-85


DKFZP564P1916


FLJ10945


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


CPB2


HSPH1


KIF20A


NPR3


FLJ23233


MSH4


ENO1


HSPA1A


NR4A3


MGC3047


CALR


SLC6A12


AGPS


MGC21830


ZNF141


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


WDR4


P2RXL1


CASR


AQP2


SMT3H2


EPS15R


MLLT10


MGC26706


GABRE


KIAA1045


CYP2A6


RPIA


SASH1


KIAA1277


SOX2


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


GFAP


SLC5A1


TBC1D1


CD83


SSR1


PLPL


NAG-7


FLJ10156


NR1D1


PTP4A2


KIR3DS1


WWOX


CHN2


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


LDLR


ASCL3


SLC1A6


COPEB


ITCH


UGT2B15


CALCB


DKFZP564O0523


CCR9


LECT2


RPS14


NP25


PPP2R5D


SMPD1


C8orf17


PPP2R1B


SLC7A4


RAB1A


PTGS1


GPRK5


GRM3


MTMR3


YAF2


POLR2A


MMP27


WWP2


CD84


EPB41L4B


CACNA1I


RHOBTB3


GAS2L1


CREBL2


SF3B1


KIAA1660


MLL


TBXA2R


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


FLJ10493


SOD2


EIF4B


GPR49


RIC-8


HSPC054


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=


SYT1


ADH6


SLC17A1


PLAC1


ZNF297B


PLEC1


AGXT


CDK3


AMOT


MYO1A


HIST1H2BC


CAST


TEK


DHFR
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			OVELAPPED GENES (up/down regulated) in MDS multiple groups vs NBM (Mononuclear cells and CD 34+ cells):


						OVERLAPPED UP REGULATED GENES:


						MAX						MAX protein


						PML						promyelocytic leukemia


						ALDH3B1						aldehyde dehydrogenase 3 family, member B1


						SHAPY (CANT1)						calcium activated nucleotidase


						SPAG8						sperm associated antigen 8


						LAIR1						leukocyte-associated Ig-like receptor 1


						PNUTL1 (SEPT5)						septin 5


						CCL18						chemokine (C-C motif) ligand 18 (pulmonary and activation-regulated)


						MHC2TA						MHC class II transactivator


						F25965						protein F25965


						QPRT						quinolinate phosphoribosyltransferase (nicotinate-nucleotide pyrophosphorylase (carboxylating))


						KIAA1305						KIAA1305


						OVERLAPPED DOWN REGULATED GENES:


						VIPR1						vasoactive intestinal peptide receptor 1


						SLC2A14						solute carrier family 2 (facilitated glucose transporter), member 14


						MCL1						myeloid cell leukemia sequence 1 (BCL2-related)


						TNFAIP3						tumor necrosis factor, alpha-induced protein 3


						DTNA						dystrobrevin, alpha


						NELL2						NEL-like 2 (chicken) /// NEL-like 2 (chicken)


						EPOR						erythropoietin receptor


						SLC2A14						solute carrier family 2 (facilitated glucose transporter), member 14


						KRTHB6						keratin, hair, basic, 6 (monilethrix)


						CXCR4						chemokine (C-X-C motif) receptor 4


						ZNF297B						zinc finger protein 297B


						PAI-RBP1						PAI-1 mRNA-binding protein


						MGC5395						hypothetical protein MGC5395


						TNFAIP3						tumor necrosis factor, alpha-induced protein 3


						COPEB						core promoter element binding protein


						SLC6A2						solute carrier family 6 (neurotransmitter transporter, noradrenalin), member 2


						PPIE						peptidylprolyl isomerase E (cyclophilin E)


						DCT						dopachrome tautomerase (dopachrome delta-isomerase, tyrosine-related protein 2)


						AP2A2						Adaptor-related protein complex 2, alpha 2 subunit


						DSIPI						delta sleep inducing peptide, immunoreactor


						CD3E						CD3E antigen, epsilon polypeptide (TiT3 complex)


						FLJ20113 (OTUB1)						OTU domain, ubiquitin aldehyde binding 1


						CXCR4						chemokine (C-X-C motif) receptor 4


						MCL1						myeloid cell leukemia sequence 1 (BCL2-related)


						CDC25C						cell division cycle 25C


						DSIPI						delta sleep inducing peptide, immunoreactor


						THRA						thyroid hormone receptor, alpha (erythroblastic leukemia viral (v-erb-a) oncogene homolog, avian)


						CIAS1						cold autoinflammatory syndrome 1


						HLA-DRB3						Major histocompatibility complex, class II, DR beta 4


						ABCC8						ATP-binding cassette, sub-family C (CFTR/MRP), member 8


						BPGM						2,3-bisphosphoglycerate mutase /// 2,3-bisphosphoglycerate mutase


						HTCD37						TcD37 homolog


						PHTF2						putative homeodomain transcription factor 2


						PTPN11						protein tyrosine phosphatase, non-receptor type 11 (Noonan syndrome 1)


						SLC35D1						solute carrier family 35 (UDP-glucuronic acid/UDP-N-acetylgalactosamine dual transporter), member D1


						MYST1						MYST histone acetyltransferase 1


						COPEB						core promoter element binding protein


						CUL4B						cullin 4B


						TNFSF8						tumor necrosis factor (ligand) superfamily, member 8


						CLTA						clathrin, light polypeptide (Lca)


						CASP9						caspase 9, apoptosis-related cysteine protease


						CYP2A6						cytochrome P450, family 2, subfamily A, polypeptide 6


						CAMK1						calcium/calmodulin-dependent protein kinase I


						EPB49						erythrocyte membrane protein band 4.9 (dematin)


						LDLR						Low density lipoprotein receptor (familial hypercholesterolemia)


						KDELR3						KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor 3


						MBNL1						muscleblind-like (Drosophila)


						CDC14A						CDC14 cell division cycle 14 homolog A (S. cerevisiae)


						ITPR3						inositol 1,4,5-triphosphate receptor, type 3


						RANBP2						RAN binding protein 2


						KPNA1						Karyopherin alpha 1 (importin alpha 5)


						FLJ13241 (COPE)						coatomer protein complex, subunit epsilon


						WSB1						WD repeat and SOCS box-containing 1


						BTG1						B-cell translocation gene 1, anti-proliferative


						AMD1						adenosylmethionine decarboxylase 1


						KRT5						keratin 5 (epidermolysis bullosa simplex, Dowling-Meara/Kobner/Weber-Cockayne types)


						LDLR						Low density lipoprotein receptor (familial hypercholesterolemia)


						ELF1						E74-like factor 1 (ets domain transcription factor)


						MCL1						myeloid cell leukemia sequence 1 (BCL2-related)


						COL6A1						collagen, type VI, alpha 1


						LBH						likely ortholog of mouse limb-bud and heart gene /// likely ortholog of mouse limb-bud and heart gene


						AKAP9						A kinase (PRKA) anchor protein (yotiao) 9


						RRM1						ribonucleotide reductase M1 polypeptide


						STK11						serine/threonine kinase 11 (Peutz-Jeghers syndrome)


						RIMS3						regulating synaptic membrane exocytosis 3


						NR4A3						nuclear receptor subfamily 4, group A, member 3


						MLLT10						Myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, Drosophila); translocated to, 10


						KIAA1045						KIAA1045


						CYP2A6						cytochrome P450, family 2, subfamily A, polypeptide 6


						CD83						CD83 antigen (activated B lymphocytes, immunoglobulin superfamily)


						PTP4A2						protein tyrosine phosphatase type IVA, member 2


						CHN2						chimerin (chimaerin) 2


						LDLR						Low density lipoprotein receptor (familial hypercholesterolemia)


						COPEB						core promoter element binding protein


						ITCH						itchy homolog E3 ubiquitin protein ligase (mouse)


						UGT2B15						UDP glycosyltransferase 2 family, polypeptide B15


						RPS14						ribosomal protein S14


						PPP2R1B						protein phosphatase 2 (formerly 2A), regulatory subunit A (PR 65), beta isoform


						PTGS1						prostaglandin-endoperoxide synthase 1 (prostaglandin G/H synthase and cyclooxygenase)


						RHOBTB3						Rho-related BTB domain containing 3


						CREBL2						cAMP responsive element binding protein-like 2


						EIF4B						eukaryotic translation initiation factor 4B


						HSPC054 (DDEF1IT1)						DDEF1 intronic transcript 1


						ZNF297B						zinc finger protein 297B


						PLEC1						plectin 1, intermediate filament binding protein 500kDa


						CAST						calpastatin


						RIOK3						RIO kinase 3 (yeast) /// RIO kinase 3 (yeast)


						BTEB1						basic transcription element binding protein 1


						ZAP (YLPM1)						YLP motif containing 1


						MYCL1						v-myc myelocytomatosis viral oncogene homolog 1, lung carcinoma derived (avian)


						USP16						ubiquitin specific protease 16


						PI4KII						phosphatidylinositol 4-kinase type II


						SFRS11						splicing factor, arginine/serine-rich 11


						PPM2C						protein phosphatase 2C, magnesium-dependent, catalytic subunit


						USP15						ubiquitin specific protease 15


						MGC33602 (PQLC3)						PQ loop repeat containing 3


						VIL2						villin 2 (ezrin)
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			Advanced Disease (RAEB and RAEBT) versus RA versus normal bone marrow:


			ID			Gene			LinearSlope			Z(linearSlope)			P(linearSlope)			NFDR(linearslope)


			206130_s_at			ASGR2			-1.7533875576			-10.0382464579			4.59E-07			4.59E-07


			202708_s_at			HIST2H2BE			1.1559425446			9.7666853577			8.94E-07			8.95E-07


			209332_s_at			MAX			0.4675898738			9.5929397401			1.38E-06			1.38E-06


			214290_s_at			HIST2H2AA			1.5197240531			9.3772832117			2.37E-06			2.37E-06


			205141_at			RNASE4			-1.1134767061			-9.307239911			2.83E-06			2.83E-06


			218280_x_at			HIST2H2AA			1.4601411285			9.2926725134			2.94E-06			2.94E-06


			207643_s_at			TNFRSF1A			0.8308235283			8.4824242355			2.40E-05			2.40E-05


			210014_x_at			IDH3B			-0.3629625961			-8.1886088106			5.25E-05			5.25E-05


			206710_s_at			EPB41L3			-1.7013887195			-8.0517341573			7.58E-05			7.58E-05


			210387_at			HIST1H2BG			1.0813666172			7.6942540074			0.0002004369			0.0002005181


			209435_s_at			ARHGEF2			0.3733660524			7.5754171857			0.0002778435			0.0002779686


			202359_s_at			SNX19			0.292763105			7.3049166211			0.0005878085			0.0005880997


			215779_s_at			HIST1H2BG			1.1530192015			7.1466279129			0.0009146734			0.0009151678


			201506_at			TGFBI			-1.7982294908			-7.0502543949			0.0011987519			0.0011994538


			204619_s_at			CSPG2			-1.3876754599			-7.0494937632			0.0012012644			0.0012020219


			207190_at			KIAA0399			-1.1710860814			-6.9916154525			0.001413748			0.0014147032


			218983_at			C1RL			0.8722632624			6.9473677383			0.0016015461			0.0016027004


			219254_at			FLJ22222			-0.9775669069			-6.7619299934			0.0027070264			0.0027090995


			210418_s_at			IDH3B			-0.400756934			-6.543575317			0.0050422573			0.0050463462


			208579_x_at			H2BFS			1.3696100658			6.5112943202			0.0055295591			0.0055342925


			215884_s_at			UBQLN2			0.4734793529			6.4906975417			0.0058649705			0.0058702554


			205992_s_at			IL15			-0.6701780275			-6.4542127575			0.0065105826			0.0065167429


			219529_at			CLIC3			-1.8558403445			-6.4496559039			0.0065958451			0.0066023836


			214058_at			MYCL1			-0.5300609241			-6.4328716625			0.0069205672			0.0069277398


			205987_at			CD1C			-1.859052497			-6.4126818498			0.0073327005			0.0073406309


			207038_at			SLC16A6			-1.8476978857			-6.4001462462			0.0076008341			0.0076093975


			208490_x_at			HIST1H2BF			0.9652600328			6.3934221393			0.007748554			0.0077576334


			208546_x_at			HIST1H2BH			1.308838679			6.3798960705			0.0080549052			0.008064707


			201352_at			YME1L1			0.2292221878			6.3722085752			0.0082342753			0.008244667


			217234_s_at			VIL2			-0.5929211974			-6.3096554126			0.0098551495			0.0098680315


			204562_at			IRF4			-0.9621577473			-6.3061932156			0.0099533081			0.0099667676


			211302_s_at			PDE4B			-0.8813490905			-6.2832664567			0.0106313699			0.0106462262


			208527_x_at			HIST1H2BE			0.7618516161			6.2639760487			0.011237773			0.011253984


			205685_at			CD86			-0.9403231104			-6.2624560136			0.0112865443			0.0113033352


			211776_s_at			EPB41L3			-0.9035303874			-6.2409113422			0.0120083466			0.0120267535


			201903_at			UQCRC1			-0.4847830438			-6.2368968649			0.0121474532			0.0121666219


			204620_s_at			CSPG2			-1.5180109387			-6.210679975			0.0130999848			0.0131212482


			209555_s_at			CD36			-1.1769035592			-6.1491834958			0.0156413908			0.0156674856


			208364_at			INPP4A			-1.0260254155			-6.1321449692			0.0164291161			0.0164572671


			209806_at			HIST1H2BK			1.1132602584			6.1067507298			0.0176783206			0.0177094107


			221578_at			RASSF4			-1.2592155469			-6.0651426773			0.0199359014			0.0199718624


			213142_x_at			LOC54103			-0.5570786452			-5.994817934			0.0244320964			0.0244772717


			208988_at			FBXL11			0.4299478932			5.9873616265			0.0249640227			0.0250113095


			213135_at			TIAM1			-0.668663051			-5.9793847628			0.0255460726			0.0255956162


			205076_s_at			CRA			-0.7814624253			-5.9768461683			0.0257333644			0.0257844341


			32091_at			KIAA0446			0.2856541339			5.9529883868			0.0275728925			0.0276288592


			213899_at			METAP2			-0.4938796105			-5.9072164741			0.0314819607			0.0315472848


			221504_s_at			ATP6V1H			0.2778061465			5.9000188334			0.0321442594			0.0322124108


			209482_at			RPP20			-0.454338045			-5.8848316243			0.0335897331			0.0336624677


			34408_at			RTN2			0.4911910213			5.8268673744			0.0397366346			0.0398262728


			215646_s_at			CSPG2			-1.9823949724			-5.8068772374			0.0421084047			0.0422052973


			206743_s_at			ASGR1			-1.2689592278			-5.8057426845			0.0422454053			0.0423445237


			216028_at			DKFZP564C152			0.4013235756			5.8012969696			0.042792202			0.0428945387


			214447_at			ETS1			-0.6423000902			-5.7920824859			0.0439504003			0.0440574948


			213530_at			RAB3GAP			0.5605711297			5.790049257			0.0442086196			0.0443183432


			206488_s_at			CD36			-1.3479045424			-5.7893307575			0.04429894			0.0444108919


			217837_s_at			NEDF			0.3968895304			5.7780977819			0.0457655629			0.0458832918


			203248_at			ZNF24			-0.3732774322			-5.7581076644			0.0484989225			0.0486258773


			200011_s_at			ARF3			0.2900150987			5.740870795			0.0509867801			0.0511225546


			211475_s_at			BAG1			-0.3075422407			-5.7121735538			0.0554179246			0.055568007


			212188_at			LOC115207			-0.9519922681			-5.7037983514			0.0567807622			0.0569371053


			211852_s_at			ATRN			-0.6766015076			-5.6780110722			0.0611948013			0.0613688385


			209130_at			SNAP23			0.4082160859			5.6776443572			0.0612573078			0.0614342961


			211855_s_at			SLC25A14			-0.8167823498			-5.6761503588			0.061521159			0.0617016951


			202206_at			ARL7			-0.9622934288			-5.6666790536			0.063235839			0.0634242703


			202207_at			ARL7			-1.0407367412			-5.6555200384			0.0653182168			0.0655158112


			209911_x_at			HIST1H2BD			0.9354256526			5.6431501522			0.0677073815			0.0679152698


			211571_s_at			CSPG2			-2.0023653797			-5.6347538239			0.0693778258			0.0695939854


			203099_s_at			CDYL			-1.2709642855			-5.6337550284			0.0695764988			0.069796429


			221731_x_at			CSPG2			-1.6264635661			-5.6331136202			0.0697032574			0.069926746


			218034_at			TTC11			-0.4604436405			-5.6175687024			0.072923657			0.073160775


			200986_at			SERPING1			0.7432520005			5.6026851197			0.0761466483			0.0763976963


			202973_x_at			FAM13A1			-0.5270438969			-5.595198218			0.0778197751			0.0780798656


			219714_s_at			CACNA2D3			-1.1358226606			-5.5932200168			0.0782653737			0.0785305003


			200838_at			CTSB			-0.7127166906			-5.5899273848			0.0790151047			0.0792863521


			218085_at			HSPC177			0.5063435597			5.5798924465			0.0813522846			0.0816352426


			206995_x_at			SCARF1			0.5290117693			5.5768872102			0.0820630134			0.0823521635


			202943_s_at			NAGA			-0.3482974076			-5.5615777691			0.0857972974			0.0861034949


			204588_s_at			SLC7A7			-0.6847097588			-5.537938807			0.0919028826			0.0922350367


			205238_at			FLJ12687			-0.3365256036			-5.5091870193			0.099919875			0.1002855347


			205927_s_at			CTSE			-0.8361469692			-5.4925059109			0.1048865355			0.105275127


			213566_at			RNASE6			-1.2358039558			-5.4920664699			0.1050160458			0.1054098797


			201360_at			CST3			-0.9079243445			-5.4843630058			0.107392753			0.1078003709


			218317_x_at			MGC5178			-0.5560958723			-5.4707905543			0.1117158558			0.1121449497


			219242_at			FLJ13386			0.4628580445			5.4681478948			0.1125735549			0.1130110499


			204473_s_at			KIAA0211			-0.2495033122			-5.4412212874			0.1217427311			0.122226907


			218206_x_at			SCAND1			-0.2125820664			-5.4119108226			0.1325826429			0.1331159455


			215283_at			LOC339290			-0.2393945343			-5.403305343			0.1359344691			0.1364935921


			208621_s_at			VIL2			-0.5840355927			-5.3987610334			0.1377389005			0.1383116971


			203941_at			FLJ10871			-0.2504631006			-5.3919560608			0.14048906			0.1410796703


			221634_at			RPL23AP7			1.3022452985			5.389403019			0.1415309625			0.1421323779


			200866_s_at			PSAP			-0.622559044			-5.3652247085			0.1518477431			0.152499892


			212062_at			ATP9A			1.2467260328			5.3459837434			0.1605912103			0.1612882019


			209155_s_at			NT5C2			0.568218498			5.3384716417			0.1641354335			0.1648552606


			210313_at			ILT7			-1.2106245208			-5.332091662			0.1672057377			0.1679466231


			211509_s_at			RTN4			0.3916088585			5.3310983599			0.1676824929			0.1684331064


			62212_at			MGC955			0.2531790227			5.3161009668			0.1751598307			0.1759518716


			209001_s_at			DKFZP566D193			0.2226353337			5.3118930661			0.1773112786			0.1781211022


			222067_x_at			HIST1H2BD			1.0116163046			5.3048391642			0.1809828107			0.1818176249


			208447_s_at			PRPS1			-0.4319046238			-5.2891388642			0.1894403793			0.1903228124


			208074_s_at			AP2S1			-0.3419101516			-5.2838660105			0.1923627375			0.1932675236


			211535_s_at			FGFR1			0.8404104193			5.268134631			0.2013699983			0.2023263008


			208450_at			LGALS2			-2.2026318541			-5.2536514749			0.2100339419			0.2110409344


			214455_at			HIST1H2BC			1.3930162094			5.2377465679			0.2199789841			0.2210436553


			203547_at			CD4			-0.5580226437			-5.2249068282			0.2283475272			0.2294630804


			209616_s_at			CES1			-1.4730219244			-5.2162782031			0.2341458175			0.2353003408


			200703_at			DNCL1			0.3856178506			5.2155712565			0.234617596			0.2357851118


			214962_s_at			NUP160			-0.5156085469			-5.2114535723			0.2374362613			0.2386285987


			211678_s_at			MEG3			0.3049649457			5.2060364285			0.2411994529			0.2424216553


			37226_at			BNIP1			-0.2605196045			-5.1993873294			0.2459024956			0.2471597113


			220239_at			SBBI26			-0.3485589686			-5.1914634196			0.2516291354			0.2529270732


			207237_at			KCNA3			-0.8758220981			-5.1871690568			0.2547828402			0.2561086333


			208874_x_at			PPP2R4			-0.3130158452			-5.1842176007			0.2569695498			0.2583184102


			218499_at			MST4			0.4543270403			5.1779564004			0.2616839232			0.2630694341


			217140_s_at			VDAC1			-0.5944771387			-5.1770674891			0.2623500043			0.2637509773


			221958_s_at			FLJ23091			-0.9905339724			-5.1760032695			0.2631520219			0.2645692508


			203235_at			THOP1			-0.3816935779			-5.1757430995			0.2633394584			0.2647696795


			202704_at			TOB1			-0.4798247529			-5.1554103695			0.2793687628			0.2809114682


			218053_at			FNBP3			0.361569429			5.1497080092			0.2840309052			0.2856122832


			203708_at			PDE4B			-1.0725523983			-5.1391804156			0.2928541936			0.2944980269


			200839_s_at			CTSB			-0.680323262			-5.1390756286			0.2929302486			0.294587844


			205875_s_at			TREX1			-0.9776246334			-5.1285404575			0.3020359965			0.3037588692


			213334_x_at			TREX2			-0.3018383459			-5.1255183405			0.3046899696			0.3064418541


			214522_x_at			HIST1H3D			1.2708717791			5.1252279963			0.304933687			0.3067008583


			202371_at			FLJ21174			0.6470155681			5.1000080321			0.3281356095			0.3300521854


			207216_at			TNFSF8			-0.4015475615			-5.0814918123			0.3462792734			0.3483175938


			206772_at			PTHR2			0.9769859817			5.0615045223			0.3669897307			0.3691666758


			202839_s_at			NDUFB7			-0.4713351478			-5.0614745573			0.3670050945			0.3691988486


			220474_at			SLC25A21			-1.1790319237			-5.0601288186			0.368427584			0.3706466252


			202172_at			ZNF161			0.3088989334			5.0481893476			0.3814270217			0.3837417366


			204912_at			IL10RA			-0.8718918157			-5.0431429069			0.3870478632			0.3894143243


			208821_at			SNRPB			-0.3327548668			-5.0413520139			0.3890510145			0.3914474517


			213652_at			PCSK5			-0.6731820052			-5.0394460064			0.3911954109			0.3936228849


			210836_x_at			PDE4D			-0.6414351005			-5.0186601173			0.4155458979			0.4181434127


			202208_s_at			ARL7			-1.3968465445			-5.0150628312			0.4198950737			0.4225389139


			201944_at			HEXB			-0.3413060959			-5.0081918676			0.4283462416			0.4310628203


			201595_s_at			LEREPO4			0.2401215685			5.0072724302			0.4294730602			0.4322163646


			203310_at			STXBP3			0.5433334308			4.9925134362			0.4482759036			0.4511597517


			207978_s_at			NR4A3			-0.8989880496			-4.9746308494			0.472164277			0.4752233333


			201583_s_at			SEC23B			-0.175996253			-4.9705726992			0.4777426812			0.4808596648


			215381_at			FRAP1			-0.6416994677			-4.953695647			0.5017264899			0.5050228352


			208496_x_at			HIST1H3G			1.3493397902			4.9514891398			0.5049295724			0.5082699919


			213294_at			FLJ38348			0.4297463381			4.9421461651			0.5187954231			0.5222512381


			201594_s_at			PPP4R1			0.3150801667			4.9361416655			0.5278974801			0.5314380079


			218631_at			VIP32			-0.3254943043			-4.9029036822			0.581325732			0.5852776405


			219093_at			FLJ20701			-1.040474233			-4.8939023875			0.5966860311			0.6007695876


			205836_s_at			FLJ21940			-0.5561907941			-4.893470674			0.597407012			0.6015227653


			209110_s_at			RAB2L			0.3664873552			4.887933532			0.6070292156			0.6112666708


			217989_at			RETSDR2			0.3898274171			4.8870880689			0.6084927653			0.6127682131


			219734_at			FLJ20174			-0.6067205397			-4.8832881177			0.6152116042			0.6195623458


			222150_s_at			LOC54103			-0.6296491974			-4.8767681035			0.6269325501			0.6313948046


			204552_at			INPP4A			-0.426179234			-4.8661036598			0.6466029654			0.6512347498


			212681_at			EPB41L3			-1.1435770507			-4.8573164995			0.6632656294			0.6680470601


			209967_s_at			CREM			-1.6828957237			-4.8557477099			0.666260223			0.6710936683


			210180_s_at			SFRS10			-0.40607882			-4.855146403			0.6673929276			0.6722650715


			220937_s_at			SIAT7D			-0.579293875			-4.8421798705			0.6929351984			0.6980254583


			215151_at			DOCK10			-1.1614761622			-4.8227044965			0.7331521478			0.7385713297


			206562_s_at			CSNK1A1			-0.3036560465			-4.8217998198			0.7350438879			0.7405106331


			216614_at						-0.8299599293			-4.8164592115			0.7464766344			0.752062514


			214469_at			HIST1H2AE			1.2855628278			4.8136450416			0.7525557313			0.7582214871


			201743_at			CD14			-1.6287696005			-4.8050768851			0.7714404204			0.7772836057


			215190_at			GA17			-0.4399364422			-4.7946441286			0.7950791974			0.8011377679


			217607_x_at			EIF4G2			-1.0030693204			-4.7869210294			0.8130309004			0.8192634243


			211047_x_at			AP2S1			-0.3673130213			-4.777086847			0.8364836743			0.8429342175


			214281_s_at			ZNF363			0.4898488353			4.7751387821			0.8411779625			0.847703159


			216755_at						-0.5528723388			-4.7676329666			0.8596219011			0.8663294712


			201988_s_at			CREBL2			-0.3146424981			-4.7669365896			0.8613178663			0.868078051


			214348_at			TACR2			0.264835849			4.7652765076			0.8654285872			0.8722606082


			207351_s_at			SH2D2A			-0.332722542			-4.7622377156			0.8730366984			0.8799687049


			203300_x_at			AP1S2			-0.5603406586			-4.7576830503			0.8845845667			0.8916487204


			210895_s_at			CD86			-1.3153558781			-4.757480865			0.8850623078			0.8921707582


			204211_x_at			PRKR			0.3385433484			4.7527499701			0.8972256126			0.9044727951


			213274_s_at			CTSB			-0.4214341147			-4.7473132046			0.9114149122			0.9188184006


			221523_s_at			RRAGD			0.7942846527			4.7428336369			0.923265837			0.9308078315


			219434_at			TREM1			-1.0369788825			-4.7410931547			0.9278857614			0.9355079508


			210275_s_at			ZNF216			-0.1901623044			-4.7385893707			0.9345906507			0.9423106842


			209551_at			MGC11061			0.4911770328			4.7208393304			0.9837937722			0.9919652619


			204491_at			PDE4D			-0.7542777461			-4.7171225324			0.9943820118			1.0026869589


			208078_s_at			TCF8			-1.3300730697			-4.7139052726			0.9999530747			1.0120604336


			209362_at			SURB7			0.4003629887			4.7071006182			0.9999530747			1.032173079


			208975_s_at			KPNB1			0.3877127816			4.7062269399			0.9999530747			1.0347839806


			204261_s_at			PSEN2			0.7886976342			4.7025892758			0.9999530747			1.0457253842


			207460_at			GZMM			-0.839899767			-4.7021150347			0.9999530747			1.0471602405


			202075_s_at			PLTP			0.8697719825			4.7008020629			0.9999530747			1.0511429414


			46167_at			TTC4			0.4027568615			4.6920627195			0.9999530747			1.0780379042


			203489_at			SIVA			-0.358939099			-4.6862745434			0.9999530747			1.096225308


			217780_at			PTD008			0.1588206452			4.6855064074			0.9999530747			1.0986616744


			212526_at			SPG20			0.6327671647			4.6831531262			0.9999530747			1.1061592604


			205859_at			LY86			-0.7006210223			-4.6745676972			0.9999530747			1.1339452421


			206682_at			CLECSF13			-0.7451124504			-4.6724237088			0.9999530747			1.1409913694


			207603_at			SLC4A7			-0.6970170395			-4.6664834576			0.9999530747			1.1607412913


			215761_at			RC3			-0.5010457201			-4.6532178602			0.9999530747			1.206077975


			204857_at			MAD1L1			-0.5741430215			-4.6489550138			0.9999530747			1.2210160375


			212984_at			ATF2			0.465203337			4.6447817205			0.9999530747			1.2358178674


			207630_s_at			CREM			-0.7433842406			-4.6440985633			0.9999530747			1.2382577668


			215621_s_at						-1.6218346475			-4.6430005565			0.9999530747			1.2421893095


			204185_x_at			PPID			0.3122693203			4.6403195423			0.9999530747			1.2518410469


			201911_s_at			FARP1			1.1439650898			4.6361989719			0.9999530747			1.2668202918


			221234_s_at			BACH2			-0.8326408963			-4.6323953625			0.9999530747			1.2808048713


			38487_at			STAB1			-0.5747012522			-4.6292804242			0.9999530747			1.2923712736


			58696_at			RRP41			0.2979106185			4.6285071353			0.9999530747			1.2952586502


			215340_at			ADCY1			-0.8070372493			-4.6270947816			0.9999530747			1.3005487303


			216054_x_at			MYL4			-0.6076394997			-4.6164632589			0.9999530747			1.3410628634


			215630_at						-1.0395784211			-4.6053933808			0.9999530747			1.3845760949


			203964_at			NMI			0.4246117783			4.6027059057			0.9999530747			1.3953491661


			216607_s_at						-0.3292875272			-4.6026088773			0.9999530747			1.3957396649


			212886_at			DKFZP434C171			-0.9240453025			-4.590058214			0.9999530747			1.4471739496


			205239_at			AREG			-1.4563618067			-4.587055923			0.9999530747			1.4597532921


			215586_at						-1.1271425605			-4.5755146401			0.9999530747			1.5091262554


			200790_at			ODC1			-0.4379991927			-4.575506989			0.9999530747			1.5091595284


			200950_at			ARPC1A			-0.2170783572			-4.5718908371			0.9999530747			1.5249670218


			221658_s_at			IL21R			-1.0102521639			-4.5712210972			0.9999530747			1.52791263


			218391_at			EAP30			-0.2567969392			-4.5708144516			0.9999530747			1.5297038599


			203054_s_at			TCTA			0.2774832485			4.5689801282			0.9999530747			1.5378097259


			209995_s_at			TCL1A			-1.0346948984			-4.5688844316			0.9999530747			1.5382337731


			200788_s_at			PEA15			-0.3726428266			-4.5636149405			0.9999530747			1.5617632745


			213000_at			NXP2			0.4275091528			4.5634665225			0.9999530747			1.5624311271


			206050_s_at			RNH			-0.2627834423			-4.5600852909			0.9999530747			1.577722824


			207513_s_at			ZNF189			0.4931586262			4.55613909			0.9999530747			1.595756979


			212870_at			C14orf138			0.5080976828			4.5512901235			0.9999530747			1.6181962958


			201548_s_at			PLU-1			0.4679096442			4.5510554414			0.9999530747			1.6192902078


			203102_s_at			MGAT2			0.5798678872			4.5473497259			0.9999530747			1.6366607856


			205609_at			ANGPT1			0.9770823963			4.5418323386			0.9999530747			1.6628657243


			205622_at			SMPD2			-0.5237071163			-4.5357173561			0.9999530747			1.6923940949


			212332_at			RBL2			-0.4166660859			-4.5317185008			0.9999530747			1.7119838835


			207840_at			CD160			-0.7698304484			-4.5312914213			0.9999530747			1.714089292


			212092_at			PEG10			-0.9617013647			-4.5256387913			0.9999530747			1.7421979711


			214508_x_at			CREM			-1.1766761545			-4.5241469022			0.9999530747			1.7496923769


			210044_s_at			LYL1			0.5720140617			4.5233795427			0.9999530747			1.7535595645


			219358_s_at			CENTA2			-0.2515833611			-4.5209578807			0.9999530747			1.7658192988


			219381_at			FLJ13231			1.0089637654			4.508934783			0.9999530747			1.827952923


			203390_s_at			KIF3C			0.5409999926			4.5062514817			0.9999530747			1.8421122037


			206099_at			PRKCH			-0.7632870999			-4.5042978853			0.9999530747			1.85248913


			221698_s_at			CLECSF12			-1.252772862			-4.5031532285			0.9999530747			1.8585960375


			210164_at			GZMB			-0.990974229			-4.5008561856			0.9999530747			1.8709111985


			206214_at			PLA2G7			-0.9202566683			-4.5005329451			0.9999530747			1.8726506536


			203897_at			LOC57149			0.2940986931			4.4988619592			0.9999530747			1.8816682629


			217914_at			TPCN1			-0.5335722875			-4.4950937247			0.9999530747			1.9021616969


			208583_x_at			HIST1H2AJ			0.4826447326			4.4937952431			0.9999530747			1.9092744399


			202220_at			KIAA0907			0.3691532907			4.4783500139			0.9999530747			1.9959223369


			217274_x_at						-0.5826510883			-4.4745915584			0.9999530747			2.0175884676


			213275_x_at			CTSB			-0.4751103793			-4.4743164552			0.9999530747			2.0191834346


			208888_s_at			NCOR2			0.4565870784			4.473090179			0.9999530747			2.0263081916


			204860_s_at						-0.8159415224			-4.465333546			0.9999530747			2.0719538201


			219256_s_at			FLJ20356			-0.473117598			-4.4624570271			0.9999530747			2.0891383193


			212519_at			UBE2E1			0.4286926884			4.4508585843			0.9999530747			2.1598681376


			210018_x_at			MALT1			-0.4120371511			-4.4439469266			0.9999530747			2.2031362715


			202736_s_at			LSM4			-0.4906124081			-4.4423765408			0.9999530747			2.2130858762


			207746_at			na			-0.5709812618			-4.4260943056			0.9999530747			2.3188976082


			211208_s_at			CASK			-0.342857693			-4.4184676015			0.9999530747			2.3701634037


			205513_at			TCN1			1.6785869683			4.4162038913			0.9999530747			2.3855939907


			218354_at			LOC51693			-0.1905054243			-4.4142623062			0.9999530747			2.3989077844


			201732_s_at			CLCN3			-0.7923391789			-4.4095062105			0.9999530747			2.4318318481


			218870_at			ARHGAP15			0.2901971037			4.4079855452			0.9999530747			2.4424524489


			219228_at			ZNF331			-0.7303864817			-4.4067095425			0.9999530747			2.4513995963


			219657_s_at			KLF3			-0.2487520258			-4.4020904272			0.9999530747			2.4840594916


			218348_s_at			HSPC055			0.2357913679			4.4017637337			0.9999530747			2.4863856016


			207332_s_at			TFRC			-0.8718946372			-4.3994600839			0.9999530747			2.5028490871


			221349_at			VPREB1			-1.3152396164			-4.3940155373			0.9999530747			2.5421883984


			208622_s_at			VIL2			-0.5355811071			-4.3931658967			0.9999530747			2.5483822264


			201938_at			CDK2AP1			0.4276375229			4.3886679187			0.9999530747			2.5814211149


			211655_at						-0.911652936			-4.3862380539			0.9999530747			2.5994445916


			208657_s_at			MSF			-0.4246903484			-4.3857428296			0.9999530747			2.6031331105


			216191_s_at			TRD			-0.7873443169			-4.3808245983			0.9999530747			2.6400464035


			213605_s_at						-0.8763534083			-4.3782948431			0.9999530747			2.6592338571


			209710_at			GATA2			0.7750388571			4.3697599051			0.9999530747			2.7249893822


			215375_x_at						-0.8636211582			-4.3462627809			0.9999530747			2.9144157685


			215013_s_at			USP34			-0.9339680199			-4.3418788298			0.9999530747			2.9511680576


			204329_s_at			ZNF202			0.5195110927			4.3400653752			0.9999530747			2.9665041648


			213258_at			TFPI			1.1736380341			4.3356712132			0.9999530747			3.0039914731


			216326_s_at			HDAC3			-0.2996923992			-4.3299225359			0.9999530747			3.0537401381


			215070_x_at			GAPCENA			-0.8930588249			-4.329218165			0.9999530747			3.0598912842


			212408_at			LAP1B			0.3976556444			4.3195250056			0.9999530747			3.1457904712


			37943_at			ZFYVE26			0.2824708994			4.3182398075			0.9999530747			3.1573566432


			202201_at			BLVRB			-1.1796638651			-4.3162598292			0.9999530747			3.1752575582


			204513_s_at			ELMO1			0.4703829993			4.3150193001			0.9999530747			3.1865240533


			221551_x_at			SIAT7D			-0.4393892053			-4.30622249			0.9999530747			3.2675545134


			201902_s_at			YY1			-0.6656682111			-4.3042760293			0.9999530747			3.2857564712


			219913_s_at			CRNKL1			0.4700458413			4.301442323			0.9999530747			3.3124340165


			218618_s_at			FAD104			0.4800536339			4.3010447254			0.9999530747			3.316194173


			217047_s_at			FAM13A1			-0.4604544844			-4.2985614709			0.9999530747			3.3397740996


			207078_at			MED6			-1.0944196619			-4.2974526443			0.9999530747			3.3503563061


			207075_at			CIAS1			-0.520684459			-4.2954821844			0.9999530747			3.3692431521


			213216_at			KIAA0459			-0.4028680877			-4.2953069307			0.9999530747			3.370928027


			205899_at			CCNA1			0.5071256451			4.29133979			0.9999530747			3.4092905725


			218307_at			FLJ11164			-0.2825733788			-4.2912492354			0.9999530747			3.4101712425


			211961_s_at			RAB7			0.1779594861			4.2910167926			0.9999530747			3.4124328438


			203420_at			FAM8A1			0.3008169519			4.2891036478			0.9999530747			3.4311033787


			217010_s_at			CDC25C			-0.4326849818			-4.2840770921			0.9999530747			3.4806386496


			221617_at			TAF9L			-0.4396390515			-4.2831157761			0.9999530747			3.4901920432


			204057_at			ICSBP1			-0.8109781317			-4.2819463574			0.9999530747			3.5018483398


			202571_s_at			DAP4			0.5686549268			4.2763016717			0.9999530747			3.5586535404


			207686_s_at			CASP8			-0.5199641126			-4.2723225865			0.9999530747			3.5992411944


			220489_s_at			TDE2			0.6891845225			4.2624133215			0.9999530747			3.7023091901


			215398_at						-0.6960625684			-4.2622511685			0.9999530747			3.7040197039


			201399_s_at			TRAM1			-0.4050256004			-4.26185751			0.9999530747			3.7081755498


			213410_at			EDRF1			0.4175634677			4.2589221151			0.9999530747			3.7393095033


			203267_s_at			DRG2			-0.3327888438			-4.2566773676			0.9999530747			3.7632916391


			219253_at			FAM11B			0.4480757066			4.2521134381			0.9999530747			3.8125188376


			221382_at						-0.5355984505			-4.2473498557			0.9999530747			3.8645753619


			213208_at			KIAA0240			-0.3822098808			-4.2434081609			0.9999530747			3.9081785643


			214540_at			HIST1H2BO			0.8404467065			4.2422926977			0.9999530747			3.9206054974


			202907_s_at			NBS1			0.3327553166			4.2414171677			0.9999530747			3.9303866543


			213805_at			ABHD5			-0.6475824106			-4.2330731053			0.9999530747			4.0248168836


			216317_x_at			RHCE			-1.3365117022			-4.2318578187			0.9999530747			4.0387552627


			211773_s_at			ZNF306			0.32699383			4.2306359794			0.9999530747			4.0528166599


			39318_at			TCL1A			-1.3995617395			-4.2273971683			0.9999530747			4.0903235672


			206503_x_at			PML			0.7495520453			4.2265732854			0.9999530747			4.0999188478


			217967_s_at			C1orf24			0.526904394			4.2248830888			0.9999530747			4.1196729236


			202151_s_at			GBDR1			-0.5377127592			-4.2235359384			0.9999530747			4.1354846799


			218262_at			FLJ22318			-0.3917773594			-4.223411359			0.9999530747			4.1369499026


			211177_s_at			TXNRD2			-0.6207432941			-4.2228772265			0.9999530747			4.1432378169


			206734_at			JRKL			0.7389974645			4.2209008698			0.9999530747			4.1665857175


			46947_at			FLJ10613			-0.2523043722			-4.2206283813			0.9999530747			4.1698149225


			203042_at			LAMP2			0.596254195			4.2186280181			0.9999530747			4.1935962863


			210045_at			IDH2			-0.2959947495			-4.2182698411			0.9999530747			4.1978685393


			200762_at			DPYSL2			-1.0499058106			-4.2181840319			0.9999530747			4.1988926859


			202944_at			NAGA			-0.4126818221			-4.2173141815			0.9999530747			4.2092883809


			51146_at			FLJ20477			0.4181304719			4.2164749828			0.9999530747			4.2193417394


			211202_s_at			PLU-1			0.6318458622			4.2138737798			0.9999530747			4.2506536537


			217360_x_at						-1.1044065091			-4.2137616971			0.9999530747			4.2520079691


			206263_at			FMO4			0.2302624952			4.2116281723			0.9999530747			4.2778687837


			203115_at			FECH			-0.6366238104			-4.210728537			0.9999530747			4.2888197129


			201456_s_at			BUB3			-0.4305905046			-4.2101202107			0.9999530747			4.2962402606


			201105_at			LGALS1			-0.6855551483			-4.186409248			0.9999530747			4.5955183812


			217272_s_at			SERPINB13			-0.6406317519			-4.1834678112			0.9999530747			4.6340448362


			205158_at			RNASE4			-0.5036664719			-4.1759140317			0.9999530747			4.7344430252


			206343_s_at			NRG1			-0.9172178352			-4.1730605298			0.9999530747			4.7729228303


			208565_at			MC5R			-0.495836909			-4.1730113764			0.9999530747			4.7735883546


			211902_x_at						-0.588711669			-4.1643641113			0.9999530747			4.892100034


			213589_s_at			LOC284208			1.2187408318			4.1625125775			0.9999530747			4.9178486874


			203320_at			LNK			-0.5218941524			-4.1624040293			0.9999530747			4.9193623543


			203974_at			FAM16AX			-0.3104225718			-4.1614431063			0.9999530747			4.9327820654


			215666_at			HLA-DRB3			-1.4872695969			-4.1600973725			0.9999530747			4.9516362849
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Table 1.  Top genes differentially expressed in MDS compared to normal bone marrow 



CD34+ cells: Mononuclear cells:
Gene Symbole Description SAM Score1 Fold Change q-value(%)2 SAM Score Fold Change q-value(%)
Up Regulated genes:
MAX MAX protein 5.56 1.67 0.00 2.84 3.28 2.61
PML promyelocytic leukemia 4.65 2.67 0.21 3.61 4.39 1.52
PNUTL1 septin 5 3.57 4.22 1.63 3.94 3.35 0.75
SHAPY calcium activated nucleotidase 3.18 5.59 1.95 4.46 3.05 0.21
MHC2TA MHC class II transactivator 2.90 4.03 2.21 3.77 3.09 1.14
ALDH3B1 aldehyde dehydrogenase 3 family, member B1 2.67 2.15 3.03 4.63 1.85 0.21
CCL18 chemokine (C-C motif) ligand 18 (pulmonary and activation-regulated) 2.62 12.50 3.03 3.87 5.61 0.94
SPAG8 sperm associated antigen 8 2.53 2.66 3.37 4.41 2.00 0.21
QPRT quinolinate phosphoribosyltransferase (nicotinate-nucleotide pyrophosphorylase (carboxylating)) 2.46 3.59 3.37 3.32 3.01 3.11
LAIR1 leukocyte-associated Ig-like receptor 1 2.21 1.84 4.76 4.16 1.63 0.34



Down Regulated genes:
VIPR1 vasoactive intestinal peptide receptor 1 -4.97 0.18 0.00 -2.66 0.69 3.11
SLC2A14 solute carrier family 2 (facilitated glucose transporter), member 14 -4.12 0.27 0.00 -2.71 0.65 3.11
MCL1 myeloid cell leukemia sequence 1 (BCL2-related) -4.03 0.21 0.00 -3.32 0.61 1.14
TNFAIP3 tumor necrosis factor, alpha-induced protein 3 -3.78 0.18 1.31 -4.50 0.44 0.32
DTNA dystrobrevin, alpha -3.77 0.24 1.31 -2.47 0.78 4.63
NELL2 NEL-like 2 (chicken) /// NEL-like 2 (chicken) -3.72 0.33 1.31 -3.17 0.63 1.43
EPOR erythropoietin receptor -3.71 0.35 1.31 -3.19 0.67 1.43
KRTHB6 keratin, hair, basic, 6 (monilethrix) -3.66 0.37 1.31 -3.40 0.79 0.94
CXCR4 chemokine (C-X-C motif) receptor 4 -3.61 0.31 1.31 -3.80 0.56 0.56
ZNF297B zinc finger protein 297B -3.56 0.31 1.31 -3.81 0.50 0.56



1Score - The T - statistic Value.
2q-value - The lowest false discovery rate at which the gene is called significant (Like the "p value" adapted to analysis of a large nomber of genes).





http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=VIPR1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=SLC2A14


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=MCL1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=TNFAIP3


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=DTNA


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=NELL2


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=EPOR


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=KRTHB6


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=CXCR4


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=ZNF297B


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=MAX


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=PML


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=SHAPY


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=ALDH3B1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=SPAG8


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=LAIR1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=PNUTL1


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=CCL18


http://genome-www4.stanford.edu/cgi-bin/SMD/source/sourceResult?choice=Gene&option=Name&criteria=MHC2TA





			Sheet1









Bar_Table2.pdf




Table 2. Top genes differentially expressed in Advanced Disease (RAEB and RAEBT) compared to RA compared to normal bone marrow: 



Gene Symbole Gene Desciption Linear Slope1 P (linear Slope)



Up Regulated Genes:
HIST2H2BE histone 2, H2be 1.16 0.00
MAX MAX protein 0.47 0.00
HIST2H2AA histone 2, H2aa 1.52 0.00
TNFRSF1A tumor necrosis factor receptor superfamily, member 1A 0.83 0.00
HIST1H2BG histone 1, H2bg 1.08 0.00
ARHGEF2 rho/rac guanine nucleotide exchange factor (GEF) 2 0.37 0.00
SNX19 sorting nexin 19 0.29 0.00
C1RL complement component 1, r subcomponent-like 0.87 0.00
H2BFS H2B histone family, member S 1.37 0.01
HIST1H2BF histone 1, H2bf 0.97 0.01



Down Regulated Genes:
ASGR2 asialoglycoprotein receptor 2 -1.75 0.00
RNASE4 ribonuclease, RNase A family, 4 -1.11 0.00
IDH3B isocitrate dehydrogenase 3 (NAD+) beta -0.36 0.00
EPB41L3 erythrocyte membrane protein band 4.1-like 3 -1.70 0.00
TGFBI transforming growth factor, beta-induced, 68kDa -1.80 0.00
CSPG2 Chondroitin sulfate proteoglycan 2 (versican) -1.39 0.00
KIAA0399 (ZZEF1) zinc finger, ZZ-type with EF-hand domain 1 -1.17 0.00
FLJ22222 hypothetical protein FLJ22222 -0.98 0.00
IL15 interleukin 15 -0.67 0.01
CLIC3 chloride intracellular channel 3 -1.86 0.01



1Linear Slope -  Change of value in the dependent variable (gene expression change) per unit of independent variable (disease stage); 
The changes in gene expression in the different stages of MDS. 
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